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n Paper IF Citations

258 yunctionalLorganizationLofLtheLyeastLproteomeLbyLsystematicLanalysisLofLproteinLcomplexesaLNatureXL
2002XLgdhXLdgdYj 50.4 4018

257 ProteomeLsurveyLrevealsLmodularityLofLtheLyeastLcellLmachineryaLNatureXL2006XLggcXLifdYi 50.4 2096

256 MassYspectrometryYbasedLdraftLofLtheLhumanLproteomeaLNatureXL2014XLhclXLhkeYj 50.4 1332

255 QuantitativeLmassLspectrometryLinLproteomicsmLaLcriticalLreviewaLAnalyticalgandgBioanalyticalg
ChemistryXL2007XLfklXLdcdjYfd 4.4 1252

254 QuantitativeLchemicalLproteomicsLrevealsLmechanismsLofLactionLofLclinicalLtuLLkinaseLinhibitorsaL
NaturegBiotechnologyXL2007XLehXLdcfhYgg 44.5 864

253 tLphysicalLandLfunctionalLmapLofLtheLhumanLTNyYalphabNyYkappaLuLsignalLtransductionLpathwayaL
NaturegCellgBiologyXL2004XLiXLljYdch 23.4 847

252 QuantitativeLmassLspectrometryLinLproteomicsmLcriticalLreviewLupdateLfromLeccjLtoLtheLpresentaL
AnalyticalgandgBioanalyticalgChemistryXL2012XLgcgXLlflYih 4.4 585

251 vomputationalLpredictionLofLproteotypicLpeptidesLforLquantitativeLproteomicsaLNatureg
BiotechnologyXL2007XLehXLdehYfd 44.5 582

250 TrackingLcancerLdrugsLinLlivingLcellsLbyLthermalLprofilingLofLtheLproteomeaLScienceXL2014XLfgiXLdehhjkg 33.3 526

249 vellYcycleYregulatedLassociationLofLRtwhcbMRxddbNuSdLwithLTRyeLandLhumanLtelomeresaLNatureg
GeneticsXL2000XLehXLfgjYhe 36.3 509

248 xLMLservermLtLnewLresourceLforLinvestigatingLshortLfunctionalLsitesLinLmodularLeukaryoticLproteinsaL
NucleicgAcidsgResearchXL2003XLfdXLfiehYfc 20.1 491

247 lcSLpreYribosomesLincludeLtheLfhSLpreYrRNtXLtheLUfLsnoRNPXLandLgcSLsubunitLprocessingLfactorsL
butLpredominantlyLlackLicSLsynthesisLfactorsaLMoleculargCellXL2002XLdcXLdchYdh 17.6 395

246 –ighYfatLdietLaltersLgutLmicrobiotaLphysiologyLinLmiceaLISMEgJournalXL2014XLkXLelhYfck 11.9 393

245 TheLtargetLlandscapeLofLclinicalLkinaseLdrugsaLScienceXL2017XLfhkXL 33.3 389

244
SequencingLofLNYlinkedLoligosaccharidesLdirectlyLfromLproteinLgelsmLinYgelLdeglycosylationLfollowedL
byLmatrixYassistedLlaserLdesorptionbionizationLmassLspectrometryLandLnormalYphaseL
highYperformanceLliquidLchromatographyaLAnalyticalgBiochemistryXL1997XLehcXLkeYdcd

3.1 350

243 ProteomicsmLaLpragmaticLperspectiveaLNaturegBiotechnologyXL2010XLekXLilhYjcl 44.5 325

242 xRvvdbXPyLremovesLtheLfSLoverhangLfromLuncappedLtelomeresLandLrepressesLformationLofL
telomericLwNtYcontainingLdoubleLminuteLchromosomesaLMoleculargCellXL2003XLdeXLdgklYlk 17.6 319
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241 ScoringLproteomesLwithLproteotypicLpeptideLprobesaLNaturegReviewsgMoleculargCellgBiologyXL2005XLiXLhjjYkf48.7 310

240 RequirementLofLtTMYdependentLmonoubiquitylationLofLhistoneL–euLforLtimelyLrepairLofLwNtL
doubleYstrandLbreaksaLMoleculargCellXL2011XLgdXLhelYge 17.6 288

