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l Paper IF Citations

140 sssociationLbetweenLendometriosisLandLriskLofLhistologicalLsubtypesLofLovarianLcancerlLaLpooledL
analysisLofLcaseYcontrolLstudiesZLLancetfOncologytfTheXL2012XLceXLejgYkf 21.7 612

139 MultipleLindependentLvariantsLatLtheLTwRTLlocusLareLassociatedLwithLtelomereLlengthLandLrisksLofL
breastLandLovarianLcancerZLNaturefGeneticsXL2013XLfgXLeicYjfXLejfecYd 36.3 422

138 sLgenomeYwideLassociationLstudyLidentifiesLsusceptibilityLlociLforLovarianLcancerLatLdqecLandLjqdfZL
NaturefGeneticsXL2010XLfdXLjifYk 36.3 277

137 yWsSLmetaYanalysisLandLreplicationLidentifiesLthreeLnewLsusceptibilityLlociLforLovarianLcancerZL
NaturefGeneticsXL2013XLfgXLehdYibXLeibecYd 36.3 267

136 sLgenomeYwideLassociationLstudyLidentifiesLaLnewLovarianLcancerLsusceptibilityLlocusLonLkpddZdZL
NaturefGeneticsXL2009XLfcXLkkhYcbbb 36.3 240

135 PrognosticLandLtherapeuticLrelevanceLofLmolecularLsubtypesLinLhighYgradeLserousLovarianLcancerZL
JournalfoffthefNationalfCancerfInstituteXL2014XLcbhXL 9.7 215

134 uommonLvariantsLatLckpceLareLassociatedLwithLsusceptibilityLtoLovarianLcancerZLNaturefGeneticsXL
2010XLfdXLjjbYf 36.3 210

133 IdentificationLofLcdLnewLsusceptibilityLlociLforLdifferentLhistotypesLofLepithelialLovarianLcancerZL
NaturefGeneticsXL2017XLfkXLhjbYhkc 36.3 190

132 IdentificationLofLsixLnewLsusceptibilityLlociLforLinvasiveLepithelialLovarianLcancerZLNaturefGeneticsXL
2015XLfiXLchfYic 36.3 177

131 voseYResponseLsssociationLofLuvjWLTumorYInfiltratingLLymphocytesLandLSurvivalLTimeLinL
zighYyradeLSerousLOvarianLuancerZLJAMAfOncologyXL2017XLeXLeciedkb 13.4 152

130
sspirinXLnonaspirinLnonsteroidalLantiYinflammatoryLdrugXLandLacetaminophenLuseLandLriskLofL
invasiveLepithelialLovarianLcancerlLaLpooledLanalysisLinLtheLOvarianLuancerLsssociationLuonsortiumZL
JournalfoffthefNationalfCancerfInstituteXL2014XLcbhXLdjtfec

9.7 149

129 ObesityLandLriskLofLovarianLcancerLsubtypeslLevidenceLfromLtheLOvarianLuancerLsssociationL
uonsortiumZLEndocrineuRelatedfCancerXL2013XLdbXLdgcYhd 5.7 135

128 uancerLRisksLsssociatedLWithLyermlineLPathogenicLVariantslLsnLInternationalLStudyLofLgdfLxamiliesZL
JournalfoffClinicalfOncologyXL2020XLejXLhifYhjg 2.2 133

127 wpigeneticLanalysisLleadsLtoLidentificationLofLzNxctLasLaLsubtypeYspecificLsusceptibilityLgeneLforL
ovarianLcancerZLNaturefCommunicationsXL2013XLfXLchdj 17.4 124

126 PsLtdXLuzwKdLandLsTMLrareLvariantsLandLcancerLrisklLdataLfromLuOySZLJournalfoffMedicalfGeneticsXL
2016XLgeXLjbbYjcc 5.8 121

125 zOTsIRLandLitsLsurrogateLvNsLmethylationLsignatureLindicateLcarboplatinLresistanceLinLovarianL
cancerZLGenomefMedicineXL2015XLiXLcbj 14.4 110

124 yenomeYWideLMetaYsnalysesLofLtreastXLOvarianXLandLProstateLuancerLsssociationLStudiesLIdentifyL
MultipleLNewLSusceptibilityLLociLSharedLbyLatLLeastLTwoLuancerLTypesZLCancerfDiscoveryXL2016XLhXLcbgdYhi24.4 104
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123 sLfunctionalLvariantLinLzOXsccYsSXLaLnovelLlongLnonYcodingLRNsXLinhibitsLtheLoncogenicLphenotypeL
ofLepithelialLovarianLcancerZLOncotargetXL2015XLhXLefifgYgi 3.3 92

