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i Paper IF Citations

198 In´ vivoKcommensalKcontrolKofKwlostridioidesKdifficileKvirulencebKCelliHostiandiMicrobeYK2021YKfmYKejmgaekdlbek23.4 14

197  enomeawideKidentificationKofKListeriaKmonocytogenesKwodYabindingKsitesbKMoleculariMicrobiologyYK
2020YKeegYKlhealil 4.1 4

196 RoleKofK lnRKinKwontrollingKyxpressionKofKNitrogenKMetabolismK enesKinbKJournaliofiBacteriologyYK
2020YKfdfYK 3.5 1

195 ImpactKofKwodYKproteinKonKmetabolismYKsporulationKandKvirulenceKinKwlostridioidesKdifficileKribotypeK
dfkbKPLoSiONEYK2019YKehYKedfdjlmj 3.7 13

194 RoleKofKtheKglobalKregulatorKRexKinKcontrolKofKNuxKaregenerationKinKwlostridioidesKTwlostridiumUK
difficilebKMoleculariMicrobiologyYK2019YKeeeYKejkeaejll 4.1 15

193 xdlRYKanKessentialKtranscriptionalKregulatorKofKpeptidoglycanKbiosynthesisKinKwlostridioidesKdifficilebK
MoleculariMicrobiologyYK2019YKeefYKehigaehkd 4.1 1

192
OralKImmunizationKwithKNontoxigenicKwlostridiumKdifficileKStrainsKyxpressingKwhimericKzragmentsK
ofKTcduKandKTcdvKylicitsKProtectiveKImmunityKagainstKwbKdifficileKInfectionKinKvothKMiceKandK
σamstersbKInfectioniandiImmunityYK2018YKljYK

3.7 6

191 uKMutationKinKtheKvacillusKsubtilisKrsbUK eneKThatKLimitsKRNuKSynthesisKduringKSporulationbKJournali
ofiBacteriologyYK2017YKemmYK 3.5 3

190 StructureKofKtheKvranchedachainKuminoKucidKandK TPasensingK lobalKRegulatorYKwodYYKfrombKJournali
ofiBiologicaliChemistryYK2017YKfmfYKfkehafkfl 5.4 21

189 InterplayKofKwodYKandKScowKinKtheKRegulationKofKMajorKyxtracellularKProteaseK enesKofKvacillusK
subtilisbKJournaliofiBacteriologyYK2016YKemlYKmdkafd 3.5 26

188 wodYKregulatesKexpressionKofKtheKvacillusKsubtilisKextracellularKproteasesKVprKandKMprbKJournaliofi
BacteriologyYK2015YKemkYKehfgagf 3.5 14

187 yffectsKofKsurotomycinKonKwlostridiumKdifficileKviabilityKandKtoxinKproductionKinKvitrobKAntimicrobiali
AgentsiandiChemotherapyYK2015YKimYKhemmafdi 5.9 22

186 ThreeKcellulosomalKxylanaseKgenesKinKwlostridiumKthermocellumKareKregulatedKbyKbothKvegetativeK
SiguKTˇ�TuUUKandKalternativeKSigIjKTˇ�TIjUUKfactorsbKFEBSiLettersYK2015YKilmYKgeggahd 3.8 14

185 IntegrationKofKmetabolismKandKvirulenceKinKwlostridiumKdifficilebKResearchiiniMicrobiologyYK2015YKejjYKgkialg4 74

184 InteractiveKregulationKbyKtheKvacillusKsubtilisKglobalKregulatorsKwodYKandKScowbKMoleculari
MicrobiologyYK2015YKmkYKjmlakej 4.1 15

183 RegulatingKtheKIntersectionKofKMetabolismKandKPathogenesisKinK ramapositiveKvacteriabK
MicrobiologyiSpectrumYK2015YKgYK 8.9 68

182 RegulatingKtheKIntersectionKofKMetabolismKandKPathogenesisKinK ramapositiveKvacteriaK2015YKefmaeji 2
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181 IntermediateKLevelsKofKvacillusKsubtilisKwodYKuctivityKureKRequiredKforKxerepressionKofKtheK
vranchedawhainKuminoKucidKPermeaseYKvravbKPLoSiGeneticsYK2015YKeeYKeeddijdd 6 13

