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60  videnceLforLPKzhLgcpositiveLneuronsLdistantLfromLtheLcentralLcanalLinLtheLventromedialLspinalL
cordLandLmedullaLofLtheLadultLmousedLEuropeanmJournalmofmNeurosciencebL2021bLkjbLjmngcjnfi 3.5 1

59
zescriptionLofLthreeLnewLPeptoniphilusLspeciesLculturedLinLtheLvaginalLfluidLofLaLwomanLdiagnosedL
withLbacterialLvaginosispLPeptoniphilusLpacaensisLspdLnovdbLPeptoniphilusLraoultiiLspdLnovdbLandL
PeptoniphilusLvaginalisLspdLnovdLMicrobiologyOpenbL2019bLnbLeffllg

3.4 12

58 zetectionLofLnovelLRNwLvirusesLfromLfreeclivingLgorillasbLRepublicLofLtheLyongopLgeneticLdiversityLofL
picobirnavirusesdLVirusmGenesbL2018bLkjbLhklchmg 2.3 19

57 spdLnovdbLaLnewLhumancassociatedLspeciesLisolatedLfromLaLpatientLwithLchronicLrefractoryLsinusitisdL
NewmMicrobesmandmNewmInfectionsbL2018bLhibLlgclo 4.1 5

56 GenomeLsequenceLandLdescriptionLofLHaloferaxLmassilienseLspdLnovdbLaLnewLhalophilicLarchaeonL
isolatedLfromLtheLhumanLgutdLExtremophilesbL2018bLhhbLjnkcjon 3 8

55 NoncontiguousLfinishedLgenomeLsequenceLandLdescriptionLofLgendLnovdbLspdLnovdbLaLnewLmemberLofL
theLfamilyLisolatedLfromLhumanLcolondLNewmMicrobesmandmNewmInfectionsbL2018bLhgbLgfkcggl 4.1 5

54
MicrobialLyulturomicsLwpplicationLforLGlobalLHealthpLNoncontiguousLFinishedLGenomeLSequenceL
andLzescriptionLofLPseudomonasLmassiliensisLStrainLyxcgLspdLnovdLinLxrazildLOMICSmAmJournalmofm
IntegrativemBiologybL2018bLhhbLgljcgmk

3.8 6

53 xacillusLkwashiorkoriLspdLnovdbLaLnewLbacterialLspeciesLisolatedLfromLaLmalnourishedLchildLusingL
culturomicsdLMicrobiologyOpenbL2018bLmbLeffkik 3.4 5

52 TheLnasopharyngealLmicrobiotaLinLpatientsLwithLviralLrespiratoryLtractLinfectionsLisLenrichedLinL
bacterialLpathogensdLEuropeanmJournalmofmClinicalmMicrobiologymandmInfectiousmDiseasesbL2018bLimbLgmhkcgmii5.3 41

51 MetabarcodingLanalysisLofLeukaryoticLmicrobiotaLinLtheLgutLofLHIVcinfectedLpatientsdLPLoSmONEbL
2018bLgibLefgogogi 3.7 14

50 glSLMetagenomicLyomparisonLofLcInfectedLandLNoninfectedLandLMicrobiotaLfromLSenegaldL
AmericanmJournalmofmTropicalmMedicinemandmHygienebL2018bLoobLgjnocgjon 3.2 4

49 yharacterizationLofLaLNewL zakiellaLIsolatedLfromLtheLHumanLVaginapLGenomeLSequenceLandL
zescriptionLofL zakiellaLmassiliensisLspdLnovdLCurrentmMicrobiologybL2018bLmkbLjklcjli 2.4 7

48 GenomicLanalysisLofLaLRaoultellaLornithinolyticaLstrainLcausingLprostheticLjointLinfectionLinLanL
immunocompetentLpatientdLScientificmReportsbL2018bLnbLojlh 4.9 7

47 ScreeningLforLViralLPathogensLinLwfricanLSimianLxushmeatLSeizedLatLwLFrenchLwirportdL
TransboundarymandmEmergingmDiseasesbL2017bLljbLggkocgglm 4.2 15

46 gendLnovdbLspdLnovdbLaLnewLbacterialLgenusLisolatedLfromLtheLhumanLgutLofLaLSenegaleseLinfantLwithL
severeLacuteLmalnutritiondLNewmMicrobesmandmNewmInfectionsbL2017bLgkbLjoclf 4.1 1

45 TaxonogenomicsLandLdescriptionLofLgendLnovdbLspdLnovdbLstrainLMarseilleLPhkgmbLaLnewLbacterialL
genusLisolatedLfromLtheLhumanLvaginadLNewmMicrobesmandmNewmInfectionsbL2017bLgkbLojcgfi 4.1 5

44 OlegusellaLmassiliensisLgendLnovdbLspdLnovdbLstrainLKHzmbLaLnewLbacterialLgenusLisolatedLfromLtheL
femaleLgenitalLtractLofLaLpatientLwithLbacterialLvaginosisdLAnaerobebL2017bLjjbLnmcok 2.8 8
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43 InediibacteriumLmassilienseLgendLnovdbLspdLnovdbLaLnewLbacterialLspeciesLisolatedLfromLtheLgutL
microbiotaLofLaLseverelyLmalnourishedLinfantdLAntoniemVanmLeeuwenhoekbL2017bLggfbLmimcmkf 2.1 5