122 TheLcontributionLofLdeleteriousLgermlineLmutationsLinLtRuscXLtRusdLandLtheLmismatchLrepairL
genesLtoLovarianLcancerLinLtheLpopulationZLHumanfMolecularfGeneticsXL2014XLdeXLfibeYk 5.6 90

121 sLreviewLofLtheLapplicationLofLinflammatoryLbiomarkersLinLepidemiologicLcancerLresearchZLCancerf
EpidemiologyfBiomarkersfandfPreventionXL2014XLdeXLcidkYgc 4 88

120 IdentificationLandLmolecularLcharacterizationLofLaLnewLovarianLcancerLsusceptibilityLlocusLatL
ciqdcZecZLNaturefCommunicationsXL2013XLfXLchdi 17.4 85

119 yenomeYwideLassociationLstudyLidentifiesLmultipleLlociLassociatedLwithLbothLmammographicL
densityLandLbreastLcancerLriskZLNaturefCommunicationsXL2014XLgXLgebe 17.4 84

118 ILcbLReleaseLuponLPvYcLtlockadeLSustainsLImmunosuppressionLinLOvarianLuancerZLCancerfResearchXL
2017XLiiXLhhhiYhhij 10.1 79

117 sssociationLofLvitaminLvLlevelsLandLriskLofLovarianLcancerlLaLMendelianLrandomizationLstudyZL
InternationalfJournalfoffEpidemiologyXL2016XLfgXLchckYcheb 7.8 77

116 IdentificationLofLnineLnewLsusceptibilityLlociLforLendometrialLcancerZLNaturefCommunicationsXL2018XL
kXLechh 17.4 70

115 uonsortiumLanalysisLofLiLcandidateLSNPsLforLovarianLcancerZLInternationalfJournalfoffCancerXL2008XL
cdeXLejbYejj 7.5 66

114 tevacizumabLMayLvifferentiallyLImproveLOvarianLuancerLOutcomeLinLPatientsLwithLProliferativeL
andLMesenchymalLMolecularLSubtypesZLClinicalfCancerfResearchXL2017XLdeXLeikfYejbc 12.9 62

113 PvYcLtluntsLtheLxunctionLofLOvarianLTumorYInfiltratingLvendriticLuellsLbyLInactivatingLNxY˛”tZLCancerf
ResearchXL2016XLihXLdekYgb 10.1 62

112 wpigeneticsLinLovarianLcancerZLSeminarsfinfCancerfBiologyXL2018XLgcXLchbYchk 12.7 57

111 zeritabilityLofLlongitudinalLmeasuresLofLbodyLmassLindexLandLlipidLandLlipoproteinLlevelsLinLagingL
twinsZLTwinfResearchfandfHumanfGeneticsXL2007XLcbXLibeYcc 2.2 56

110 xiveLendometrialLcancerLriskLlociLidentifiedLthroughLgenomeYwideLassociationLanalysisZLNaturef
GeneticsXL2016XLfjXLhhiYhif 36.3 56

109 PooledLulusteringLofLzighYyradeLSerousLOvarianLuancerLyeneLwxpressionLLeadsLtoLNovelLuonsensusL
SubtypesLsssociatedLwithLSurvivalLandLSurgicalLOutcomesZLClinicalfCancerfResearchXL2017XLdeXLfbiiYfbjg12.9 54

108 xunctionalLmechanismsLunderlyingLpleiotropicLriskLallelesLatLtheLckpceZcLbreastYovarianLcancerL
susceptibilityLlocusZLNaturefCommunicationsXL2016XLiXLcdhig 17.4 53

107 InheritedLdeterminantsLofLovarianLcancerLsurvivalZLClinicalfCancerfResearchXL2010XLchXLkkgYcbbi 12.9 50

106 SharedLgeneticsLunderlyingLepidemiologicalLassociationLbetweenLendometriosisLandLovarianLcancerZL
HumanfMolecularfGeneticsXL2015XLdfXLgkggYhf 5.6 48
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105 urossLuancerLyenomicLInvestigationLofLInflammationLPathwayLforLxiveLuommonLuancerslLLungXL
OvaryXLProstateXLtreastXLandLuolorectalLuancerZLJournalfoffthefNationalfCancerfInstituteXL2015XLcbiXL 9.7 47

