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Jianming Wang

4



37 xvaluationKofKMTuwRplusKandKMTuwRslKinKwetectingKwrug_ResistantKTuberculosisKinKaKvhineseK
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trialsaKInfectiousgDiseasesYK2015YKgjYKkck_dl 3.1 7
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24 TzyuRdKtaggingKSNPsKandKgastricKcancerKsusceptibilitymKaKtwo_stageKcase_controlKstudyKinKvhineseK
populationaKMoleculargCarcinogenesisYK2014YKhfYKdcl_di 5 7
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16 wietKfolateYKwNtKmethylationKandKgeneticKpolymorphismsKofKMTHyRKvijjTKinKassociationKwithKtheK
prognosisKofKesophagealKsquamousKcellKcarcinomaaKBMCgCancerYK2011YKddYKld 4.8 22
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7 wirectKobservationKandKcompletionKofKtreatmentKofKtuberculosisKinKruralKareasKofKvhinaaK
ScandinaviangJournalgofgPublicgHealthYK2009YKfjYKfcg_l 3 8

6 zenderKdifferenceKinKknowledgeKofKtuberculosisKandKassociatedKhealth_careKseekingKbehaviorsmKaK
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4 60
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vhineseKpopulationaKInternationalgJournalgofgCancerYK2007YKdecYKdffc_h 7.5 64
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