239 wetectionLofLtyrosineLphosphorylatedLpeptidesLbyLprecursorLionLscanningLquadrupoleLTOyLmassL
spectrometryLinLpositiveLionLmodeaLAnalyticalgChemistryXL2001XLjfXLdggcYk 7.8 286

238 PhosphoaxLMmLaLdatabaseLofLexperimentallyLverifiedLphosphorylationLsitesLinLeukaryoticLproteinsaL
BMCgBioinformaticsXL2004XLhXLjl 3.6 282

237 PrositmLproteomeYwideLpredictionLofLpeptideLtandemLmassLspectraLbyLdeepLlearningaLNatureg
MethodsXL2019XLdiXLhclYhdk 21.6 242

236 tLdeepLproteomeLandLtranscriptomeLabundanceLatlasLofLelLhealthyLhumanLtissuesaLMolecularg
SystemsgBiologyXL2019XLdhXLekhcf 12.2 235

235 zlobalLproteomeLanalysisLofLtheLNv YicLcellLlineLpanelaLCellgReportsXL2013XLgXLiclYec 10.6 225

234 vonfidentLphosphorylationLsiteLlocalizationLusingLtheLMascotLweltaLScoreaLMoleculargandgCellularg
ProteomicsXL2011XLdcXLMddcaccfkfc 7.6 225

233 αLxffluxY ndependentLNLRPfL nflammasomeLtctivationLbyLSmallLMoleculesLTargetingLMitochondriaaL
ImmunityXL2016XLghXLjidYjjf 32.3 219

232 tLproteomeYwideLapproachLidentifiesLsumoylatedLsubstrateLproteinsLinLyeastaLJournalgofgBiologicalg
ChemistryXL2004XLejlXLgdfgiYhd 5.4 218

231 tLScalableLtpproachLforLProteinLyalseLwiscoveryLRateLxstimationLinLLargeLProteomicLwataLSetsaL
MoleculargandgCellulargProteomicsXL2015XLdgXLeflgYgcg 7.6 210

230 RobustLandLsensitiveLiTRtQLquantificationLonLanLLTQLOrbitrapLmassLspectrometeraLMoleculargandg
CellulargProteomicsXL2008XLjXLdjceYdf 7.6 208

229 ProfilingLcoreLproteomesLofLhumanLcellLlinesLbyLoneYdimensionalLPtzxLandLliquidL
chromatographyYtandemLmassLspectrometryaLMoleculargandgCellulargProteomicsXL2003XLeXLdeljYfch 7.6 196

228 vompositionLofLNYlinkedLcarbohydratesLfromLovalbuminLandLcoYpurifiedLglycoproteinsaLJournalgofg
thegAmericangSocietygforgMassgSpectrometryXL2000XLddXLhigYjd 3.5 194

227 wimensionLreductionLtechniquesLforLtheLintegrativeLanalysisLofLmultiYomicsLdataaLBriefingsging
BioinformaticsXL2016XLdjXLiekYgd 13.4 192

226 xnterococcusLfaecalisLmetalloproteaseLcompromisesLepithelialLbarrierLandLcontributesLtoLintestinalL
inflammationaLGastroenterologyXL2011XLdgdXLlhlYjd 13.3 186

225 MeasuringLandLmanagingLratioLcompressionLforLaccurateLiTRtQbTMTLquantificationaLJournalgofg
ProteomegResearchXL2013XLdeXLfhkiYlk 5.6 177

224 tLtransmembraneLtightLjunctionLproteinLselectivelyLexpressedLonLendothelialLcellsLandLplateletsaL
JournalgofgBiologicalgChemistryXL2002XLejjXLdielgYfcf 5.4 172

(2002-2005)
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223 wMSOLenhancesLelectrosprayLresponseXLboostingLsensitivityLofLproteomicLexperimentsaLNatureg
MethodsXL2013XLdcXLlklYld 21.6 170

222 TyrosineLphosphorylationLmappingLofLtheLepidermalLgrowthLfactorLreceptorLsignalingLpathwayaL
JournalgofgBiologicalgChemistryXL2002XLejjXLdcfdYl 5.4 165

221 tLmultivariateLapproachLtoLtheLintegrationLofLmultiYomicsLdatasetsaLBMCgBioinformaticsXL2014XLdhXLdie 3.6 161

220 tffinityLpurificationYmassLspectrometryaLPowerfulLtoolsLforLtheLcharacterizationLofLproteinL
complexesaLFEBSgJournalXL2003XLejcXLhjcYk 159