104 xineYmappingLofLtheLzNxctLmulticancerLlocusLidentifiesLcandidateLvariantsLthatLmediateL
endometrialLcancerLriskZLHumanfMolecularfGeneticsXL2015XLdfXLcfijYkd 5.6 46

103 SharedLheritabilityLandLfunctionalLenrichmentLacrossLsixLsolidLcancersZLNaturefCommunicationsXL2019
XLcbXLfec 17.4 45

102 sdultLbodyLmassLindexLandLriskLofLovarianLcancerLbyLsubtypelLaLMendelianLrandomizationLstudyZL
InternationalfJournalfoffEpidemiologyXL2016XLfgXLjjfYkg 7.8 45

101
yeneticLRiskLScoreLMendelianLRandomizationLShowsLthatLObesityLMeasuredLasLtodyLMassLIndexXL
butLnotLWaistlzipLRatioXLIsLuausalLforLwndometrialLuancerZLCancerfEpidemiologyfBiomarkersfandf
PreventionXL2016XLdgXLcgbeYcgcb

4 42

100 yeneticLoverlapLbetweenLendometriosisLandLendometrialLcancerlLevidenceLfromLcrossYdiseaseL
geneticLcorrelationLandLyWsSLmetaYanalysesZLCancerfMedicineXL2018XLiXLckijYckji 4.8 40

99 sssociationLofLpchLexpressionLwithLprognosisLvariesLacrossLovarianLcarcinomaLhistotypeslLanL
OvarianLTumorLTissueLsnalysisLconsortiumLstudyZLJournalfoffPathology:fClinicalfResearchXL2018XLfXLdgbYdhc5.3 38

98 TPgeLmutationsXLtetraploidyLandLhomologousLrecombinationLrepairLdefectsLinLearlyLstageL
highYgradeLserousLovarianLcancerZLNucleicfAcidsfResearchXL2015XLfeXLhkfgYgj 20.1 37

97 uombinedLandLinteractiveLeffectsLofLenvironmentalLandLyWsSYidentifiedLriskLfactorsLinLovarianL
cancerZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2013XLddXLjjbYkb 4 37

96 RegulatoryLTLcellsXLinheritedLvariationXLandLclinicalLoutcomeLinLepithelialLovarianLcancerZLCancerf
ImmunologytfImmunotherapyXL2015XLhfXLcfkgYgbf 7.4 36

95 MolecularLclassificationLofLhighLgradeLendometrioidLandLclearLcellLovarianLcancerLusingLTuysLgeneL
expressionLsignaturesZLGynecologicfOncologyXL2016XLcfcXLkgYcbb 4.9 34

94 sssessmentLofLpolygenicLarchitectureLandLriskLpredictionLbasedLonLcommonLvariantsLacrossL
fourteenLcancersZLNaturefCommunicationsXL2020XLccXLeege 17.4 32

93 sLTranscriptomeYWideLsssociationLStudyLsmongLkiXjkjLWomenLtoLIdentifyLuandidateL
SusceptibilityLyenesLforLwpithelialLOvarianLuancerLRiskZLCancerfResearchXL2018XLijXLgfckYgfeb 10.1 32

92 uandidateLgeneLanalysisLusingLimputedLgenotypeslLcellLcycleLsingleYnucleotideLpolymorphismsLandL
ovarianLcancerLriskZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2009XLcjXLkegYff 4 31

91 sssessmentLofLhepatocyteLgrowthLfactorLinLovarianLcancerLmortalityZLCancerfEpidemiologyf
BiomarkersfandfPreventionXL2011XLdbXLchejYfj 4 30

90 RecreationalLphysicalLinactivityLandLmortalityLinLwomenLwithLinvasiveLepithelialLovarianLcancerlL
evidenceLfromLtheLOvarianLuancerLsssociationLuonsortiumZLBritishfJournalfoffCancerXL2016XLccgXLkgYcbc 8.7 28

89 yeneticLvataLfromLNearlyLheXbbbLWomenLofLwuropeanLvescentLPredictsLvNsLMethylationL
tiomarkersLandLwpithelialLOvarianLuancerLRiskZLCancerfResearchXL2019XLikXLgbgYgci 10.1 28

