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<i>Bacillus subtilis</i> CK3 used as an aquatic additive probiotics enhanced the immune response of
crayfish <i>Procambarus clarkii</i> against newly identified <i>Aeromonas veronii</i> pathogen.
Aquaculture Research, 2022, 53, 255-264.
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Long-term effects of three compound probiotics on water quality, growth performances, microbiota
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4 Transcriptome profiles of red swamp crayfish Procambarus clarkii hematopoietic tissue in response to
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Prophenoloxidase-positive tubes derived from the hindguts may be the doorkeeper to detoxify the
waste metabolites collected by Malpighian tubules in Lepidoptera insects. Developmental and
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6 Phylogenetic relationships of Grapsoidea and insights into the higher phylogeny of Brachyuran.
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7 Chromosomeâ€•level genome assembly of <i>Paralithodes platypus</i> provides insights into evolution
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8 A complement factor I (CFI) gene mediates innate immune responses in yellow catfish Pelteobagrus
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10 Transcriptome analysis of immune-related genes in Sesarmops sinensis hepatopancreas in reaction to
peptidoglycan challenge. Genomics, 2021, 113, 946-954. 2.9 6
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13 Transcriptome analysis of differentially expressed genes in the red swamp crayfish Procambarus
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14 Involvement of Epidermis Cell Proliferation in Defense Against Beauveria bassiana Infection. Frontiers
in Immunology, 2021, 12, 741797. 4.8 3
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Transcriptome analysis reveals antioxidant defense mechanisms in the red swamp crayfish
Procambarus clarkia after exposure to chromium. Ecotoxicology and Environmental Safety, 2021, 227,
112911.
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16 Chromosome-level genome assembly reveals the unique genome evolution of the swimming crab
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17 Characterization of the complete mitochondrial genome of Helice latimera and its phylogenetic
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Proteomic analysis of differentially expressed proteins in the lipopolysaccharide-stimulated
hepatopancreas of the freshwater crayfish Procambarus clarkii. Fish and Shellfish Immunology, 2020,
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22 The red swamp crayfish, Procambarus clarkii cathepsin C, participates in the innate immune response
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23 Mitochondrial genome of the yellow catfish Pelteobagrus fulvidraco and insights into Bagridae
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24 The complete mitochondrial genome sequence of Metaplax longipes (Grapsoidea: Varunidae).
Mitochondrial DNA Part B: Resources, 2019, 4, 1280-1282. 0.4 2

25 New insight into the molecular basis of Fe (III) stress responses of Procambarus clarkii by
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The complete mitochondrial genome of Sinna extrema (Lepidoptera: Nolidae) and its implications for
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Characterization and expression analysis of immune-related genes in the red swamp crayfish,
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29 A non-mammalian Toll-like receptor 26 (TLR26)gene mediates innate immune responses in yellow catfish
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Molecular identification and expression analysis of natural resistance-associated macrophage protein
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Comparative mitochondrial genome analysis of Grammodes geometrica and other noctuid insects
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De novo transcriptome assembly and analysis of differential gene expression following
lipopolysaccharide challenge in Pelteobagrus fulvidraco. Fish and Shellfish Immunology, 2018, 73,
84-91.

3.6 18
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A myeloid differentiation factor 88 gene from yellow catfish Pelteobagrus fulvidraco and its
molecular characterization in response to polyriboinosinic polyribocytidylic acid and
lipopolysaccharide challenge. International Journal of Biological Macromolecules, 2018, 120,
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43 Transcriptomic analysis of immune-related genes in the lipopolysaccharide-stimulated hepatopancreas
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46 Transcriptome Analysis Reveals Potential Antioxidant Defense Mechanisms in <i>Antheraea pernyi</i>
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The complete mitochondrial genome of Clostera anastomosis (Lepidoptera: Notodontidae) and
implication for the phylogenetic relationships of Noctuoidea species. International Journal of
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48 A comprehensive phylogenetic analysis of Grapsoidea crabs (Decapoda: Brachyura) based on
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49 Mitochondrial genome of Argopecten irradians reveals higher-level phylogenetic relationships in
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Transcriptome-Wide Identification of Differentially Expressed Genes in Chinese Oak Silkworm
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55 Transcriptome analysis of yellow catfish (Pelteobagrus fulvidraco) liver challenged with
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