42 NoncontiguousLfinishedLgenomeLsequenceLandLdescriptionLofLspdLnovdLisolatedLfromLtheLhumanL
stomachdLNewmMicrobesmandmNewmInfectionsbL2017bLgkbLmmcnn 4.1 5

41 zescriptionLofLyhryseobacteriumLtimonianumLspdLnovdbLisolatedLfromLaLpatientLwithLpneumoniadL
AntoniemVanmLeeuwenhoekbL2017bLggfbLgghgcggih 2.1 7

40 NMycobacteriumLmassilipolynesiensisNLspdLnovdbLaLrapidlycgrowingLmycobacteriumLofLmedicalL
interestLrelatedLtoLMycobacteriumLphleidLScientificmReportsbL2017bLmbLjfjji 4.9 5

39 gendLnovdbLspdLnovdbLaLnewLmemberLofLtheLfamilyLisolatedLfromLtheLleftLcolonLofLaLhmcyearcoldLwomandL
NewmMicrobesmandmNewmInfectionsbL2017bLglbLlicmh 4.1 1

38 xlautiaLmassiliensisLspdLnovdbLisolatedLfromLaLfreshLhumanLfecalLsampleLandLemendedLdescriptionLofL
theLgenusLxlautiadLAnaerobebL2017bLjibLjmckk 2.8 16

37 NoncontiguousLfinishedLgenomeLsequenceLandLdescriptionLofLspdLnovdLisolatedLfromLhumanL
duodenumdLNewmMicrobesmandmNewmInfectionsbL2017bLglbLicgh 4.1 2

36 OrpheovirusLIHUMIcLyyhpLwLNewLVirusLamongLtheLGiantLVirusesdLFrontiersminmMicrobiologybL2017bLnbLhlji 5.7 46

35 NoncontiguousLfinishedLgenomeLsequencesLandLdescriptionLofLandLfiveLnewLspeciesLidentifiedLbyL
culturomicsdLNewmMicrobesmandmNewmInfectionsbL2017bLgobLjkcko 4.1 4

34 TessaracoccusLmassiliensisLspdLnovdbLaLnewLbacterialLspeciesLisolatedLfromLtheLhumanLgutdLNewm
MicrobesmandmNewmInfectionsbL2016bLgibLicgh 4.1 6

33 IncreasedLGutLRedoxLandLzepletionLofLwnaerobicLandLMethanogenicLProkaryotesLinLSevereLwcuteL
MalnutritiondLScientificmReportsbL2016bLlbLhlfkg 4.9 108

32 GutLmicrobiotaLassociatedLwithLHIVLinfectionLisLsignificantlyLenrichedLinLbacteriaLtolerantLtoLoxygendL
BMJmOpenmGastroenterologybL2016bLibLeffffnf 3.9 42

31 wnaerococcusLrubiinfantisLspdLnovdbLisolatedLfromLtheLgutLmicrobiotaLofLaLSenegaleseLinfantLwithL
severeLacuteLmalnutritiondLAnaerobebL2016bLjfbLnkcoj 2.8 6

30 NoncontiguousLfinishedLgenomeLsequenceLandLdescriptionLofL nterococcusLmassiliensisLspdLnovdL
NewmMicrobesmandmNewmInfectionsbL2016bLghbLofck 4.1 3

29 NoncontiguousLfinishedLgenomeLsequenceLandLdescriptionLofLKallipygaLgabonensisLspdLnovdLNewm
MicrobesmandmNewmInfectionsbL2016bLobLgkchi 4.1 7

28 IsolationLofLnewLspeciesLNPeptoniphilusLphoceensisNLfromLhumanLgutdLNewmMicrobesmandmNewm
InfectionsbL2016bLghbLkhci 4.1 1

27 GenomeLanalysisLofLListeriaLivanoviiLstrainLGmmfLthatLcausedLaLdeadlyLaorticLprosthesisLinfectiondL
NewmMicrobesmandmNewmInfectionsbL2016bLgfbLnmcoh 4.1 9

26 NoncontiguousLfinishedLgenomeLsequenceLandLdescriptionLofLxacillusLandreraoultiiLstrainLSITgUTVL
spdLnovdLNewmMicrobesmandmNewmInfectionsbL2016bLgfbLhkcik 4.1 1
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25 NonLcontiguouscfinishedLgenomeLsequenceLandLdescriptionLofLMicrobacteriumLgorillaeLspdLnovdL
StandardsminmGenomicmSciencesbL2016bLggbLih 12

24 spdLnovdbLstrainLMygLaLnewLbacterialLspeciesLisolatedLfromLhumanLurinedLNewmMicrobesmandmNewm
InfectionsbL2016bLgjbLmicnh 4.1 7

23 zescriptionLofLspdLnovdbLaLnewLspeciesLwithinLtheLgenusdLNewmMicrobesmandmNewmInfectionsbL2016bLgjbLnkcoh4.1 7