180 TheKmetabolicKregulatorKwodYKlinksKListeriaKmonocytogenesKmetabolismKtoKvirulenceKbyKdirectlyK
activatingKtheKvirulenceKregulatoryKgeneKprfubKMoleculariMicrobiologyYK2015YKmiYKjfhahh 4.1 56

179 wodYamediatedKregulationKofKtheKStaphylococcusKaureusKugrKsystemKintegratesKnutritionalKandK
populationKdensityKsignalsbKJournaliofiBacteriologyYK2014YKemjYKeelhamj 3.5 52

178 MultipleKregulatoryKmechanismsKcontrolKtheKexpressionKofKtheK eobacillusKstearothermophilusK
geneKforKextracellularKxylanasebKJournaliofiBiologicaliChemistryYK2014YKflmYKfimikaki 5.4 22

177
 TPKdysregulationKinKvacillusKsubtilisKcellsKlackingKTpUpp ppKresultsKinKphenotypicKaminoKacidK
auxotrophyKandKfailureKtoKadaptKtoKnutrientKdownshiftKandKregulateKbiosynthesisKgenesbKJournaliofi
BacteriologyYK2014YKemjYKelmafde

3.5 67

176 viosynthesisKofKRiboflavinYKviotinYKzolicKucidYKandKwobalaminK2014YKgemaggh 15

175 SystematicsKandKycologyKofKvacillusK2014YKeaej 70

174 LactococcusKandKLactobacillusK2014YKjialf 10

173 SporeK erminationKandKOutgrowthK2014YKigkaihl 73

172 PurineKandKPyrimidineKSalvageKPathwaysK2014YKgimagkl 27

171 IntegrationalKVectorsKforK eneticKManipulationKinKvacillusKsubtilisK2014YKjeiajfh 119

170 SynthesisKofKSerineYK lycineYKwysteineYKandKMethionineK2014YKfhiafih 24

169 TheKvacillusKsubtilisK enomeYK enesYKandKzunctionsK2014YKkaee

168 TheKxynamicKurchitectureKofKtheKvacillusKwellK2014YKegafd 3

167 StructureKandKSynthesisKofKwellKWallYKSporeKwortexYKTeichoicKucidsYKSaLayersYKandKwapsulesK2014YKfeahe 55

166 wommercialKProductionKofKyxtracellularKynzymesK2014YKmekamgk 37

165 ProteinsKofKtheKSporeKworeKandKwoatK2014YKifkaigi 42

164 viosynthesisKofKuromaticKuminoKucidsK2014YKfjmafld 12

(2014-2015)
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163 zermentationKofKvacillusK2014YKljmalmi 8

162 RNuKPolymeraseKandKSigmaKzactorsK2014YKflkagef 72

161 xNuKRepairKSystemsK2014YKifmaigk 34

160 yndosporeazormingKvacterianKanKOverviewK2014YKegeaeid 9

159 viosynthesisKofKtheKvranchedawhainKuminoKucidsK2014YKgdkagek 14

158 PeptideKuntibioticsK2014YKlmkamej 40

157 viosynthesisKofK lutamineKandK lutamateKandKtheKussimilationKofKummoniaK2014YKfleafml 29

156 TransformationKandKRecombinationK2014YKhigahke 26

155 vacillusKanthracisK2014YKeegaefh 35

154 warbohydrateKwatabolismnKPathwaysYKynzymesYK eneticKRegulationYKandKyvolutionK2014YKeikaekd 25

153 TheK eneticKMapKofKvacillusKmegateriumK2014YKhkiahle 4

152 warbonKSourceaMediatedKwataboliteKRepressionK2014YKfegafem 37

151  eneralKViewKofKtheKvacillusKsubtilisKwhromosomeK2014YKiifaijm

150 OverallKTransportKwapabilitiesKofKvacillusKsubtilisK2014YKeeeaefl 6

149 wellKxivisionKduringK rowthKandKSporulationK2014YKmkaedm 7

148 wonjugativeKTransposonsK2014YKimkajeh 25

147 zunctionalKwlassificationKofKtheKvacillusKsubtilisKProteinayncodingK enesK2014YKikdajei

