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k Paper IF Citations

59 zvolutionaryMgeneticMalgorithmMidentifiesMasMaMpotentialMpredictiveMbiomarkerMforM
immunebcheckpointMtherapyMinMcolorectalMcancercMNARoGenomicsoandoBioinformaticsaM2021aMhaMlqabefk 3.7 3

58 UltrasoundbPoweredMImplantsoMvMxriticalMReviewMofMPiezoelectricMMaterialMSelectionMandM
vpplicationscMAdvancedoHealthcareoMaterialsaM2021aMfeaMegfeenmk 10.1 4

57 RepurposingM yvMapprovedMdrugsMasMradiosensitizersMforMtreatingMhypoxicMprostateMcancercMBMCo
UrologyaM2021aMgfaMnk 2.2 1

56 RvLwMGTPaseoMaMcriticalMregulatorMofMyRjMexpressionMandMTRvILMsensitivityMinMKRvSMmutantMcolorectalM
cancercMCelloDeathoandoDiseaseaM2020aMffaMnhe 9.8 8

55 ProstateMcancerMheterogeneityMassessmentMwithMmultibregionalMsamplingMandMalignmentbfreeM
methodscMNARoGenomicsoandoBioinformaticsaM2020aMgaMlqaaekg 3.7

54 ImmuneMstatusMisMprognosticMforMpoorMsurvivalMinMcolorectalMcancerMpatientsMandMisMassociatedMwithM
tumourMhypoxiacMBritishoJournaloofoCanceraM2020aMfghaMfgmebfgmm 8.7 22

53 yefiningMtheMmolecularMevolutionMofMextrauterineMhighMgradeMserousMcarcinomacMGynecologico
OncologyaM2019aMfjjaMhejbhfl 4.9 8

52 NUQvoMzstimatingMxancerMSpatialMandMTemporalMHeterogeneityMandMzvolutionMthroughM
vlignmentb reeMMethodscMMolecularoBiologyoandoEvolutionaM2019aMhkaMgmmhbgmmn 8.3 1

51 vMNovelMRoleMforMxathepsinMSMasMaMPotentialMwiomarkerMinMTripleMNegativeMwreastMxancercMJournaloofo
OncologyaM2019aMgefnaMhnmeglh 4.5 10

50 vxzoMvMWorkbenchMUsingMzvolutionaryMGeneticMvlgorithmsMforMvnalyzingMvssociationMinMTxGvcM
CanceroResearchaM2019aMlnaMgelgbgelj 10.1 2

49 xlinicallyMvctionableMInsightsMintoMInitialMandMMatchedMRecurrentMGlioblastomasMtoMInformMNovelM
TreatmentMvpproachescMJournaloofoOncologyaM2019aMgefnaMimlmjil 4.5 3

48 ProspectiveMpatientMstratificationMintoMrobustMcancerbcellMintrinsicMsubtypesMfromMcolorectalMcancerM
biopsiescMJournaloofoPathologyaM2018aMgijaMfnbgm 9.4 37

47 IntegratedMtumorMidentificationMandMautomatedMscoringMminimizesMpathologistMinvolvementMandM
providesMnewMinsightsMtoMkeyMbiomarkersMinMbreastMcancercMLaboratoryoInvestigationaM2018aMnmaMfjbgk 5.9 47

46 yevelopmentMandMValidationMofMaMgmbgeneMHypoxiabrelatedMPrognosticMSignatureMforMLocalizedM
ProstateMxancercMEBioMedicineaM2018aMhfaMfmgbfmn 8.8 67

45 ValidationMofMaMMetastaticMvssayMusingMbiopsiesMtoMimproveMriskMstratificationMinMpatientsMwithM
prostateMcancerMtreatedMwithMradicalMradiationMtherapycMAnnalsoofoOncologyaM2018aMgnaMgfjbggg 10.3 27

44 yepletionMofMyNMTfMinMdifferentiatedMhumanMcellsMhighlightsMkeyMclassesMofMsensitiveMgenesMandManM
interplayMwithMpolycombMrepressioncMEpigeneticsoandoChromatinaM2018aMffaMfg 5.8 16

43 asMaMpoorMprognosticMbiomarkerMandMpredictorMofMresponseMtoMadjuvantMchemotherapyMspecificallyMinM
bmutantMstageMIIMandMIIIMcolonMcancercMOncotargetaM2018aMnaMfhmhibfhmil 3.3 4
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42 GlucoseMtransporterMfMexpressionMasMaMmarkerMofMprognosisMinMoesophagealMadenocarcinomacM
OncotargetaM2018aMnaMfmjfmbfmjgm 3.3 12

41
TranscriptionalMsubtypingMandMxymMimmunohistochemistryMidentifiesMpoorMprognosisMstageMIIdIIIM
colorectalMcancerMpatientsMwhoMbenefitMfromMadjuvantMchemotherapycMJCOoPrecisionoOncologyaM2018aM
gefmaM

