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Methylation Biomarker Panel Performance in EsophaCap Cytology Samples for Diagnosing Barrett's

Esophagus: A Prospective Validation Study. Clinical Cancer Research, 2019, 25, 2127-2135. 8.2 42

Synthetic circular multi-miR sponge simultaneously inhibits miR-21 and miR-93 in esophageal
carcinoma. Laboratory Investigation, 2019, 99, 1442-1453.

Detection of Novel Fusion Transcript VTI1A-CFAP46 in Hepatocellular Carcinoma. Gastrointestinal

Tumors, 2019, 6, 11-27. 0.3 2

Novel circular RNA circNF1 acts as a molecular sponge, promoting gastric cancer by absorbing miR-16.

Endocrine-Related Cancer, 2019, 26, 265-277.

Super-Enhancer-Driven Long Non-Coding RNA LINC01503, Regulated by TP63, Is Over-Expressed and

Oncogenic in Squamous Cell Carcinoma. Gastroenterology, 2018, 154, 2137-2151.el. 0-6 165



20

22

24

26

28

30

32

34

36

STEPHEN ) MELTZER

ARTICLE IF CITATIONS

SMGa€d inhibition by miRa€492[4€215 causes epitheliald€mesenchymal transition in gastric carcinogenesis via
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Modeling Wnt signaling by CRISPR-Cas9 genome editing recapitulates neoplasia in human Barrett 3.9 35
epithelial organoids. Cancer Letters, 2018, 436, 109-118. ’

Radiofrequency Ablation of Barrett's Esophagus Reduces Esophageal Adenocarcinoma Incidence and
Mortality in a Comparative Modeling Analysis. Clinical Gastroenterology and Hepatology, 2017, 15,
1471-1474.

The novel fusion transcript NR5A24€KLHL29FT is generated by an insertion at the KLHL29 locus. Cancer, 20 4
2017, 123,1507-1515. ’

Long Noncoding RNAs in the Pathogenesis of Barretta€™s Esophagus and Esophageal Carcinoma.
Gastroenterology, 2017, 153, 27-34.

Gastric Cancer in the Era of Precision Medicine. Cellular and Molecular Gastroenterology and 9.3 86
Hepatology, 2017, 3, 348-358. :

RNA sequencing of esophageal adenocarcinomas identifies novel fusion transcripts, including
NPC13€MELK, arising from a complex chromosomal rearrangement. Cancer, 2017, 123, 3916-3924.

MiIRNA-194 activates the Wnt/i2-catenin signaling pathway in gastric cancer by targeting the negative 3.9 4
Wnt regulator, SUFU. Cancer Letters, 2017, 385, 117-127. :

Proton Pump Inhibitors Do Not Reduce the Risk of Esophageal Adenocarcinoma in Patients with
Barretta€™s Esophagus: A Systematic Review and Meta-Analysis. PLoS ONE, 2017, 12, e0169691.

Determination of absolute expression profiles using multiplexed miRNA analysis. PLoS ONE, 2017, 12, 11 1
e0180988. ' 4

LeaRy transporters and sphincters in Barrett's oesophagus?. Lancet Oncology, The, 2016, 17, 1336-1337.

TNFAIP8 overexpression: a potential predictor of lymphatic metastatic recurrence in pNO esophageal

squamous cell carcinoma after lvor Lewis esophagectomy. Tumor Biology, 2016, 37, 10923-10934. 08 20

AR

Whole-Exome Sequencing Analyses of Inflammatory Bowel Diseased™Associated Colorectal Cancers.
Gastroenterology, 2016, 150, 931-943.

Differential methylation of the promoter and first exon of the <i><scp>RASSF1A</scp><[i> gene in

hepatocarcinogenesis. Hepatology Research, 2015, 45, 1110-1123. 1.8 81

Phosphorus-32, a Clinically Available Drug, Inhibits Cancer Growth by Inducing DNA Double-Strand

Breakage. PLoS ONE, 2015, 10, e0128152.

Integrated miRNA profiling and bioinformatics analyses reveal potential causative miRNAs in gastric 0.8 20
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