219 yunctionalLanalysisLofLtheLhumanLvwvhLLcomplexLandLidentificationLofLitsLcomponentsLbyLmassL
spectrometryaLEMBOgJournalXL2000XLdlXLihilYkd 13 158

218 MultilevelLproteomicsLrevealsLhostLperturbationsLbyLStRSYvoVYeLandLStRSYvoVaLNatureXL2021XLhlgXLegiYehe50.4 150

217 LactocepinLsecretedLbyLLactobacillusLexertsLantiYinflammatoryLeffectsLbyLselectivelyLdegradingL
proinflammatoryLchemokinesaLCellgHostgandgMicrobeXL2012XLddXLfkjYli 23.4 149

216 vomprehensiveLproteomicLanalysisLofLhumanLParLproteinLcomplexesLrevealsLanLinterconnectedL
proteinLnetworkaLJournalgofgBiologicalgChemistryXL2004XLejlXLdekcgYdd 5.4 149

215 tuxinLeffluxLbyLP NYyORMxwLproteinsLisLactivatedLbyLtwoLdifferentLproteinLkinasesXLwiLPROTx NL
α NtSxLandLP NO waLELifeXL2014XLfXL 8.9 146

214 dkOYlabelingLofLNYglycosylationLsitesLtoLimproveLtheLidentificationLofLgelYseparatedLglycoproteinsL
usingLpeptideLmassLmappingLandLdatabaseLsearchingaLAnalyticalgChemistryXL1999XLjdXLdgfdYgc 7.8 145

213 MassYspectrometryYbasedLdraftLofLtheLtrabidopsisLproteomeaLNatureXL2020XLhjlXLgclYgdg 50.4 144

212 SorafenibLpromotesLgraftYversusYleukemiaLactivityLinLmiceLandLhumansLthroughL LYdhLproductionLinL
yLTfY TwYmutantLleukemiaLcellsaLNaturegMedicineXL2018XLegXLekeYeld 50.5 144

211 TheL nflammasomeLwrivesLzSwMwY ndependentLSecondaryLPyroptosisLandL LYdLReleaseLinLtheL
tbsenceLofLvaspaseYdLProteaseLtctivityaLCellgReportsXL2017XLedXLfkgiYfkhl 10.6 140

210 –umanLProteinpediaLenablesLsharingLofLhumanLproteinLdataaLNaturegBiotechnologyXL2008XLeiXLdigYj 44.5 138

209 OligosaccharideLsequencingLtechnologyaLNatureXL1997XLfkkXLechYj 50.4 134

208 tLlargeLsyntheticLpeptideLandLphosphopeptideLreferenceLlibraryLforLmassLspectrometryYbasedL
proteomicsaLNaturegBiotechnologyXL2013XLfdXLhhjYig 44.5 132

207 QuadrupoleLtimeYofYflightLversusLtripleYquadrupoleLmassLspectrometryLforLtheLdeterminationLofL
phosphopeptidesLbyLprecursorLionLscanningaLJournalgofgMassgSpectrometryXL2001XLfiXLjkeYlc 2.2 127

206 uuildingLProteomeToolsLbasedLonLaLcompleteLsyntheticLhumanLproteomeaLNaturegMethodsXL2017XL
dgXLehlYeie 21.6 126
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205 MassLspectrometryYbasedLproteomicsLinLpreclinicalLdrugLdiscoveryaLChemistrygandgBiologyXL2012XLdlXLjeYkg 125

204 ProteomeLwideLpurificationLandLidentificationLofLOYzlcNtcYmodifiedLproteinsLusingLclickLchemistryL
andLmassLspectrometryaLJournalgofgProteomegResearchXL2013XLdeXLlejYfi 5.6 123

203 tLpublicYprivateLpartnershipLtoLunlockLtheLuntargetedLkinomeaLNaturegChemicalgBiologyXL2013XLlXLfYi 11.7 119

202 vlecdeaLisLanLinhibitoryLreceptorLforLuricLacidLcrystalsLthatLregulatesLinflammationLinLresponseLtoL
cellLdeathaLImmunityXL2014XLgcXLfklYll 32.3 116