22 xacillusLniameyensisLspdLnovdbLaLnewLbacterialLspeciesLisolatedLfromLhuman´ gutdLNewmMicrobesmandm
NewmInfectionsbL2015bLnbLlgco 4.1 6

21 xacillusLrubiinfantisLspdLnovdLstrainLmthUTVbLaLnewLbacterialLspeciesLisolatedLfromLhumanLgutdLNewm
MicrobesmandmNewmInfectionsbL2015bLnbLkgclf 4.1 9

20 HighcqualityLgenomeLsequenceLandLdescriptionLofLxacillusLndiopicusLstrainLFFiUTVLspdLnovdLNewm
MicrobesmandmNewmInfectionsbL2015bLnbLgkjcli 4.1 5

19 NoncontiguousLfinishedLgenomeLsequenceLandLdescriptionLofLziaminobutyricimonasLmassiliensisL
strainLFFhTLspdLnovddLNewmMicrobesmandmNewmInfectionsbL2015bLnbLigcjf 4.1 1

18 zraftLGenomeLSequenceLofLMycobacteriumLtuberculosisLStrainLMTjibLaLRepresentativeLofLtheL
ManuhLGenotypedLGenomemAnnouncementsbL2015bLibL 1

17 NonccontiguousLfinishedLgenomeLsequenceLandLdescriptionLofLylostridiumLihumiiLspdLnovdLStandardsm
inmGenomicmSciencesbL2015bLgfbLli 3

16 wLMetagenomicLInvestigationLofLtheLzuodenalLMicrobiotaLRevealsLLinksLwithLObesitydLPLoSmONEbL
2015bLgfbLefgimmnj 3.7 73

15 zraftLGenomeLSequenceLofLMycobacteriumLtuberculosisLStrainLMTggbLWhichLRepresentsLaLNewL
LineagedLGenomemAnnouncementsbL2015bLibL 1

14 GenomeLsequenceLandLdescriptionLofLMannheimiaLmassilioguelmaensisLspd´ novdLNewmMicrobesmandm
NewmInfectionsbL2015bLnbLgigcl 4.1 2

13 HostcwssociatedLMetagenomicspLwLGuideLtoLGeneratingLInfectiousLRNwLViromesdLPLoSmONEbL2015bL
gfbLefgiongf 3.7 20

12 NonccontiguousLfinishedLgenomeLsequenceLandLdescriptionLofLxacillusLmassilioalgeriensisLspdLnovdL
StandardsminmGenomicmSciencesbL2014bLobLgfjlclg 4

11 NonccontiguousLfinishedLgenomeLsequenceLandLdescriptionLofLPaucisalibacillusLalgeriensisLspdLnovdL
StandardsminmGenomicmSciencesbL2014bLobLgikhclk 2

10 GenomeLsequenceLandLdescriptionLofLNesterenkoniaLmassiliensisLspdLnovdLstrainLNPgUTdVdLStandardsm
inmGenomicmSciencesbL2014bLobLnllcnh 11

9 GenomeLsequenceLandLdescriptionLofLyorynebacteriumLihumiiLspdLnovdLStandardsminmGenomicm
SciencesbL2014bLobLgghncji 6

8 GenomeLsequenceLandLdescriptionLofLxacteroidesLtimonensisLspdLnovdLStandardsminmGenomicmSciences
bL2014bLobLggngcom 6
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7 zraftLGenomeLSequenceLofLRickettsiaLaeschlimanniibLwssociatedLwithLHyalommaLmarginatumLTicksdL
GenomemAnnouncementsbL2014bLhbL 3

6 GenomeLSequenceLofLRickettsiaLtamuraebLaLRecentlyLzetectedLHumanLPathogenLinLJapandLGenomem
AnnouncementsbL2014bLhbL 6

5 NonccontiguousLfinishedLgenomeLsequenceLandLdescriptionLofLMegasphaeraLmassiliensisLspdLnovdL
StandardsminmGenomicmSciencesbL2013bLnbLkhkcin 21

4 NonccontiguousLfinishedLgenomeLsequenceLandLdescriptionLofLHalopigerLdjelfamassiliensisLspdLnovdL
StandardsminmGenomicmSciencesbL2013bLobLglfcmj 8

3 LIMKhdbLaLtruncatedLisoformLofLLimLkinaseLhLregulatesLneuriteLgrowthLinLabsenceLofLtheLLIMLkinaseL
domaindLBiochemicalmandmBiophysicalmResearchmCommunicationsbL2012bLjhfbLhjmckh 3.4 4

2  ffectLofLtheLoligodendrocyteLmyelinLglycoproteinLUOMgpVLonLtheLexpansionLandLneuronalL
differentiationLofLratLneuralLstemLcellsdLBrainmResearchbL2009bLghnjbLhhcif 3.7 21

1 WhatLwasLtheLsetLofLubiquitinLandLubiquitinclikeLconjugatingLenzymesLinLtheLeukaryoteLcommonL
ancestorudLJournalmofmMolecularmEvolutionbL2009bLlnbLlglchn 3.1 103
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