146 warbohydrateKUptakeKandKMetabolismK2014YKefmaeid 64
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145 σierarchicalKexpressionKofKgenesKcontrolledKbyKtheKvacillusKsubtilisKglobalKregulatoryKproteinKwodYbK
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaYK2014YKeeeYKlffkagf 11.5 64

144 warvacrolKandKtransacinnamaldehydeKreduceKwlostridiumKdifficileKtoxinKproductionKandKcytotoxicityK
inKvitrobKInternationaliJournaliofiMoleculariSciencesYK2014YKeiYKhheiagd 6.3 38

143 UseKofKaKmarinerabasedKtransposonKmutagenesisKsystemKtoKisolateKwlostridiumKperfringensKmutantsK
deficientKinKglidingKmotilitybKJournaliofiBacteriologyYK2013YKemiYKjfmagj 3.5 30

142 zidaxomicinKinhibitsKtoxinKproductionKinKwlostridiumKdifficilebKJournaliofiAntimicrobialiChemotherapyYK
2013YKjlYKieiaff 5.1 54

141  enomeawideKidentificationKofKvacillusKsubtilisKwodYabindingKsitesKatKsingleanucleotideKresolutionbK
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaYK2013YKeedYKkdfjage 11.5 70

140 xualKroleKofKwcpwKproteinKinKregulationKofKaconitaseKgeneKexpressionKinKListeriaKmonocytogenesKandK
vacillusKsubtilisbKMicrobiologyitUnitediKingdomuYK2013YKeimYKjlakj 2.9 12

139 TwoKrolesKforKaconitaseKinKtheKregulationKofKtricarboxylicKacidKbranchKgeneKexpressionKinKvacillusK
subtilisbKJournaliofiBacteriologyYK2013YKemiYKeifiagk 3.5 20

138 ProlineadependentKregulationKofKwlostridiumKdifficileKSticklandKmetabolismbKJournaliofiBacteriologyYK
2013YKemiYKlhhaih 3.5 88

137 wommentKonKtheKσowyKJacobsSKyditorialKMYesKweKcanYKbutKdoKwesMbKEMBOiReportsYK2013YKehYKedfk 6.5

136 wodYKdeletionKenhancesKinKvivoKvirulenceKofKcommunityaassociatedKmethicillinaresistantK
StaphylococcusKaureusKcloneKUSugddbKInfectioniandiImmunityYK2012YKldYKfglfam 3.7 47

135 zidaxomicinKinhibitsKsporeKproductionKinKwlostridiumKdifficilebKClinicaliInfectiousiDiseasesYK2012YKiiK
SupplKfYKSejfam 11.6 88

134 ProlineKutilizationKbyKvacillusKsubtilisnKuptakeKandKcatabolismbKJournaliofiBacteriologyYK2012YKemhYKkhiail 3.5 49

133 RoadblockKrepressionKofKtranscriptionKbyKvacillusKsubtilisKwodYbKJournaliofiMoleculariBiologyYK2011YK
heeYKkfmahg 6.5 53

132 xissectingKcomplexKmetabolicKintegrationKprovidesKdirectKgeneticKevidenceKforKwodYKactivationKbyK
guanineKnucleotidesbKJournaliofiBacteriologyYK2011YKemgYKijgkahl 3.5 26

131 wontributionsKofKmultipleKbindingKsitesKandKeffectoraindependentKbindingKtoKwodYamediatedK
regulationKinKvacillusKsubtilisbKJournaliofiBacteriologyYK2011YKemgYKhkgalh 3.5 33

130 wodYamediatedKregulationKofKguanosineKuptakeKinKvacillusKsubtilisbKJournaliofiBacteriologyYK2011YK
emgYKjfkjalk 3.5 13

129 TheKdltKoperonKconfersKresistanceKtoKcationicKantimicrobialKpeptidesKinKwlostridiumKdifficilebK
MicrobiologyitUnitediKingdomuYK2011YKeikYKehikaehji 2.9 108

