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childrenjPScientificrReportshP2016hPrhPnplol 4.9 22

23 DandruffPisPassociatedPwithPthePconjoinedPinteractionsPbetweenPhostPandPmicroorganismsjPScientificr
ReportshP2016hPrhPnptss 4.9 67

22 DraftPgenomePsequencePofPThaueraPspjPDTGPfromPaPdenitrifyingPquinolinePdegradingPmicrobialP
consortiumjPAppliedrEnvironmentalrBiotechnologyhP2016hPmhPot 1.8 2

Menghui Zhang

2



21 RegulatedPInflammationPandPLipidPMetabolismPinPColonPmRNAPExpressionsPofPObesePGermfreePMiceP
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