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j Paper IF Citations

83 VaccineZ—nducedLtntibodyLResponsesLagainstLStRSZvoVZeLVariantsZOfZvoncernLSixLMonthsLafterLtheL
uNTdiebeLvOV—wZdlLmRNtLVaccinationaaLMicrobiologyhSpectrumYL2022YLeceeheed 8.9 1

82
OutbreakLofLdeltaLvariantLStRSZvoVZeLvirusLonLaLpsychogeriatricLwardLinL–elsinkiYLyinlandYLtugustL
ecednLtwoZdoseLvaccinationLreducesLmortalityLandLdiseaseLseverityLamongstLtheLelderlyaaL
EpidemiologyhandhInfectionYL2022YLdZdg

4.3

81 zenomicLandLepidemiologicalLreportLofLtheLrecombinantLXJLlineageLStRSZvoVZeLvariantYLdetectedL
inLnorthernLyinlandYLJanuaryLeceeaaLEurosurveillanceYL2022YLejYL 19.8 1

80 SerologicalLyollowZUpLStudyL—ndicatesL–ighLSeasonalLvoronavirusL—nfectionLandLReinfectionLRatesLinL
xarlyLvhildhoodaaLMicrobiologyhSpectrumYL2022YLecdlijed 8.9 0

79 –ighLprevalenceLofLanLalphaLvariantLlineageLwithLaLprematureLstopLcodonLinLORyjaLinL—raqYLwinterL
ececâ��ecedaLPLoShONEYL2022YLdjYLeceijelh 3.7 1

78 vommonLLaboratoryLMiceLtreLSusceptibleLtoL—nfectionLwithLtheLStRSZvoVZeLuetaLVariantaLVirusesYL
2021YLdfYL 6.2 1

77 —ncidenceLTrendsLforLStRSZvoVZeLtlphaLandLuetaLVariantsYLyinlandYLSpringLecedaLEmerginghInfectioush
DiseasesYL2021YLejYLfdfjZfdgd 10.2 4

76 zenomicLmonitoringLofLStRSZvoVZeLuncoversLanLNspdLdeletionLvariantLthatLmodulatesLtypeL—L
interferonLresponseaLCellhHosthandhMicrobeYL2021YLelYLgklZhceaek 23.4 47

75 KineticsLofLNeutralizingLtntibodiesLofLvOV—wZdlLPatientsLTestedLUsingLvlinicalLwidgzYLuadadajYLandL
uLdafhdL—solatesLinLMicroneutralizationLtssaysaLVirusesYL2021YLdfYL 6.2 6

74 TrackingLtheLinternationalLspreadLofLStRSZvoVZeLlineagesLuadadajLandLuadafhdbhcdYZVeaLWellcomeh
OpenhResearchYL2021YLiYLded 4.8 46

73 vOV—wZdlLmRNtLvaccineLinducedLantibodyLresponsesLagainstLthreeLStRSZvoVZeLvariantsaLNatureh
CommunicationsYL2021YLdeYLflld 17.4 110

72 ViralLRNtLMetagenomicsLofLTicksLvollectedLfromLwromedaryLvamelsLinLMakkahLProvinceYLSaudiL
trabiaaLVirusesYL2021YLdfYL 6.2 3

71 –tVovYLaLbioinformaticLpipelineLforLreferenceZbasedLconsensusLassemblyLandLlineageLassignmentL
forLStRSZvoVZeLsequencesaLBMChBioinformaticsYL2021YLeeYLfjf 3.6 6

70 –ighZthroughputLsequencingLofLtwoLxuropeanLstrainsLofLtickZborneLencephalitisLvirusLUTuxVVYL
–ochosterwitzLandLdllfbjkfaLTickshandhTickwbornehDiseasesYL2021YLdeYLdcdhhj 3.6 3

69 MolecularLdetectionLandLphylogeneticLanalysisLofLuorreliaLmiyamotoiLstrainsLfromLticksLcollectedLinL
theLcapitalLregionLofLyinlandaLTickshandhTickwbornehDiseasesYL2021YLdeYLdcdick 3.6 2