3.6 31

40 vutomatedMTumourMRecognitionMandMyigitalMPathologyMScoringMUnravelsMNewMRoleMforMPybLfMinM
PredictingMGoodMOutcomeMinMzRbdHzRgXMwreastMxancercMJournaloofoOncologyaM2018aMgefmaMgnhlefg 4.5 25

39
ImpactMofMVariableMRNvbSequencingMyepthMonMGeneMzxpressionMSignaturesMandMTargetMxompoundM
RobustnessoMxaseMStudyMzxaminingMwrainMTumorMUGliomaVMyiseaseMProgressioncMJCOoPrecisiono
OncologyaM2018aMgaM

3.6 3

38 NaturalMkillerblikeMsignatureMobservedMpostMtherapyMinMlocallyMadvancedMrectalMcancerMisMaM
determinantMofMpathologicalMresponseMandMimprovedMsurvivalcMModernoPathologyaM2017aMheaMfgmlbfgnm 9.8 14

37 xancerbcellMintrinsicMgeneMexpressionMsignaturesMovercomeMintratumouralMheterogeneityMbiasMinM
colorectalMcancerMpatientMclassificationcMNatureoCommunicationsaM2017aMmaMfjkjl 17.4 45

36 zmbracingManMintegromicMapproachMtoMtissueMbiomarkerMresearchMinMcanceroMPerspectivesMandMlessonsM
learnedcMBriefingsoinoBioinformaticsaM2017aMfmaMkhibkik 13.4 6

35 IHxbbasedMsubcellularMquantificationMprovidesMnewMinsightsMintoMprognosticMrelevanceMofM LIPMandM
procaspasebmMinMnonbsmallbcellMlungMcancercMCelloDeathoDiscoveryaM2017aMhaMfleje 6.9 3

34 QuPathoMOpenMsourceMsoftwareMforMdigitalMpathologyMimageManalysiscMScientificoReportsaM2017aMlaMfkmlm 4.9 1369

33 KRvSMmutantMcolorectalMcancerMgeneMsignaturesMidentifiedMangiotensinMIIMreceptorMblockersMasM
potentialMtherapiescMOncotargetaM2017aMmaMhgekbhggj 3.3 7

32 zphvgMzxpressionMIsMaMKeyMyriverMofMMigrationMandMInvasionMandMaMPoorMPrognosticMMarkerMinM
xolorectalMxancercMClinicaloCanceroResearchaM2016aMggaMghebgig 12.9 73

31 QUvyrvTixoMscalableMgeneMexpressionMconnectivityMmappingMforMrepurposingM yvbapprovedM
therapeuticscMBMCoBioinformaticsaM2016aMflaMfnm 3.6 21

30 TranscriptionalMupregulationMofMcbMzTMisMassociatedMwithMinvasionMandMtumorMbuddingMinMcolorectalM
cancercMOncotargetaM2016aMlaMlmnhgblmnij 3.3 31

29 StratifiedManalysisMrevealsMchemokineblikeMfactorMUxKL VMasMaMpotentialMprognosticMmarkerMinMtheM
MSIbimmuneMconsensusMmolecularMsubtypeMxMSfMofMcolorectalMcancercMOncotargetaM2016aMlaMhkkhgbhkkii3.3 10

28 samzxploreRoMexploringMreproducibilityMandMrobustnessMofMRNvbseqMresultsMbasedMonMSvMMfilescM
BioinformaticsaM2016aMhgaMhhijbhhil 7.2 7

27 pfkMasMaMprognosticMindicatorMinMovariandtubalMhighbgradeMserousMcarcinomacMHistopathologyaM2016aM
kmaMkfjbm 7.3 7

26 QuantificationMofMHzRgMheterogeneityMinMbreastMcancerbimplicationsMforMidentificationMofM
subbdominantMclonesMforMpersonalisedMtreatmentcMScientificoReportsaM2016aMkaMghhmh 4.9 26

25
ImmunebyerivedMPybLfMGeneMzxpressionMyefinesMaMSubgroupMofMStageMIIdIIIMxolorectalMxancerM
PatientsMwithM avorableMPrognosisMWhoMMayMweMHarmedMbyMvdjuvantMxhemotherapycMCancero
ImmunologyoResearchaM2016aMiaMjmgbnf

12.5 31
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24
xhallengingMtheMxancerMMolecularMStratificationMyogmaoMIntratumoralMHeterogeneityMUnderminesM
xonsensusMMolecularMSubtypesMandMPotentialMyiagnosticMValueMinMxolorectalMxancercMClinicaloCancero
ResearchaM2016aMggaMienjbfei

12.9 88

23 wuildingMaMTRepositoryMofMScienceToMTheMimportanceMof´ integratingMbiobanksMwithinMmolecularM
pathologyMprogrammescMEuropeanoJournaloofoCanceraM2016aMklaMfnfbfnn 7.5 26

