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Genomic Hatchery Introgression in Brown Trout (Salmo trutta L.): Development of a Diagnostic SNP
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An evaluation of the genetic connectivity and temporal stability of the blue and red shrimp Aristeus
antennatus: a case study of spawning femalesa€™ grounds in the Western Mediterranean Sea. 1.0 2
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Genetic Demography of the Blue and Red Shrimp, Aristeus antennatus: A Female-Based Case Study
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Male Deep-Sea ShrimFs Aristeus antennatus at Fishing Grounds: Growth and First Evaluation of 11 5
Recruitment by Multilocus Genotyping. Life, 2021, 11, 116. )
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antennatus populations. Scientific Reports, 2020, 10, 21505.

Genetic structure and population connectivity of the blue and red shrimp Aristeus antennatus. 16 15
Scientific Reports, 2019, 9, 13531. )

Mating structure of the blue and red shrimp, Aristeus antennatus (Risso, 1816) characterized by
relatedness analysis. Scientific Reports, 2019, 9, 7227.

Identification of an endemic Mediterranean brown trout mtDNA group within a highly perturbed
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Morphological identification and molecular confirmation of the deep-sea blue and red
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An optimized high quality male DNA extraction from spermatophores in open thelycum shrimp species. 13 1
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Development and characterization of novel microsatellite markers by Next Generation Sequencing
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Genetic analyses of two spawning stocks of the short-finned squid (lllex argentinus) using nuclear
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Deep genetic divergence in giant red shrimﬁ Aristaeomorpha foliacea (Risso, 1827) across a wide 0.6 17
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Multilocus Comparative Phylogeography of Two Aristeid Shrimps of High Commercial Interest
(Aristeus antennatus and Aristaeomorpha foliacea) Reveals Different Responses to Past Environmental
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Phylogenetic inference in Odontesthes and Atherina (Teleostei: Atheriniformes) with insights into
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Genetic structure in the blue and red shrimp Aristeus antennatus and the role played by
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Melanism in guinea fowl (<i>Numida meleagris</i>) is associated with a deletion of Phenylalanine&d€256 0.6 25
in the <i>MC1R</[i> gene. Animal Genetics, 2010, 41, 656-658. :
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