
Menghui Zhang

ListiofiPublicationsibyiCitations

Source:ihttps:zzexalyycomzauthorxpdfz6833252zmenghuixzhangxpublicationsxbyxcitationsypdf

Version:i2024x04x10i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyycomyiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovey

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticley

38
papers

5,993
citations

23
h-index

42
g-index

42
ext. papers

7,745
ext. citations

6.7
avg, IF

4.97
L-index



l Paper IF Citations

38 GutPbacteriaPselectivelyPpromotedPbyPdietaryPfibersPalleviatePtypePnPdiabetesjPSciencehP2018hPoquhPmmqmimmqr33.3 904

37 SymbioticPgutPmicrobesPmodulatePhumanPmetabolicPphenotypesjPProceedingsrofrtherNationalr
AcademyrofrSciencesrofrtherUnitedrStatesrofrAmericahP2008hPmlqhPnmmsinn 11.5 825

36 StructuralPsegregationPofPgutPmicrobiotaPbetweenPcolorectalPcancerPpatientsPandPhealthyP
volunteersjPISMErJournalhP2012hPrhPonliu 11.9 720

35 InteractionsPbetweenPgutPmicrobiotahPhostPgeneticsPandPdietPrelevantPtoPdevelopmentPofPmetabolicP
syndromesPinPmicejPISMErJournalhP2010hPphPnonipm 11.9 633

34 ModulationPofPgutPmicrobiotaPbyPberberinePandPmetforminPduringPthePtreatmentPofPhighifatP
dietiinducedPobesityPinPratsjPScientificrReportshP2015hPqhPmpplq 4.9 363

33 StructuralPchangesPofPgutPmicrobiotaPduringPberberineimediatedPpreventionPofPobesityPandPinsulinP
resistancePinPhighifatPdietifedPratsjPPLoSrONEhP2012hPshPepnqnu 3.7 339

32 StructuralPmodulationPofPgutPmicrobiotaPinPlifeilongPcalorieirestrictedPmicejPNaturerCommunicationshP
2013hPphPnmro 17.4 305

31 StructuralPresiliencePofPthePgutPmicrobiotaPinPadultPmicePunderPhighifatPdietaryPperturbationsjPISMEr
JournalhP2012hPrhPmtptiqs 11.9 294

30 APphyloifunctionalPcorePofPgutPmicrobiotaPinPhealthyPyoungPChinesePcohortsPacrossPlifestyleshP
geographyPandPethnicitiesjPISMErJournalhP2015hPuhPmusuiul 11.9 231

29 APgutPmicrobiotaitargetedPdietaryPinterventionPforPameliorationPofPchronicPinflammationPunderlyingP
metabolicPsyndromejPFEMSrMicrobiologyrEcologyhP2014hPtshPoqsirs 4.3 224

28 DietaryPModulationPofPGutPMicrobiotaPContributesPtoPAlleviationPofPBothPGeneticPandPSimpleP
ObesityPinPChildrenjPEBioMedicinehP2015hPnhPurtitp 8.8 198

27 ThePbambooieatingPgiantPpandaPharborsPaPcarnivoreilikePgutPmicrobiotahPwithPexcessivePseasonalP
variationsjPMBiohP2015hPrhPelllnnimq 7.8 142

26
StructuralPAlterationPofPGutPMicrobiotaPduringPthePAmeliorationPofPHumanPTypePnPDiabetesPwithP
HyperlipidemiaPbyPMetforminPandPaPTraditionalPChinesePHerbalPFormulavPaPMulticenterhP
RandomizedhPOpenPLabelPClinicalPTrialjPMBiohP2018hPuhP

7.8 139

25 MetabonomicsPidentifiesPserumPmetabolitePmarkersPofPcolorectalPcancerjPJournalrofrProteomer
ResearchhP2013hPmnhPollliu 5.6 125

24 GutPMicrobialPDysbiosisPIsPAssociatedPwithPAlteredPHepaticPFunctionsPandPSerumPMetabolitesPinP
ChronicPHepatitisPBPPatientsjPFrontiersrinrMicrobiologyhP2017hPthPnnnn 5.7 97

23 UpiregulationPofPtypePIPcollagenPduringPtumorigenesisPofPcolorectalPcancerPrevealedPbyPquantitativeP
proteomicPanalysisjPJournalrofrProteomicshP2013hPuphPpsoitq 3.9 71

22 DandruffPisPassociatedPwithPthePconjoinedPinteractionsPbetweenPhostPandPmicroorganismsjPScientificr
ReportshP2016hPrhPnptss 4.9 67

Menghui Zhang

2



21 APFilifactorPalocisicenteredPcoioccurrencePgroupPassociatesPwithPperiodontitisPacrossPdifferentPoralP
habitatsjPScientificrReportshP2015hPqhPulqo 4.9 45

