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62 wausalLRelationshipLvetweenLGutLMicrobiotaLandLuutoimmuneLxiseasesnLuLTwoaSampleLMendelianL
RandomizationLStudybbLFrontiersninnImmunologyYL2021YLefYLkhjmml 8.4 4

61 GutLMicrobiotaLandLPsychiatricLxisordersnLuLTwoaSampleLMendelianLRandomizationLStudybbLFrontiersn
innMicrobiologyYL2021YLefYLkgkemk 5.7 2
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ubdominalLObesitybLJournalnofnNutritionYL2021YLeieYLehdeaehdj 4.1 1
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56 PleiotropicLgenomicLvariantsLatLekqfebgeLassociatedLwithLboneLmineralLdensityLandLbodyLfatLmassnLaL
bivariateLgenomeawideLassociationLanalysisbLEuropeannJournalnofnHumannGeneticsYL2021YLfmYLiigaijg 5.3 1

55 ThreeLpleiotropicLlociLassociatedLwithLboneLmineralLdensityLandLleanLbodyLmassbLMolecularnGeneticsn
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54 IdentificationLofLpleiotropicLlociLunderlyingLhipLboneLmineralLdensityLandLtrunkLleanLmassbLJournaln
ofnHumannGeneticsYL2021YLjjYLfieafjd 4.3 0

53 MendelianLrandomizationLanalysisLrevealsLcausalLeffectsLofLplasmaLproteomeLonLbodyLcompositionL
traitsbbLJournalnofnClinicalnEndocrinologynandnMetabolismYL2021YL 5.6 1

52 ussociationLofLgpfkbeLVariantsLwithLWholeLvodyLLeanLMassLIdentifiedLbyLaLGenomeawideL
ussociationLStudybLScientificnReportsYL2020YLedYLhfmg 4.9 2

51 ReplicationLofLzTOLGeneLassociatedLwithLleanLmassLinLaLMetaaunalysisLofLGenomeaWideLussociationL
StudiesbLScientificnReportsYL2020YLedYLidik 4.9 5

50 yffectsLofLprobioticsLonLtypeLIILdiabetesLmellitusnLaLmetaaanalysisbLJournalnofnTranslationalnMedicineYL
2020YLelYLgd 8.5 36

49 TwoLnovelLpleiotropicLlociLassociatedLwithLosteoporosisLandLabdominalLobesitybLHumannGeneticsYL
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48 TwelveLNewLGenomicLLociLussociatedLWithLvoneLMineralLxensitybLFrontiersninnEndocrinologyYL2020YL
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47 vivariateLgenomeawideLassociationLanalysisLidentifiedLthreeLpleiotropicLlociLunderlyingL
osteoporosisLandLobesitybLClinicalnGeneticsYL2020YLmkYLkliaklj 4 1

46 zourLpleiotropicLlociLassociatedLwithLfatLmassLandLleanLmassbLInternationalnJournalnofnObesityYL2020YL
hhYLfeegafefg 5.5 1
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45 TheLgeneticLarchitectureLofLappendicularLleanLmassLcharacterizedLbyLassociationLanalysisLinLtheLUKL
viobankLstudybLCommunicationsnBiologyYL2020YLgYLjdl 6.7 7

44 JointLussociationLunalysisLIdentifiedLelLNewLLociLforLvoneLMineralLxensitybLJournalnofnBonenandn
MineralnResearchYL2019YLghYLedljaedmh 6.3 15

43 IdentificationLofLaLepfeLindependentLfunctionalLvariantLforLabdominalLobesitybLInternationalnJournaln
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40 GutLmicrobiotaLprofilingLinLHanLwhineseLwithLtypeLeLdiabetesbLDiabetesnResearchnandnClinicalnPractice
YL2018YLeheYLfijafjg 7.4 42

39 NegativeLvinomialLMixedLModelsLforLunalyzingLLongitudinalLMicrobiomeLxatabLFrontiersninn
MicrobiologyYL2018YLmYLejlg 5.7 26

38 GenomicLvariantsLatLfdpeeLassociatedLwithLbodyLfatLmassLinLtheLyuropeanLpopulationbLObesityYL
2017YLfiYLkikakjh 8 9

37 GeneabasedLgenomeawideLassociationLstudyLidentifiedLempegbgLforLleanLbodyLmassbLScientificn
ReportsYL2017YLkYLhidfi 4.9 6