88 KernelLcanonicalLcorrelationLanalysisLforLassessingLgeneYgeneLinteractionsLandLapplicationLtoL
ovarianLcancerZLEuropeanfJournalfoffHumanfGeneticsXL2014XLddXLcdhYec 5.3 27
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87 MetaYanalysisLofLgenomeYwideLassociationLstudiesLidentifiesLcommonLsusceptibilityLpolymorphismsL
forLcolorectalLandLendometrialLcancerLnearLSzdteLandLTSzZcZLScientificfReportsXL2015XLgXLciehk 4.9 27

86 uhronicLRecreationalLPhysicalLInactivityLandLwpithelialLOvarianLuancerLRisklLwvidenceLfromLtheL
OvarianLuancerLsssociationLuonsortiumZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2016XLdgXLcccfYdf4 27

85 xactorsLthatLinfluenceLsurvivalLinLhighYgradeLserousLovarianLcancerlLsLcomplexLrelationshipLbetweenL
molecularLsubtypeXLdiseaseLdisseminationXLandLoperabilityZLGynecologicfOncologyXL2018XLcgbXLddiYded 4.9 26

84 uommonLyeneticLVariationLandLSusceptibilityLtoLOvarianLuancerlLuurrentLInsightsLandLxutureL
virectionsZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2018XLdiXLekgYfbf 4 25

83 QuantifyingLtheLyeneticLuorrelationLbetweenLMultipleLuancerLTypesZLCancerfEpidemiologyf
BiomarkersfandfPreventionXL2017XLdhXLcfdiYcfeg 4 25

82 yenomeYwideLsnalysisLIdentifiesLNovelLLociLsssociatedLwithLOvarianLuancerLOutcomeslLxindingsL
fromLtheLOvarianLuancerLsssociationLuonsortiumZLClinicalfCancerfResearchXL2015XLdcXLgdhfYih 12.9 24

81 XenobioticYMetabolizingLgeneLpolymorphismsLandLovarianLcancerLriskZLMolecularfCarcinogenesisXL
2011XLgbXLekiYfbd 5 24

80 wyxRLasLaLprognosticLbiomarkerLandLtherapeuticLtargetLinLovarianLcancerlLevaluationLofLpatientL
cohortLandLliteratureLreviewZLGenesfandfCancerXL2017XLjXLgjkYgkk 2.9 24

79 TumorLhypomethylationLatLhpdcZeLassociatesLwithLlongerLtimeLtoLrecurrenceLofLhighYgradeLserousL
epithelialLovarianLcancerZLCancerfResearchXL2014XLifXLebjfYkc 10.1 23

78 yeneLexpressionLdifferencesLbetweenLmatchedLpairsLofLovarianLcancerLpatientLtumorsLandL
patientYderivedLxenograftsZLScientificfReportsXL2019XLkXLhecf 4.9 22

77 uommonLyeneticLVariationLinLuircadianLRhythmLyenesLandLRiskLofLwpithelialLOvarianLuancerLTwOuUZL
JournalfoffGeneticsfandfGenomefResearchXL2015XLdXL 22

76 yenesLassociatedLwithLbowelLmetastasesLinLovarianLcancerZLGynecologicfOncologyXL2019XLcgfXLfkgYgbf 4.9 21

75 vevelopmentLandLValidationLofLtheLyeneLwxpressionLPredictorLofLzighYgradeLSerousLOvarianL
uarcinomaLMolecularLSubTYPwLTPrOTYPwUZLClinicalfCancerfResearchXL2020XLdhXLgfccYgfde 12.9 21

74 IntraperitonealLdiseaseLdisseminationLpatternsLareLassociatedLwithLresidualLdiseaseXLextentLofL
surgeryXLandLmolecularLsubtypesLinLadvancedLovarianLcancerZLGynecologicfOncologyXL2017XLcfiXLgbeYgbj 4.9 19

73 InheritedLvariantsLinLregulatoryLTLcellLgenesLandLoutcomeLofLovarianLcancerZLPLoSfONEXL2013XLjXLegekbe 3.7 19

72 yermlineLpolymorphismsLinLanLenhancerLofLPSIPcLareLassociatedLwithLprogressionYfreeLsurvivalLinL
epithelialLovarianLcancerZLOncotargetXL2016XLiXLhegeYhj 3.3 19