128 IdentificationKofKaKgeneticKlocusKresponsibleKforKantimicrobialKpeptideKresistanceKinKwlostridiumK
difficilebKInfectioniandiImmunityYK2011YKkmYKejkakj 3.7 87

(2011-2014)
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127 IntegrationKofKmetabolismKandKvirulenceKbyKwlostridiumKdifficileKwodYbKJournaliofiBacteriologyYK2010
YKemfYKigidajf 3.5 134

126 InhibitingKtheKinitiationKofKwlostridiumKdifficileKsporeKgerminationKusingKanalogsKofK
chenodeoxycholicKacidYKaKbileKacidbKJournaliofiBacteriologyYK2010YKemfYKhmlgamd 3.5 216

125 xirectKtargetsKofKwodYKinKStaphylococcusKaureusbKJournaliofiBacteriologyYK2010YKemfYKfljeakk 3.5 148

124 RegulationKofKwodYKactivityKthroughKmodulationKofKintracellularKbranchedachainKaminoKacidKpoolsbK
JournaliofiBacteriologyYK2010YKemfYKjgikajl 3.5 51

123 wcpwadependentKregulationKofKcitrateKsynthaseKgeneKexpressionKinKListeriaKmonocytogenesbKJournali
ofiBacteriologyYK2009YKemeYKljfakf 3.5 6

122 TheKglobalKregulatorKwodYKregulatesKtoxinKgeneKexpressionKinKvacillusKanthracisKandKisKrequiredKforK
fullKvirulencebKInfectioniandiImmunityYK2009YKkkYKhhgkahi 3.7 70

121 whenodeoxycholateKisKanKinhibitorKofKwlostridiumKdifficileKsporeKgerminationbKJournaliofi
BacteriologyYK2009YKemeYKeeeiak 3.5 141

120  eneticKandKbiochemicalKanalysisKofKtheKinteractionKofKvacillusKsubtilisKwodYKwithKbranchedachainK
aminoKacidsbKJournaliofiBacteriologyYK2009YKemeYKjljiakj 3.5 36

119 StructuralKrearrangementKaccompanyingKligandKbindingKinKtheK uzKdomainKofKwodYKfromKvacillusK
subtilisbKJournaliofiMoleculariBiologyYK2009YKgmdYKeddkael 6.5 32

118 wontrolKofKnitrogenKmetabolismKbyKvacillusKsubtilisKglutamineKsynthetasebKMoleculariMicrobiologyYK
2008YKjlYKfhfafhi 4.1 5

117  eneticKandKbiochemicalKanalysisKofKwodYabindingKsitesKinKvacillusKsubtilisbKJournaliofiBacteriologyYK
2008YKemdYKeffhagj 3.5 76

116 vileKsaltsKandKglycineKasKcogerminantsKforKwlostridiumKdifficileKsporesbKJournaliofiBacteriologyYK2008YK
emdYKfidiaef 3.5 445

115 InteractionKofKvacillusKsubtilisKwodYKwithK TPbKJournaliofiBacteriologyYK2008YKemdYKkmlaldj 3.5 86

114 StaphylococcusKaureusKwodYKnegativelyKregulatesKvirulenceKgeneKexpressionbKJournaliofi
BacteriologyYK2008YKemdYKffikaji 3.5 137

113 wontrolKofKkeyKmetabolicKintersectionsKinKvacillusKsubtilisbKNatureiReviewsiMicrobiologyYK2007YKiYKmekafk 22.2 291

112 wharacterizationKofKreluKandKcodYKmutantsKofKListeriaKmonocytogenesnKidentificationKofKtheKwodYK
regulonKandKitsKroleKinKvirulencebKMoleculariMicrobiologyYK2007YKjgYKehigajk 4.1 128

111 RepressionKofKwlostridiumKdifficileKtoxinKgeneKexpressionKbyKwodYbKMoleculariMicrobiologyYK2007YKjjYKfdjaem4.1 175

110 MolecularKmechanismKofKtheKregulationKofKvacillusKsubtilisKgltuvKexpressionKbyK ltwbKJournaliofi
MoleculariBiologyYK2007YKgjiYKefmlageg 6.5 59
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109 wcpwadependentKregulationKofKcitvKandKlmodlhkKinKListeriaKmonocytogenesbKJournaliofiBacteriologyYK
2006YKellYKekmamd 3.5 21