22 yeliveringMaMresearchbenabledMmultistakeholderMpartnershipMforMenhancedMpatientMcareMatMaM
populationMleveloMTheMNorthernMIrelandMxomprehensiveMxancerMProgramcMCanceraM2016aMfggaMkkiblh 6.4 3

21 PIxanoMvnMintegromicsMframeworkMforMdynamicMcancerMbiomarkerMdiscoverycMMolecularoOncologyaM
2015aMnaMfghibie 7.9 13

20 vnalysisMofMwntlessMUWLSVMexpressionMinMgastricaMovarianaMandMbreastMcancersMrevealsMaMstrongM
associationMwithMHzRgMoverexpressioncMModernoPathologyaM2015aMgmaMigmbhk 9.8 25

19 zpidermalMgrowthMfactorMreceptorMimmunohistochemistryoMnewMopportunitiesMinMmetastaticM
colorectalMcancercMJournaloofoTranslationaloMedicineaM2015aMfhaMgfl 8.5 30

18 vutomatedMtumorManalysisMforMmolecularMprofilingMinMlungMcancercMOncotargetaM2015aMkaMglnhmbjg 3.3 30

17 TheMprognosticMvalueMofMtheMstemblikeMgroupMinMcolorectalMcancerMusingMaMpanelMofM
immunohistochemistryMmarkerscMOncotargetaM2015aMkaMfglkhblh 3.3 14

16 xomprehensiveMmolecularMpathologyManalysisMofMsmallMbowelMadenocarcinomaMrevealsMnovelMtargetsM
withMpotentialMforMclinicalMutilitycMOncotargetaM2015aMkaMgemkhbli 3.3 31

15 MolecularMclassificationMofMnonbinvasiveMbreastMlesionsMforMpersonalisedMtherapyMandM
chemopreventioncMOncotargetaM2015aMkaMihgiibji 3.3 6

14 TheMprognosticMsignificanceMofMtheMaberrantMextremesMofMpjhMimmunophenotypesMinMbreastMcancercM
HistopathologyaM2014aMkjaMhiebjg 7.3 54

13 vXLMisMaMkeyMregulatorMofMinherentMandMchemotherapybinducedMinvasionMandMpredictsMaMpoorMclinicalM
outcomeMinMearlybstageMcolonMcancercMClinicaloCanceroResearchaM2014aMgeaMfkiblj 12.9 83

12 yigitalMpathologyMandMimageManalysisMinMtissueMbiomarkerMresearchcMMethodsaM2014aMleaMjnblh 4.6 120

11
TwXgMrepressesMxSTkMresultingMinMuncontrolledMlegumainMactivityMtoMsustainMbreastMcancerM
proliferationoMaMnovelMcancerbselectiveMtargetMpathwayMwithMtherapeuticMopportunitiescMOncotargetaM
2014aMjaMfkenbge

3.3 28

10 cudaMapoMaMGPUMacceleratedMprogramMforMgeneMexpressionMconnectivityMmappingcMBMCo
BioinformaticsaM2013aMfiaMhej 3.6 21

9 PrognosticMandMtherapeuticMrelevanceMofM LIPMandMprocaspasebmMoverexpressionMinMnonbsmallMcellM
lungMcancercMCelloDeathoandoDiseaseaM2013aMiaMenjf 9.8 48

8 ValidationMofMnextMgenerationMsequencingMtechnologiesMinMcomparisonMtoMcurrentMdiagnosticMgoldM
standardsMforMwRv aMzG RMandMKRvSMmutationalManalysiscMPLoSoONEaM2013aMmaMeknkei 3.7 86

7 xonnectivityMMappingMforMxandidateMTherapeuticsMIdentificationMUsingMNextMGenerationMSequencingM
RNvbSeqMyatacMPLoSoONEaM2013aMmaMekkneg 3.7 13
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6 IdentificationMofMcandidateMsmallbmoleculeMtherapeuticsMtoMcancerMbyMgenebsignatureMperturbationMinM
connectivityMmappingcMPLoSoONEaM2011aMkaMefkhmg 3.7 29

5 xometMsensitivityMinMassessingMyNvMdamageMandMrepairMinMdifferentMcellMcycleMstagescMMutagenesisaM
2010aMgjaMgnnbheh 2.8 21

4 SystematicMrandomMsamplingMofMtheMcometMassaycMMutagenesisaM2009aMgiaMhlhbm 2.8 10

3 ModellingMtheMcometMassaycMBiochemicaloSocietyoTransactionsaM2009aMhlaMnfibl 5.1 27

2 ModellingMtheMcometMassaycMBMCoSystemsoBiologyaM2007aMfaM 3.5 1

1 QuPathoMOpenMsourceMsoftwareMforMdigitalMpathologyMimageManalysis 8
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