71 wnrichmentLofLputativeLPsXjLtargetLgenesLatLserousLepithelialLovarianLcancerLsusceptibilityLlociZL
BritishfJournalfoffCancerXL2017XLcchXLgdfYgeg 8.7 18

70 uigaretteLsmokingLisLassociatedLwithLadverseLsurvivalLamongLwomenLwithLovarianLcancerlLResultsL
fromLaLpooledLanalysisLofLckLstudiesZLInternationalfJournalfoffCancerXL2017XLcfbXLdfddYdfeg 7.5 18
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69 wpithelialYMesenchymalLTransitionLTwMTULyeneLVariantsLandLwpithelialLOvarianLuancerLTwOuULRiskZL
GeneticfEpidemiologyXL2015XLekXLhjkYki 2.6 18

68 uomprehensiveLurossYPopulationLsnalysisLofLzighYyradeLSerousLOvarianLuancerLSupportsLNoLMoreL
ThanLThreeLSubtypesZLG3:fGenestfGenomestfGeneticsXL2016XLhXLfbkiYfcbe 3.2 18

67 sssessingLtheLgeneticLarchitectureLofLepithelialLovarianLcancerLhistologicalLsubtypesZLHumanf
GeneticsXL2016XLcegXLifcYgh 6.3 18

66 yoingLtoLextremeslLdeterminantsLofLextraordinaryLresponseLandLsurvivalLinLpatientsLwithLcancerZL
NaturefReviewsfCancerXL2019XLckXLeekYefj 31.3 17

65 vrugLdiscoveryLusingLclinicalLoutcomeYbasedLuonnectivityLMappinglLapplicationLtoLovarianLcancerZL
BMCfGenomicsXL2016XLciXLjcc 4.5 17

64 sLuommonLVariantLatLtheLcfqedLwndometrialLuancerLRiskLLocusLsctivatesLsKTcLthroughLYYcL
tindingZLAmericanfJournalfoffHumanfGeneticsXL2016XLkjXLccgkYcchk 11 17

63 TheLassociationLbetweenLsocioeconomicLstatusLandLtumourLstageLatLdiagnosisLofLovarianLcancerlLsL
pooledLanalysisLofLcjLcaseYcontrolLstudiesZLCancerfEpidemiologyXL2016XLfcXLicYk 2.8 17

62 uharacterizationLofLfusionLgenesLinLcommonLandLrareLepithelialLovarianLcancerLhistologicLsubtypesZL
OncotargetXL2017XLjXLfhjkcYfhjkk 3.3 17

61 yenomeYwideLassociationLstudiesLidentifyLsusceptibilityLlociLforLepithelialLovarianLcancerLinLeastL
ssianLwomenZLGynecologicfOncologyXL2019XLcgeXLefeYegg 4.9 16

60 ulinicalLandLpathologicalLassociationsLofLPTwNLexpressionLinLovarianLcancerlLaLmulticentreLstudyL
fromLtheLOvarianLTumourLTissueLsnalysisLuonsortiumZLBritishfJournalfoffCancerXL2020XLcdeXLikeYjbd 8.7 16

59 uommonLyeneticLVariationLInLuellularLTransportLyenesLandLwpithelialLOvarianLuancerLTwOuULRiskZL
PLoSfONEXL2015XLcbXLebcdjcbh 3.7 15

58 yenomeYWideLStudyLofLResponseLtoLPlatinumXLTaxaneXLandLuombinationLTherapyLinLOvarianLuancerlL
InLvitroLPhenotypesXLInheritedLVariationXLandLviseaseLRecurrenceZLFrontiersfinfGeneticsXL2016XLiXLei 4.5 15

57 MyvjjLandLTLRfLwxpressionLinLwpithelialLOvarianLuancerZLMayofClinicfProceedingsXL2018XLkeXLebiYedb 6.4 14

56 tevacizumabLandLimprovementLofLprogressionYfreeLsurvivalLTPxSULforLpatientsLwithLtheL
mesenchymalLmolecularLsubtypeLofLovarianLcancerZZLJournalfoffClinicalfOncologyXL2014XLedXLggbkYggbk 2.2 14

55 SerineLproteaseLinhibitorLKazalLtypeLcLTSPINKcULdrivesLproliferationLandLanoikisLresistanceLinLaL
subsetLofLovarianLcancersZLOncotargetXL2015XLhXLegieiYgf 3.3 14