108 vacillusKsubtilisKaconitaseKisKrequiredKforKefficientKlateasporulationKgeneKexpressionbKJournaliofi
BacteriologyYK2006YKellYKjgmjahdi 3.5 45

107 TheKstructureKofKwodYYKaK TPaKandKisoleucinearesponsiveKregulatorKofKstationaryKphaseKandKvirulenceK
inKgramapositiveKbacteriabKJournaliofiBiologicaliChemistryYK2006YKfleYKeegjjakg 5.4 78

106 PositiveKregulationKofKvacillusKsubtilisKackuKbyKwodYKandKwcpunKestablishingKaKpotentialKhierarchyKinK
carbonKflowbKMoleculariMicrobiologyYK2006YKjfYKleeaff 4.1 82

105 wodYYKaKglobalKregulatorKofKstationaryKphaseKandKvirulenceKinK ramapositiveKbacteriabKCurrenti
OpinioniiniMicrobiologyYK2005YKlYKfdgak 7.9 267

104 vacillusKsubtilisKilvvKoperonnKanKintersectionKofKglobalKregulonsbKMoleculariMicrobiologyYK2005YKijYKeihmaim4.1 67

103 uKregionKofKvacillusKsubtilisKwodYKproteinKrequiredKforKinteractionKwithKxNubKJournaliofiBacteriologyYK
2005YKelkYKhefkagm 3.5 40

102 wcpuadependentKregulationKofKvacillusKsubtilisKglutamateKdehydrogenaseKgeneKexpressionbKJournali
ofiBacteriologyYK2004YKeljYKggmfal 3.5 45

101 ModulationKofKactivityKofKvacillusKsubtilisKregulatoryKproteinsK ltwKandKTnruKbyKglutamateK
dehydrogenasebKJournaliofiBacteriologyYK2004YKeljYKggmmahdk 3.5 36

100 uctivationKofKtheKvacillusKsubtilisKglobalKregulatorKwodYKbyKdirectKinteractionKwithKbranchedachainK
aminoKacidsbKMoleculariMicrobiologyYK2004YKigYKimmajee 4.1 175

99 womplexKregulationKofKtheKvacillusKsubtilisKaconitaseKgenebKJournaliofiBacteriologyYK2003YKeliYKejkfald 3.5 47

98 yfficientKsporulationKinKwlostridiumKdifficileKrequiresKdisruptionKofKtheKsigmaKKgenebKMoleculari
MicrobiologyYK2003YKhlYKleeafe 4.1 104

97 MechanismKofKrepressionKbyKvacillusKsubtilisKwcpwYKaKLysRKfamilyKregulatorbKJournaliofiMoleculari
BiologyYK2003YKgghYKjdmafh 6.5 31

96 SpecificityKofKtheKinteractionKofKRocRKwithKtheKroc arocuKintergenicKregionKinKvacillusKsubtilisbK
MicrobiologyitUnitediKingdomuYK2003YKehmYKkgmakid 2.9 14

95 udditionalKtargetsKofKtheKvacillusKsubtilisKglobalKregulatorKwodYKidentifiedKbyKchromatinK
immunoprecipitationKandKgenomeawideKtranscriptKanalysisbKJournaliofiBacteriologyYK2003YKeliYKemeeaff 3.5 233

94 xevelopmentalKbiologynKregulationKbyKselectiveKgeneKlocalizationbKCurrentiBiologyYK2002YKefYKRmdaf 6.3 2

93 RegulationKofKtheKbacillusKsubtilisKccpwKgeneKbyKccpuKandKccpwbKMoleculariMicrobiologyYK2002YKhgYKgmmahed4.1 28

92 xirectKandKindirectKrolesKofKwcpuKinKregulationKofKvacillusKsubtilisKKrebsKcycleKgenesbKMoleculari
MicrobiologyYK2002YKhiYKekmamd 4.1 62