68 wiversityLandLtransmissionLofLtleutianLminkLdiseaseLvirusLinLferalLandLfarmedLtmericanLminkLandL
nativeLmustelidsaLVirushEvolutionYL2021YLjYLveabcjh 3.7 0

67 StRSZvoVZeL—solatesLShowL—mpairedLReplicationLinL–umanL—mmuneLvellsLbutLwifferentialLtbilityLtoL
ReplicateLandL—nduceL—nnateL—mmunityLinLLungLxpithelialLvellsaLMicrobiologyhSpectrumYL2021YLlYLeccjjged8.9 7
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66 SevereLtcuteLRespiratoryLSyndromeLvoronavirusLeLinLyarmedLMinkLUNeovisonLvisonVYLPolandaL
EmerginghInfectioushDiseasesYL2021YLejYLefffZeffl 10.2 10

65 zeneticLvharacterizationLofLSeoulLVirusLinLtheLSeaportLofLvotonouYLueninaLEmerginghInfectioush
DiseasesYL2021YLejYLejcgZejci 10.2 1

64 wetectionLofLdengueLvirusLtypeLeLofL—ndianLoriginLinLacuteLfebrileLpatientsLinLruralLKenyaaLPLoSh
NeglectedhTropicalhDiseasesYL2020YLdgYLeccckcll 4.8 4

63 SerpentovirusesmLMoreLthanLRespiratoryLPathogensaLJournalhofhVirologyYL2020YLlgYL 6.6 5

62 —dentificationLofLReptarenavirusesYL–artmanivirusesYLandLaLNovelLvhuvirusLinLvaptiveLNativeL
urazilianLuoaLvonstrictorsLwithLuoidL—nclusionLuodyLwiseaseaLJournalhofhVirologyYL2020YLlgYL 6.6 6

61 OrthohantavirusL—solatedLinLReservoirL–ostLvellsLwisplaysLMinimalLzeneticLvhangesLandLRetainsL
WildZTypeL—nfectionLPropertiesaLVirusesYL2020YLdeYL 6.2 7

60 SerologicalLandLmolecularLfindingsLduringLStRSZvoVZeLinfectionmLtheLfirstLcaseLstudyLinLyinlandYL
JanuaryLtoLyebruaryLececaLEurosurveillanceYL2020YLehYL 19.8 171

59 LymphocyticLvhoriomeningitisLVirusL—nfectionsLandLSeroprevalenceYLSouthernL—raqaLEmergingh
InfectioushDiseasesYL2020YLeiYLfcceZfcci 10.2 3

58 RangeLxxpansionLofLuombaliLVirusLinLMopsLcondylurusLuatsYLKenyaYLecdlaLEmerginghInfectioush
DiseasesYL2020YLeiYLfccjZfcdc 10.2 4

57 LymphocyticLvhoriomeningitisLVirusL—nfectionsLandLSeroprevalenceYLSouthernL—raqaLEmergingh
InfectioushDiseasesYL2020YLeiYLfcceZfcci 10.2 0

56 NeuropilinZdLfacilitatesLStRSZvoVZeLcellLentryLandLinfectivityaLScienceYL2020YLfjcYLkhiZkic 33.3 809

55 tLnovelLnegevirusLisolatedLfromLtedesLvexansLmosquitoesLinLyinlandaLArchiveshofhVirologyYL2020YL
dihYLelklZelle 2.6 2

54 tsepticLmeningitisLoutbreakLassociatedLwithLechovirusLgLinLNorthernLxuropeLinLecdfZecdgaLJournalh
ofhClinicalhVirologyYL2020YLdelYLdcghfh 14.5 1

53 NovelLNzSLpipelineLforLvirusLdiscoveryLfromLaLwideLspectrumLofLhostsLandLsampleLtypesaLVirush
EvolutionYL2020YLiYLveaacld 3.7 10

52 vhikungunyaLvirusLinfectionsLinLyinnishLtravellersLecclZecdlaLInfectionhEcologyhandhEpidemiologyYL
2020YLdcYLdjlkcli 4.3 1