54 PredictorsLofLpretreatmentLuscdgLatLovarianLcancerLdiagnosislLaLpooledLanalysisLinLtheLOvarianL
uancerLsssociationLuonsortiumZLCancerfCausesfandfControlXL2017XLdjXLfgkYfhj 2.8 13

53 NoLassociationLbetweenLaLcandidateLTuxiLdLvariantLandLriskLofLbreastLorLovarianLcancerZLBMCf
CancerXL2009XLkXLecd 4.8 13

52 MendelianLrandomizationLanalysesLsuggestLaLroleLforLcholesterolLinLtheLdevelopmentLofL
endometrialLcancerZLInternationalfJournalfoffCancerXL2021XLcfjXLebiYeck 7.5 13
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51 sssessmentLofLpublishedLmodelsLandLprognosticLvariablesLinLepithelialLovarianLcancerLatLMayoL
ulinicZLGynecologicfOncologyXL2015XLceiXLiiYjg 4.9 12

50 wvaluatingLtheLovarianLcancerLgonadotropinLhypothesislLaLcandidateLgeneLstudyZLGynecologicf
OncologyXL2015XLcehXLgfdYj 4.9 12

49 MediationLanalysisLofLalcoholLconsumptionXLvNsLmethylationXLandLepithelialLovarianLcancerZLJournalf
offHumanfGeneticsXL2018XLheXLeekYefj 4.3 12

48 sssessmentLandLimplicationsLofLlinkageLdisequilibriumLinLgenomeYwideLsingleYnucleotideL
polymorphismLandLmicrosatelliteLpanelsZLGeneticfEpidemiologyXL2005XLdkLSupplLcXLSidYh 2.6 12

47 tRuscLPromoterLMethylationLandLulinicalLOutcomesLinLOvarianLuancerlLsnLIndividualLPatientLvataL
MetaYsnalysisZLJournalfoffthefNationalfCancerfInstituteXL2020XLccdXLcckbYcdbe 9.7 12

46 PopulationYbasedLtargetedLsequencingLofLgfLcandidateLgenesLidentifiesLasLaLsusceptibilityLgeneLforL
highYgradeLserousLovarianLcancerZLJournalfoffMedicalfGeneticsXL2021XLgjXLebgYece 5.8 12

45 InheritedLvariantsLaffectingLRNsLeditingLmayLcontributeLtoLovarianLcancerLsusceptibilitylLresultsL
fromLaLlargeYscaleLcollaborationZLOncotargetXL2016XLiXLidejcYidekf 3.3 11

44 MolecularLsignaturesLofLXLchromosomeLinactivationLandLassociationsLwithLclinicalLoutcomesLinL
epithelialLovarianLcancerZLHumanfMolecularfGeneticsXL2019XLdjXLceecYcefd 5.6 11

43 sLcomprehensiveLgeneYenvironmentLinteractionLanalysisLinLOvarianLuancerLusingLgenomeYwideL
significantLcommonLvariantsZLInternationalfJournalfoffCancerXL2019XLcffXLdckdYddbg 7.5 11

42 sdultLheightLisLassociatedLwithLincreasedLriskLofLovarianLcancerlLaLMendelianLrandomisationLstudyZL
BritishfJournalfoffCancerXL2018XLccjXLccdeYccdk 8.7 10

41 IntraYyeneLvNsLMethylationLVariabilityLIsLaLulinicallyLIndependentLPrognosticLMarkerLinLWomenSsL
uancersZLPLoSfONEXL2015XLcbXLebcfecij 3.7 10

40
κointLexposureLtoLsmokingXLexcessiveLweightXLandLphysicalLinactivityLandLsurvivalLofLovarianLcancerL
patientsXLevidenceLfromLtheLOvarianLuancerLsssociationLuonsortiumZLCancerfCausesfandfControlXL
2019XLebXLgeiYgfi

2.8 9

39 VariantsLinLgenesLencodingLsmallLyTPasesLandLassociationLwithLepithelialLovarianLcancerL
susceptibilityZLPLoSfONEXL2018XLceXLebckighc 3.7 9

38 wxomeLgenotypingLarraysLtoLidentifyLrareLandLlowLfrequencyLvariantsLassociatedLwithLepithelialL
ovarianLcancerLriskZLHumanfMolecularfGeneticsXL2016XLdgXLehbbYehcd 5.6 9

