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ARTICLE IF CITATIONS

HYPK coordinates degradation of polyneddylated proteins by autophagy. Autophagy, 2022, 18, 1763-1784.
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Local structural unfolding at the edge-strands of beta sheets is the molecular basis for instability
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T54R mutation destabilizes the dimer of superoxide dismutase 1<sup>T54R</[sup> by inducing steric
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Mefloquine binding to human acyl-CoA binding protein leads to redox stress-mediated apoptotic death
of human neuroblastoma cells. NeuroToxicology, 2020, 77, 169-180.

An IRES-dependent translation of HYPK mRNA generates a truncated isoform of the protein that lacks

the nuclear localization and functional ability. RNA Biology, 2019, 16, 1604-1621. 3.1 9

Characterization of Lipid Binding Properties of <i>Plasmodium falciparum</i> Acyl-Coenzyme A Binding
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Expression, Functional Characterization and X-ray Analysis of HosA, A Member of MarR Family of
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Models, Regulations, and Functions of Microtubule Severing by Katanin. , 2012, 2012, 1-14.