51 SindbisLVirusLStrainsLofLwivergentLOriginL—solatedLfromL–umansLandLMosquitoesLwuringLaLRecentL
OutbreakLinLyinlandaLVectorwBornehandhZoonotichDiseasesYL2020YLecYLkgfZkgl 2.4 7

50
NoLtssociationLuetweenLLjunganLVirusLSeropositivityLandLtheLuetaZcellLwamagingLProcessLinLtheL
yinnishLTypeLdLwiabetesLPredictionLandLPreventionLStudyLvohortaLPediatrichInfectioushDiseaseh
JournalYL2019YLfkYLfdgZfdi

3.4 2

49 —ntroductionLandLwispersalLofLSindbisLVirusLfromLventralLtfricaLtoLxuropeaLJournalhofhVirologyYL2019YL
lfYL 6.6 20

(2019-2021)
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48 RecentLestablishmentLofLtickZborneLencephalitisLfociLwithLdistinctLviralLlineagesLinLtheL–elsinkiLareaYL
yinlandaLEmerginghMicrobeshandhInfectionsYL2019YLkYLijhZikf 18.9 16

47 uombaliLVirusLinLMopsLcondylurusLuatYLKenyaaLEmerginghInfectioushDiseasesYL2019YLehYLlhhZlhj 10.2 45

46 —dentificationLofLaLNovelLweltavirusLinLuoaLvonstrictorsaLMBioYL2019YLdcYL 7.8 37

45 wetectionLofLnovelLtickZborneLpathogenYLtlongshanLvirusYLinLticksYLsouthZeasternLyinlandYLecdlaL
EurosurveillanceYL2019YLegYL 19.8 27

44 voZcirculationLofLhighlyLdiverseLtleutianLminkLdiseaseLvirusLstrainsLinLyinlandaLJournalhofhGeneralh
VirologyYL2019YLdccYLeejZefi 4.9 8

43 zenomeLSequencesLofLR—zV—RLOncolyticLVirotherapyLVirusLandLyiveLOtherLxchovirusLjL—solatesaL
GenomehAnnouncementsYL2018YLiYL 1

42 SeroprevalenceLofLlymphocyticLchoriomeningitisLvirusLandLLjunganLvirusLinLyinnishLpatientsLwithL
suspectedLneurologicalLinfectionsaLJournalhofhMedicalhVirologyYL2018YLlcYLgelZgfh 19.7 8

41 xvolutionLandLpostglacialLcolonizationLofLSeewisLhantavirusLwithLSorexLaraneusLinLyinlandaLInfectionvh
GeneticshandhEvolutionYL2018YLhjYLkkZlj 4.5 10

40 vharacterizationLofL–aartmanL—nstituteLsnakeLvirusZdLU–—SVZdVLandL–—SVZlikeLvirusesZTheL
representativesLofLgenusL–artmanivirusYLfamilyLtrenaviridaeaLPLoShPathogensYL2018YLdgYLedccjgdh 7.6 15

39 yatalLTickZuorneLxncephalitisLVirusL—nfectionsLvausedLbyLSiberianLandLxuropeanLSubtypesYLyinlandYL
ecdhaLEmerginghInfectioushDiseasesYL2018YLegYLlgiZlgk 10.2 13

38 —ntertypicLrecombinationLofLhumanLparechovirusLgLisolatedLfromLinfantsLwithLsepsisZlikeLdiseaseaL
JournalhofhClinicalhVirologyYL2017YLkkYLdZj 14.5 7

37 RecentLZikaLVirusL—solatesL—nduceLPrematureLwifferentiationLofLNeuralLProgenitorsLinL–umanLurainL
OrganoidsaLCellhStemhCellYL2017YLecYLfljZgciaeh 18 186

36 SecondLcaseLofLxuropeanLbatLlyssavirusLtypeLeLdetectedLinLaLwaubentonTsLbatLinLyinlandaLActah
VeterinariahScandinavicaYL2017YLhlYLie 2 5