36 vivariateLgenomeawideLassociationLanalysesLidentifiedLgeneticLpleiotropicLeffectsLforLboneLmineralL
densityLandLalcoholLdrinkingLinLwaucasiansbLJournalnofnBonenandnMineralnMetabolismYL2017YLgiYLjhmajil 2.9 9

35 GenomeawideLassociationLstudyLinLyastLusiansLsuggestsLUHMKeLasLaLnovelLboneLmineralLdensityL
susceptibilityLgenebLBoneYL2016YLmeYLeegafe 4.7 9

34 GenomeawideLassociationLmetaaanalysesLidentifiedLeqhgLandLfqgfbfLforLhipLWardTsLtriangleLarealL
boneLmineralLdensitybLBoneYL2016YLmeYLeaed 4.7 9

33 yxploringLtheLMajorLSourcesLandLyxtentLofLHeterogeneityLinLaLGenomeaWideLussociationL
MetaaunalysisbLAnnalsnofnHumannGeneticsYL2016YLldYLeegaff 2.2 7

32
IdentificationLofLIxUuLandLWNTejLPhosphorylationaRelatedLNonaSynonymousLPolymorphismsLforL
voneLMineralLxensityLinLMetaaunalysesLofLGenomeaWideLussociationLStudiesbLJournalnofnBonenandn
MineralnResearchYL2016YLgeYLgilajl
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31 IdentificationLofLaLnovelLzGzRLeLMicroRNuLtargetLsiteLpolymorphismLforLboneLmineralLdensityLinL
metaaanalysesLofLgenomeawideLassociationLstudiesbLHumannMolecularnGeneticsYL2015YLfhYLhkedafk 5.6 19

30 MetaaanalysisLofLgenomeawideLassociationLdataLidentifiesLnovelLsusceptibilityLlociLforLobesitybL
HumannMolecularnGeneticsYL2014YLfgYLlfdagd 5.6 62

29 OnLindividualLgenomeawideLassociationLstudiesLandLtheirLmetaaanalysisbLHumannGeneticsYL2014YLeggYLfjiakm6.3 19

28 MultistageLgenomeawideLassociationLmetaaanalysesLidentifiedLtwoLnewLlociLforLboneLmineralL
densitybLHumannMolecularnGeneticsYL2014YLfgYLemfgagg 5.6 113
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27 zISHnLfastLandLaccurateLdiploidLgenotypeLimputationLviaLsegmentalLhiddenLMarkovLmodelbL
BioinformaticsYL2014YLgdYLelkjalg 7.2 18

26 OnLgenomeawideLassociationLstudiesLandLtheirLmetaaanalysesnLlessonsLlearnedLfromLosteoporosisL
studiesbLJournalnofnClinicalnEndocrinologynandnMetabolismYL2013YLmlYLyefklalf 5.6 16

25 vivariateLgenomeawideLassociationLanalysesLidentifiedLgenesLwithLpleiotropicLeffectsLforLfemoralL
neckLboneLgeometryLandLageLatLmenarchebLPLoSnONEYL2013YLlYLejdgjf 3.7 12

24 OnLcombiningLreferenceLdataLtoLimproveLimputationLaccuracybLPLoSnONEYL2013YLlYLeiijdd 3.7 8

23 vivariateLgenomeawideLassociationLstudyLsuggestsLthatLtheLxuRwLgeneLinfluencesLleanLbodyLmassL
andLageLatLmenarchebLSciencenChinanLifenSciencesYL2012YLiiYLiejafd 8.5 7

22 TestingLrareLvariantsLforLassociationLwithLdiseasesnLaLvayesianLmarkerLselectionLapproachbLAnnalsnofn
HumannGeneticsYL2012YLkjYLkhali 2.2 6

21 GenomeawideLassociationLstudyLofLcopyLnumberLvariationLidentifiedLgremlineLasLaLcandidateLgeneL
forLleanLbodyLmassbLJournalnofnHumannGeneticsYL2012YLikYLggak 4.3 28

20 GenomeawideLassociationLstudyLofLcopyLnumberLvariantsLsuggestsLLTvPeLandLzGxhLareLimportantL
forLalcoholLdrinkingbLPLoSnONEYL2012YLkYLegdljd 3.7 12