(2002-2006)
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91 ynvironmentalKresponseKandKautoregulationKofKwlostridiumKdifficileKTxeRYKaKsigmaKfactorKforKtoxinK
geneKexpressionbKJournaliofiBacteriologyYK2002YKelhYKimkeal 3.5 104

90 MolecularKbiologybKTurningKgeneKregulationKonKitsKheadbKScienceYK2001YKfmgYKfdelam 33.3 5

89 vacillusKsubtilisKwodYKrepressesKearlyastationaryaphaseKgenesKbyKsensingK TPKlevelsbKGenesiandi
DevelopmentYK2001YKeiYKedmgaedg 12.6 268

88 RoleKofKTnruKinKnitrogenKsourceadependentKrepressionKofKvacillusKsubtilisKglutamateKsynthaseKgeneK
expressionbKJournaliofiBacteriologyYK2000YKelfYKimgmahk 3.5 73

87 wcpwYKaKnovelKregulatorKofKtheKLysRKfamilyKrequiredKforKglucoseKrepressionKofKtheKcitvKgeneKinK
vacillusKsubtilisbKJournaliofiMoleculariBiologyYK2000YKfmiYKljiakl 6.5 92

86 MetabolicKimbalanceKandKsporulationKinKanKisocitrateKdehydrogenaseKmutantKofKvacillusKsubtilisbK
JournaliofiBacteriologyYK1999YKeleYKgglfame 3.5 33

85 RegulatedKtranscriptionKofKwlostridiumKdifficileKtoxinKgenesbKMoleculariMicrobiologyYK1998YKfkYKedkafd 4.1 217

84 RoleKandKregulationKofKvacillusKsubtilisKglutamateKdehydrogenaseKgenesbKJournaliofiBacteriologyYK
1998YKeldYKjfmlagdi 3.5 124

83 InteractionKofKwodYYKaKnovelKvacillusKsubtilisKxNuabindingKproteinYKwithKtheKdppKpromoterKregionbK
MoleculariMicrobiologyYK1996YKfdYKlhgaif 4.1 65

82 uKgeneKrequiredKforKnutritionalKrepressionKofKtheKvacillusKsubtilisKdipeptideKpermeaseKoperonbK
MoleculariMicrobiologyYK1995YKeiYKjlmakdf 4.1 145

81 MechanismKofKinitiationKofKtranscriptionKbyKvacillusKsubtilisKRNuKpolymeraseKatKseveralKpromotersbK
JournaliofiMoleculariBiologyYK1992YKffgYKgmmaheh 6.5 69

80 RegulationKofKvacillusKsubtilisKglutamineKsynthetaseKgeneKexpressionKbyKtheKproductKofKtheKglnRK
genebKJournaliofiMoleculariBiologyYK1989YKfedYKieajg 6.5 107

79  lutamineKsynthetaseKgeneKofKvacillusKsubtilisbKGeneYK1984YKgfYKhfkagl 3.8 53

78 InitiationKofKtranscriptionKinKvitroKinhibitedKbyKlipiarmycinbKJournaliofiMoleculariBiologyYK1979YKefkYKiiakf 6.5 36

77 IsolationKandKcharacterizationKofKrifampinaresistantKandKstreptolydiginaresistantKmutantsKofKvacillusK
subtilisKwithKalteredKsporulationKpropertiesbKJournaliofiBacteriologyYK1974YKefdYKfigaji 3.5 118

76 RNuKpolymeraseKmutantsKblockedKinKsporulationbKNatureYK1970YKffkYKmdjam 50.4 80

75 whangeKinKtheKtemplateKspecificityKofKRNuKpolymeraseKduringKsporulationKofKvacillusKsubtilisbKNature
YK1969YKffhYKgiak 50.4 185

74 TheKcourseKofKphageKphiaeKinfectionKinKsporulatingKcellsKofKvacillusKsubtilisKstrainKgjedbKVirologyYK
1969YKgmYKfjiaki 3.6 100
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73 RespiratoryKwytochromesYKOtherKσemeKProteinsYKandKσemeKviosynthesisejgaekm 11