35 NidovirusZtssociatedLProliferativeLPneumoniaLinLtheLzreenLTreeLPythonLUMoreliaLviridisVaLJournalhofh
VirologyYL2017YLldYL 6.6 24

34 MetagenomicLxvaluationLofLuacteriaLfromLVolesaLVectorwBornehandhZoonotichDiseasesYL2017YLdjYLdefZdff 2.4 6

33 wifferencesLinLtheLgrowthLpropertiesLofLZikaLvirusLfoetalLbrainLisolateLandLrelatedLepidemicLstrainsL
inLvitroaLJournalhofhGeneralhVirologyYL2017YLlkYLdjggZdjgk 4.9 8

32 TheLPresenceLandLSeroprevalenceLofLtrthropodZuorneLVirusesLinLNasiriyahLzovernorateYLSouthernL
—raqmLtLvrossZSectionalLStudyaLAmericanhJournalhofhTropicalhMedicinehandhHygieneYL2016YLlgYLjlgZl 3.2 14

31 ZikaLvirusLinfectionLinLaLtravellerLreturningLfromLtheLMaldivesYLJuneLecdhaLEurosurveillanceYL2016YLedYL 19.8 59
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30 MappingLofLhumanLuZcellLepitopesLofLSindbisLvirusaLJournalhofhGeneralhVirologyYL2016YLljYLeegfZeehg 4.9 0

29 SindbisLvirusLasLaLhumanLpathogenZepidemiologyYLclinicalLpictureLandLpathogenesisaLReviewshinh
MedicalhVirologyYL2016YLeiYLeedZgd 11.7 96

28 ZikaLVirusL—nfectionLwithLProlongedLMaternalLViremiaLandLyetalLurainLtbnormalitiesaLNewhEnglandh
JournalhofhMedicineYL2016YLfjgYLedgeZhd 59.2 627

27 xnterovirusLstrainLandLtypeZspecificLdifferencesLinLgrowthLkineticsLandLvirusZinducedLcellL
destructionLinLhumanLpancreaticLductLepithelialL–PwxLcellsaLVirushResearchYL2015YLedcYLdkkZlj 6.4 8

26 RecombinationLinLtheLevolutionLofLenterovirusLvLspeciesLsubZgroupLthatLcontainsLtypesLvVtZedYL
vVtZegYLxVZvlhYLxVZvliLandLxVZvllaLPLoShONEYL2014YLlYLelghjl 3.7 18

25 TheLevolutionLofLVpdLgeneLinLenterovirusLvLspeciesLsubZgroupLthatLcontainsLtypesLvVtZedYLvVtZegYL
xVZvlhYLxVZvliLandLxVZvllaLPLoShONEYL2014YLlYLelfjfj 3.7 10

24 xnterovirusL—nfectionLofLvulturedL–umanLPancreaticL—sletsL2013YLellZfde 1

23 MolecularLevolutionLandLepidemiologyLofLechovirusLiLinLyinlandaLInfectionvhGeneticshandhEvolutionYL
2013YLdiYLefgZgj 4.5 20

22 tLsingleLaminoLacidLsubstitutionLinLviralLVPdLproteinLaltersLtheLlyticLpotentialLofLcloneZderivedL
variantsLofLechovirusLlLwMLstrainLinLhumanLpancreaticLisletsaLJournalhofhMedicalhVirologyYL2013YLkhYLdeijZjf19.7 10

21 xvolutionLofLtypeLeLvaccineLderivedLpoliovirusLlineagesaLxvidenceLforLcodonZspecificLpositiveL
selectionLatLthreeLdistinctLlocationsLonLcapsidLwallaLPLoShONEYL2013YLkYLeiikfi 3.7 4

20 vharacteristicsLofLanLenvironmentallyLmonitoredLprolongedLtypeLeLvaccineLderivedLpoliovirusL
sheddingLepisodeLthatLstoppedLwithoutLinterventionaLPLoShONEYL2013YLkYLeiikgl 3.7 13

19 xnterovirusZinducedLgeneLexpressionLprofileLisLcriticalLforLhumanLpancreaticLisletLdestructionaL
DiabetologiaYL2012YLhhYLfejfZkf 10.3 38