20 StructuralPshiftsPofPgutPmicrobiotaPasPsurrogatePendpointsPforPmonitoringPhostPhealthPchangesP
inducedPbyPcarcinogenPexposurejPFEMSrMicrobiologyrEcologyhP2010hPsohPqssitr 4.3 40

19 ThePabundancePofPfecalPFaecalibacteriumPprausnitziiPinPrelationPtoPobesityPandPgenderPinPChineseP
adultsjPArchivesrofrMicrobiologyhP2014hPmurhPsois 3 33

18 GenomicPMicrodiversityPofPUnderlyingPDifferentialPStrainiLevelPResponsesPtoPDietaryPCarbohydrateP
InterventionjPMBiohP2017hPthP 7.8 31

17 GeneticallyPObesePHumanPGutPMicrobiotaPInducesPLiverPSteatosisPinPGermiFreePMicePFedPonPNormalP
DietjPFrontiersrinrMicrobiologyhP2018hPuhPmrln 5.7 25

16 DiminutionPofPthePgutPresistomePafterPaPgutPmicrobiotaitargetedPdietaryPinterventionPinPobeseP
childrenjPScientificrReportshP2016hPrhPnplol 4.9 22

15 PatternPextractionPofPstructuralPresponsesPofPgutPmicrobiotaPtoProtavirusPinfectionPviaPmultivariateP
statisticalPanalysisPofPclonePlibraryPdatajPFEMSrMicrobiologyrEcologyhP2009hPslhPnmiu 4.3 20

14 ThePstructuralPalterationPofPgutPmicrobiotaPinPlowibirthiweightPmicePundergoingPacceleratedP
postnatalPgrowthjPScientificrReportshP2016hPrhPnsstl 4.9 18

13 EvaluationPofPboostedPregressionPtreesPdBRTsePandPtwoistepPBRTPproceduresPtoPmodelPandPpredictP
bloodibrainPbarrierPpassagejPJournalrofrChemometricshP2007hPnmhPntlinum 1.6 11

12 canPReducePAceticPAcidPProducedPbyPSpontaneousPFermentationPMicrobiotajPMicroorganismshP2019hP
shP 4.9 10

11
SystematicPidentificationPofPthePproteinPsubstratesPofPUDPiGalNAcvpolypeptideP
NiacetylgalactosaminyltransferaseiTmkTnkToPusingPaPhumanPproteomePmicroarrayjPProteomicshP2017
hPmshPmrllptq

4.8 8

10 RegulatedPInflammationPandPLipidPMetabolismPinPColonPmRNAPExpressionsPofPObesePGermfreePMiceP
RespondingPtoPBnuPCombinedPwithPthePHighPFatPDietjPFrontiersrinrMicrobiologyhP2016hPshPmstr 5.7 7

9 miRNAiGenePRegulatoryPNetworkPinPGnotobioticPMicePStimulatedPbyPDysbioticPGutPMicrobiotaP
TransplantedPFromPaPGeneticallyPObesePChildjPFrontiersrinrMicrobiologyhP2019hPmlhPmqms 5.7 5

8 MinimizingPspuriousPfeaturesPinPmrSPrRNAPgenePampliconPsequencing 5

7 DevelopmentPofPaPfluorophoreiribosomalPDNAPrestrictionPtypingPmethodPforPmonitoringPstructuralP
shiftsPofPmicrobialPcommunitiesjPArchivesrofrMicrobiologyhP2011hPmuohPopmiql 3 4

6 SuppressedPinflammationPinPobesePchildrenPinducedPbyPaPhighifiberPdietPisPassociatedPwithPtheP
attenuationPofPgutPmicrobialPvirulencePfactorPgenesjPVirulencehP2021hPmnhPmsqpimssl 4.7 3

5 DraftPgenomePsequencePofPThaueraPspjPDTGPfromPaPdenitrifyingPquinolinePdegradingPmicrobialP
consortiumjPAppliedrEnvironmentalrBiotechnologyhP2016hPmhPot 1.8 2

4 ThePdeletionPofPSchizosaccharomycesPpombePdecreasedPthePproductionPofPflavorirelatedP
metabolitesPduringPtraditionalPBaijiuPfermentationjPFoodrResearchrInternationalhP2021hPmplhPmlutsn 7 2

(2021-2015)

3



3 RifaximinPAmelioratesPNonialcoholicPSteatohepatitisPinPMicePThroughPRegulatingPgutP
MicrobiomeiRelatedPBilePAcidsjjPFrontiersrinrPharmacologyhP2022hPmohPtpmmon 5.6 1

2 GutPMicrobialPSNPsPInducedPbyPHighiFiberPDietPDominatePNutritionPMetabolismPandPEnvironmentalP
AdaptionPofPinPObesePChildrenjPFrontiersrinrMicrobiologyhP2021hPmnhPrtosmp 5.7 0

1 GastrointestinalPMicrobiologyPinPthePNormalPHostP2019hPorniorn

Menghui Zhang

4