201 MassLspectrometryLallowsLdirectLidentificationLofLproteinsLinLlargeLgenomesaLProteomicsXL2001XLdXLigdYhc4.8 115

200 ProteomicswuaLNucleicgAcidsgResearchXL2018XLgiXLwdejdYwdekd 20.1 113

199 UnconventionalLtetheringLofLUlpdLtoLtheLtransportLchannelLofLtheLnuclearLporeLcomplexLbyL
karyopherinsaLNaturegCellgBiologyXL2003XLhXLedYj 23.4 112

198  mmunomodulatoryLdrugsLdisruptLtheLcereblonYvwdgjYMvTdLaxisLtoLexertLantitumorLactivityLandL
teratogenicityaLNaturegMedicineXL2016XLeeXLjfhYgf 50.5 110

197 TransgenicLmouseLproteomicsLidentifiesLnewLdgYfYfYassociatedLproteinsLinvolvedLinLcytoskeletalL
rearrangementsLandLcellLsignalingaLMoleculargandgCellulargProteomicsXL2006XLhXLeeddYej 7.6 110

196 TMTLLabelingLforLtheLMassesmLtLRobustLandLvostYefficientXL nYsolutionLLabelingLtpproachaLMolecularg
andgCellulargProteomicsXL2019XLdkXLdgikYdgjk 7.6 106

195 RobustXLreproducibleLandLquantitativeLanalysisLofLthousandsLofLproteomesLbyLmicroYflowL
LvYMSbMSaLNaturegCommunicationsXL2020XLddXLdhj 17.4 105

194 varbonylYreactiveLtandemLmassLtagsLforLtheLproteomeYwideLquantificationLofLNYlinkedLglycansaL
AnalyticalgChemistryXL2012XLkgXLfjdiYeg 7.8 100

193 TheLgutLmicrobiotaLpromotesLhepaticLfattyLacidLdesaturationLandLelongationLinLmiceaLNatureg
CommunicationsXL2018XLlXLfjic 17.4 97

192 weLnovoLdiscoveryLofLphenotypicLintratumourLheterogeneityLusingLimagingLmassLspectrometryaL
JournalgofgPathologyXL2015XLefhXLfYdf 9.4 95

191  dentifyingLproteinsLandLpostYtranslationalLmodificationsLbyLmassLspectrometryaLCurrentgOpinionging
StructuralgBiologyXL1998XLkXLflfYgcc 8.1 95

190 zlycosylationLanalysisLofLgelYseparatedLproteinsaLProteomicsXL2001XLdXLfhcYid 4.8 92

189 zlycosylationLofLnaturalLhumanLneutrophilLgelatinaseLuLandLneutrophilLgelatinaseLuYassociatedL
lipocalinaLBiochemistryXL1999XLfkXLdflfjYhc 3.2 92

188 vomprehensiveLandLreproducibleLphosphopeptideLenrichmentLusingLironLimmobilizedLmetalLionL
affinityLchromatographyLTyeY MtvULcolumnsaLMoleculargandgCellulargProteomicsXL2015XLdgXLechYdh 7.6 88

(2015-2012)
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187 MtLw LimagingLmassLspectrometryLrevealsLvOXjteXLTtzLNeLandLSdccYtdcLasLnovelLprognosticL
markersLinLuarrettSsLadenocarcinomaaLJournalgofgProteomicsXL2012XLjhXLgilfYjcg 3.9 83

186 tLnewLvariantLofLtheLgammaLsubunitLofLrenalLNaXαYtTPaseaL dentificationLbyLmassLspectrometryXL
antibodyLbindingXLandLexpressionLinLculturedLcellsaLJournalgofgBiologicalgChemistryXL2000XLejhXLdkggdYi 5.4 79

185
vomparisonLofLfragmentationLmodesLforLtheLstructuralLdeterminationLofLcomplexLoligosaccharidesL
ionizedLbyLmatrixYassistedLlaserLdesorptionbionizationLmassLspectrometryaLRapidgCommunicationsging
MassgSpectrometryXL1995XLlXLdhhiYid

2.2 79

184 PlantLcytokinesisLisLorchestratedLbyLtheLsequentialLactionLofLtheLTRtPP  LandLexocystLtetheringL
complexesaLDevelopmentalgCellXL2014XLelXLicjYiec 10.2 76

183 OptimizedLchemicalLproteomicsLassayLforLkinaseLinhibitorLprofilingaLJournalgofgProteomegResearchXL
2015XLdgXLdhjgYki 5.6 76