18 –ighLseroprevalenceLofLenterovirusLinfectionsLinLapesLandLoldLworldLmonkeysaLEmerginghInfectioush
DiseasesYL2012YLdkYLekfZi 10.2 17

17 –umanLenterovirusLinfectionsLinLchildrenLatLincreasedLriskLforLtypeLdLdiabetesmLtheLuabydietLstudyaL
DiabetologiaYL2011YLhgYLellhZfcce 10.3 34

16 xvolutionLofLnewlyLdescribedLenterovirusesaLFuturehVirologyYL2011YLiYLdclZdfd 2.4 13

15 vellularLtropismLofLhumanLenterovirusLwLspeciesLserotypesLxVZlgYLxVZjcYLandLxVZikLinLvitromL
implicationsLforLpathogenesisaLJournalhofhMedicalhVirologyYL2010YLkeYLdlgcZl 19.7 65

14 hTLnoncodingLregionLaloneLdoesLnotLunequivocallyLdetermineLgeneticLtypeLofLhumanLrhinovirusL
strainsaLJournalhofhClinicalhMicrobiologyYL2009YLgjYLdejkZkc 9.7 32

13 tminoLacidsLofLvoxsackieLuhLvirusLareLcriticalLforLinfectionLofLtheLmurineLinsulinomaLcellLlineYLM—NZiaL
JournalhofhMedicalhVirologyYL2009YLkdYLeliZfcg 19.7 17

(2009-2016)
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12 TheLcompleteLgenomeLsequencesLforLaLnovelLenterovirusLtypeYLenterovirusLliYLreflectLmultipleL
recombinationsaLArchiveshofhVirologyYL2009YLdhgYLddhjZid 2.6 15

11 xnterovirusLlgYLaLproposedLnewLserotypeLinLhumanLenterovirusLspeciesLwaLJournalhofhGeneralh
VirologyYL2007YLkkYLkglZkhk 4.9 54

10 VisualLpigmentsLofLualticLSeaLfishesLofLmarineLandLlimnicLoriginaLVisualhNeuroscienceYL2007YLegYLfklZlk 1.7 30

9 xnterovirusLsurveillanceLrevealsLproposedLnewLserotypesLandLprovidesLnewLinsightLintoLenterovirusL
hTZuntranslatedLregionLevolutionaLJournalhofhGeneralhVirologyYL2007YLkkYLehecZehei 4.9 58

8
MutationsLNfgSLandLPhhSLofLtheLSP—NKdLgeneLinLpatientsLwithLchronicLpancreatitisLorLpancreaticL
cancerLandLinLhealthyLsubjectsmLaLreportLfromLyinlandaLScandinavianhJournalhofhGastroenterologyYL
2005YLgcYLeehZfc

2.4 38

7 PhenotypicLandLgeneticLchangesLinLcoxsackievirusLuhLfollowingLrepeatedLpassageLinLmouseL
pancreasLinLvivoaLJournalhofhMedicalhVirologyYL2005YLjhYLhiiZjg 19.7 19

6 NovelLNzSLPipelineLforLVirusLwiscoveryLfromLaLWideLSpectrumLofL–ostsLandLSampleLTypes 2

5 NeuropilinZdLfacilitatesLStRSZvoVZeLcellLentryLandLprovidesLaLpossibleLpathwayLintoLtheLcentralL
nervousLsystem 61

4 wetectionLandLmolecularLcharacterisationLofLStRSZvoVZeLinLfarmedLminkLUNeovisionLvisionVLinLPoland 6

3 —dentificationLofLaLnovelLdeltavirusLinLuoaLconstrictor 1

2 TheLphylodynamicsLofLStRSZvoVZeLduringLececLinLyinlandLâ��LwisappearanceLandLreZemergenceLofL
introducedLstrainsa 2

1 xxperimentalLinfectionLofLminkLwithLStRSZvOVZeLOmicronLUutadVLvariantLleadsLtoLsymptomaticL
diseaseLwithLlungLpathologyLandLtransmission 1
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