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ARTICLE

Evaluation and Design of Genome-Wide CRISPR/SpCas9 Knockout Screens. G3: Genes, Genomes, Genetics,
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Systematic mapping of genetic interactions for de novo fatty acid synthesis identifies C120rf49 as a
regulator of lipid metabolism. Nature Metabolism, 2020, 2, 499-513.
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A method for benchmarking genetic screens reveals a predominant mitochondrial bias. Molecular
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1,,-SGA: synthetic genetic array analysis for systematically screening and quantifying trigenic
interactions in yeast. Nature Protocols, 2021, 16, 1219-1250.
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