72 NitrogenKSourceKUtilizationKandKItsKRegulationeleaeme 21

71 TheKPhoKRegulonemgafde 38

70 viosynthesisKofKuminoKucidsKofKtheK lutamateKandKuspartateKzamiliesYKulanineYKandKPolyaminesfdgafge 34

69 uromaticKuminoKucidKMetabolismKinKvacillusKsubtilisfggafhh 13

68 PurineYKPyrimidineYKandKPyridineKNucleotideKMetabolismfiiafjm 13

67 VitaminKviosynthesisfkeaflj 24

66 RibosomesYKProteinKSynthesisKzactorsYKandKtRNuKSynthetasesgegagff 8

65 RegulationKbyKTerminationauntiterminationnKaK enomicKupproachgfgaggj 8

64 ProteinKTransportKPathwaysKinKvacillusKsubtilisnKaK enomeavasedKRoadKMapggkagii 9

63 RegulationKandKzunctionKofKσeatalnducibleK enesKinKvacillusKsubtilisgikagjl 32

62  eneralKStressKResponsegjmaglh 60

61 udaptationKtoKwhangingKOsmolantygliagme 42

60 unaerobiosisgmgahdh 17

59 MetalKIonKUptakeKandKOxidativeKStresshdiaheh 20

58 NonribosomalKussemblyKofKPeptideKuntibioticsKonKModularKProteinKTemplatesheiahgi 6

57 whemotaxisKandKMotilityhgkahif 27

56 TwoawomponentKSystemsYKPhosphorelaysYKandKRegulationKofKTheirKuctivitiesKbyKPhosphataseshkgahle 55

(-)
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55 SporulationK enesKandKIntercompartmentalKRegulationhlgaiek 108

54 uK eneKOdysseynKyxploringKtheK enomesKofKyndosporeazormingKvacteriaiemaifi 43

53 viosynthesisKandKzunctionKofKMembraneKLipidshgaii 34

52 wellKWallaunchoredKSurfaceKProteinsKandKLipoproteinsKofK ramaPositiveKvacteriaikakd 1

51 whromosomeKReplicationKandKSegregationkealj 7

50 TerminationKofKwhromosomeKReplicationlkami 8

49 TransportKMechanismseggaeij 14

48  lycolysisekeaeld 14

47 TheKKrebsKwitricKucidKwycleeleaemk 26

46 RespiratoryKwhainsemmafef 10

45 UtilizationKofKuminoKucidsKandKOtherKNitrogenawontainingKwompoundsffeaffl 15

44 RegulationKofKPhosphorusKMetabolismffmafgi 4

43 viosynthesisKofKtheKuspartateKzamilyKofKuminoKucidsfgkafjk 18

42 Staphylococcusekagg 2

41 viosynthesisKofKurginineYKProlineYKandKRelatedKwompoundsfmmagdj 14

40 xeKNovoKPurineKNucleotideKSynthesisggiaghe 7

39 xeKNovoKPyrimidineKNucleotideKSynthesisghgagil 4

38 wellKWallKStructureYKSynthesisYKandKTurnovergkmahed 28
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37 viosynthesisKandKzunctionKofKMembraneKLipidsheeahfe 28

36 TheK eneticKMapKofKvacillusKsubtilishfgahje 9

35 wlostridiumgiaif 8

34 PhysicalKMapKofKtheKvacillusKsubtilisKejlKwhromosomehjgahke 5

33 unKOrderedKwollectionKofKvacillusKsubtilisKxNuKSegmentsKinKYeastKurtificialKwhromosomeshkgahkh 2

32 TheKwhromosomeKMapKofKStreptomycesKcoelicolorKugTfUhmkaidh 4

31 InitiationKandKTerminationKofKwhromosomeKReplicationidiaifl 14

30 RestrictioncModificationKandKMethylationKSystemsKinKvacillusKsubtilisYKRelatedKSpeciesYKandKTheirKPhagesigmaiif5

29  eneticKyxchangeKandKσomologousKRecombinationiigailh 23

28 TransposonsKandKTheirKupplicationsiliaimj 5

27 Plasmidsjfiajhh 37

26 RNuKPolymeraseKandKTranscriptionKzactorsjieajjk 25
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