19 uNKRxkLandLwYTLeLareLnovelLriskLgenesLforLalcoholLdrinkingLbehaviorbLChinesenMedicalnJournalYL
2012YLefiYLeefkagh 2.9 10

18 wopyLnumberLvariationsLatLtheLPraderaWilliLsyndromeLregionLonLchromosomeLeiLandLassociationsL
withLobesityLinLwhitesbLObesityYL2011YLemYLeffmagh 8 20

17 viologicalLpathwayabasedLgenomeawideLassociationLanalysisLidentifiedLtheLvasoactiveLintestinalL
peptideLUVIPVLpathwayLimportantLforLobesitybLObesityYL2010YLelYLfggmahj 8 48

16 unalysesLandLcomparisonLofLimputationabasedLassociationLmethodsbLPLoSnONEYL2010YLiYLeedlfk 3.7 26

15 ILfeRLandLPTHLmayLunderlieLvariationLofLfemoralLneckLboneLmineralLdensityLasLrevealedLbyLaL
genomeawideLassociationLstudybLJournalnofnBonenandnMineralnResearchYL2010YLfiYLedhfal 6.3 30

14 ImpactLofLfemaleLcigaretteLsmokingLonLcirculatingLvLcellsLinLvivonLtheLsuppressedLIwOSLGYLTwzgYLandL
VwuMeLgeneLfunctionalLnetworkLmayLinhibitLnormalLcellLfunctionbLImmunogeneticsYL2010YLjfYLfgkaie 3.2 14

13 xesignLandLInterpretationLofLLinkageLandLussociationLStudiesLonLOsteoporosisbLClinicalnReviewsninn
BonenandnMineralnMetabolismYL2010YLlYLjdajk 2.5

12 ImprovedLdetectionLofLrareLgeneticLvariantsLforLdiseasesbLPLoSnONEYL2010YLiYLeeglik 3.7 4

11 yfficientLutilizationLofLrareLvariantsLforLdetectionLofLdiseasearelatedLgenomicLregionsbLPLoSnONEYL
2010YLiYLeehfll 3.7 17

10 UnivariatecmultivariateLgenomeawideLassociationLscansLusingLdataLfromLfamiliesLandLunrelatedL
samplesbLPLoSnONEYL2009YLhYLejidf 3.7 22
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9 GenomeawideLassociationLanalysesLidentifyLSPOwKLasLaLkeyLnovelLgeneLunderlyingLageLatLmenarchebL
PLoSnGeneticsYL2009YLiYLeedddhfd 6 55

8 PowerfulLbivariateLgenomeawideLassociationLanalysesLsuggestLtheLSOXjLgeneLinfluencingLbothL
obesityLandLosteoporosisLphenotypesLinLmalesbLPLoSnONEYL2009YLhYLejlfk 3.7 78

7 MultivariateLassociationLtestLusingLhaplotypeLtrendLregressionbLAnnalsnofnHumannGeneticsYL2009YLkgYLhijajh2.2 12

6 TestsLofLassociationLforLquantitativeLtraitsLinLnuclearLfamiliesLusingLprincipalLcomponentsLtoLcorrectL
forLpopulationLstratificationbLAnnalsnofnHumannGeneticsYL2009YLkgYLjdeaeg 2.2 27

5
GenomeawideLassociationLandLfollowaupLreplicationLstudiesLidentifiedLuxuMTSelLandLTGzvRgLasL
boneLmassLcandidateLgenesLinLdifferentLethnicLgroupsbLAmericannJournalnofnHumannGeneticsYL2009YL
lhYLgllaml

11 165

4 zamilyabasedLbivariateLassociationLtestsLforLquantitativeLtraitsbLPLoSnONEYL2009YLhYLelegg 3.7 7

3 GenomeawideLassociationLscansLidentifiedLwTNNvLeLasLaLnovelLgeneLforLobesitybLHumannMolecularn
GeneticsYL2008YLekYLeldgaeg 5.6 152

2 unalysesLandLcomparisonLofLaccuracyLofLdifferentLgenotypeLimputationLmethodsbLPLoSnONEYL2008YL
gYLegiie 3.7 100

1 wYPekLMspueLpolymorphismLandLageLatLmenarchenLaLmetaaanalysisbLDiseasenMarkersYL2008YLfiYLlkami 3.2 4
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