37 TestingLMediationLwffectsLinLzighYvimensionalLwpigeneticLStudiesZLFrontiersfinfGeneticsXL2019XLcbXLcckg 4.5 9

36 TranscriptomicLuharacterizationLofLwndometrioidXLulearLuellXLandLzighYyradeLSerousLwpithelialL
OvarianLuarcinomaZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2018XLdiXLccbcYccbk 4 9

35 yenomeYwideLsnalysisLofLuommonLuopyLNumberLVariationLandLwpithelialLOvarianLuancerLRiskZL
CancerfEpidemiologyfBiomarkersfandfPreventionXL2019XLdjXLccciYccdh 4 8

34
sssessmentLofLMultifactorLyeneYwnvironmentLInteractionsLandLOvarianLuancerLRisklLuandidateL
yenesXLObesityXLandLzormoneYRelatedLRiskLxactorsZLCancerfEpidemiologyfBiomarkersfandfPreventionXL
2016XLdgXLijbYkb

4 8

(2016-2015)
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33 zistoryLofLuomorbiditiesLandLSurvivalLofLOvarianLuancerLPatientsXLResultsLfromLtheLOvarianLuancerL
sssociationLuonsortiumZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2017XLdhXLcfibYcfie 4 8

32 yeneticLVariantsLinLwpigeneticLPathwaysLandLRisksLofLMultipleLuancersLinLtheLysMwYONL
uonsortiumZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2017XLdhXLjchYjdg 4 7

31 RobustLTestsLforLsdditiveLyeneYwnvironmentLInteractionLinLuaseYuontrolLStudiesLUsingL
yeneYwnvironmentLIndependenceZLAmericanfJournalfoffEpidemiologyXL2018XLcjiXLehhYeii 3.8 7

30 snLintegrativeLapproachLtoLassessLXYchromosomeLinactivationLusingLalleleYspecificLexpressionLwithL
applicationsLtoLepithelialLovarianLcancerZLGeneticfEpidemiologyXL2017XLfcXLjkjYkcf 2.6 7

29 PriorLoralLcontraceptiveLuseLinLovarianLcancerLpatientslLassessingLassociationsLwithLoverallLandL
progressionYfreeLsurvivalZLBMCfCancerXL2015XLcgXLicc 4.8 7

28 sLtargetedLgeneticLassociationLstudyLofLepithelialLovarianLcancerLsusceptibilityZLOncotargetXL2016XLiXLiejcYk3.3 7

27 InvestigationLofLwxomicLVariantsLsssociatedLwithLOverallLSurvivalLinLOvarianLuancerZLCancerf
EpidemiologyfBiomarkersfandfPreventionXL2016XLdgXLffhYgf 4 6

26
yeneticLvariationLinLtheLimmunosuppressionLpathwayLgenesLandLbreastLcancerLsusceptibilitylLaL
pooledLanalysisLofLfdXgcbLcasesLandLfbXgiiLcontrolsLfromLtheLtreastLuancerLsssociationL
uonsortiumZLHumanfGeneticsXL2016XLcegXLceiYgf

6.3 6

25 yermlineLmiRNsLvNsLvariantsLandLtheLriskLofLcolorectalLcancerLbyLsubtypeZLGenesfChromosomesfandf
CancerXL2017XLghXLciiYcjf 5 6

24 RefinedLcutYoffLforLTPgeLimmunohistochemistryLimprovesLpredictionLofLTPgeLmutationLstatusLinL
ovarianLmucinousLtumorslLimplicationsLforLoutcomeLanalysesZLModernfPathologyXL2021XLefXLckfYdbh 9.8 6

23 MenopausalLhormoneLtherapyLpriorLtoLtheLdiagnosisLofLovarianLcancerLisLassociatedLwithLimprovedL
survivalZLGynecologicfOncologyXL2020XLcgjXLibdYibk 4.9 5

22
wxpressionLsignatureLdistinguishingLtwoLtumourLtranscriptomeLclassesLassociatedLwithL
progressionYfreeLsurvivalLamongLrareLhistologicalLtypesLofLepithelialLovarianLcancerZLBritishfJournalf
offCancerXL2016XLccfXLcfcdYdb

8.7 5

21 TheLsssociationLofLPeripheralLtloodLRegulatoryLTYuellLuoncentrationsLWithLwpithelialLOvarianL
uancerlLsLtriefLReportZLInternationalfJournalfoffGynecologicalfCancerXL2017XLdiXLccYch 3.5 5
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