182  onLmobilityLtandemLmassLspectrometryLenhancesLperformanceLofLbottomYupLproteomicsaL
MoleculargandgCellulargProteomicsXL2014XLdfXLfjclYdh 7.6 76

181 SystematicLidentificationLofLtheL–SPlcLcandidateLregulatedLproteomeaLMoleculargandgCellularg
ProteomicsXL2012XLddXLMdddacdiijh 7.6 72

180 ProteomicswumLaLmultiYomicsLandLmultiYorganismLresourceLforLlifeLscienceLresearchaLNucleicgAcidsg
ResearchXL2020XLgkXLwddhfYwddif 20.1 67

179
RapidLapproachLforLsequencingLneutralLoligosaccharidesLbyLexoglycosidaseLdigestionLandL
matrixYassistedLlaserLdesorptionbionizationLtimeYofYflightLmassLspectrometryaLJournalgofgMassg
SpectrometryXL1996XLfdXLddfdYgc

2.2 66

178 vomprehensiveLidentificationLofLproteinsLfromLMtLw LimagingaLMoleculargandgCellulargProteomicsXL
2013XLdeXLelcdYdc 7.6 64

177 vlinicalLresponseLtoLchemotherapyLinLoesophagealLadenocarcinomaLpatientsLisLlinkedLtoLdefectsLinL
mitochondriaaLJournalgofgPathologyXL2013XLefcXLgdcYl 9.4 62

176 LapatinibLResistanceLinLureastLvancerLvellsL sLtccompaniedLbyLPhosphorylationYMediatedL
ReprogrammingLofLzlycolysisaLCancergResearchXL2017XLjjXLdkgeYdkhf 10.1 60

175 SvyybxolLandLvαeLdirectLtheLcellularLresponseLtoLgrowthLfactorLwithdrawalLviaLTelebTtidL
degradationLandLpromoteLsurvivalLinLmultipleLmyelomaaLNaturegCellgBiologyXL2013XLdhXLjeYkd 23.4 60

174 TheLemergingLlandscapeLofLsingleYmoleculeLproteinLsequencingLtechnologiesaLNaturegMethodsXL
2021XLdkXLicgYidj 21.6 60

173 PeptideLLevelLTurnoverLMeasurementsLxnableLtheLStudyLofLProteoformLwynamicsaLMoleculargandg
CellulargProteomicsXL2018XLdjXLljgYlle 7.6 59

172 vhemicalLProteomicsLRevealsLyerrochelataseLasLaLvommonLOffYtargetLofLαinaseL nhibitorsaLACSg
ChemicalgBiologyXL2016XLddXLdeghYhg 4.9 58

171 QuantitativeLchemicalLproteomicsLrevealsLnewLpotentialLdrugLtargetsLinLheadLandLneckLcanceraL
MoleculargandgCellulargProteomicsXL2011XLdcXLMdddacddifh 7.6 57

170 tLbeadYbasedLwesternLforLhighYthroughputLcellularLsignalLtransductionLanalysesaLNatureg
CommunicationsXL2016XLjXLdekhe 17.4 56
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169
StructuralLdeterminationLofLNYlinkedLcarbohydratesLbyLmatrixYassistedLlaserL
desorptionbionizationYmassLspectrometryLfollowingLenzymaticLreleaseLwithinLsodiumLdodecylL
sulphateYpolyacrylamideLelectrophoresisLgelsmLapplicationLtoLspeciesYspecificLglycosylationLofL
alphadYacidLglycoproteinaLElectrophoresisXL1998XLdlXLdlhcYl

3.6 56

168 Y–eterocyclicLcarbenesLonLcloseYpackedLcoinageLmetalLsurfacesmLbisYcarbeneLmetalLadatomLbondingL
schemeLofLmonolayerLfilmsLonLtuXLtgLandLvuaLChemicalgScienceXL2017XLkXLkfcdYkfck 9.4 55

167 MeltomeLatlasYthermalLproteomeLstabilityLacrossLtheLtreeLofLlifeaLNaturegMethodsXL2020XLdjXLglhYhcf 21.6 53

166 PhosphotyrosineLmediatedLproteinLinteractionsLofLtheLdiscoidinLdomainLreceptorLdaLJournalgofg
ProteomicsXL2012XLjhXLfgihYjj 3.9 53

165 wataXLReagentsXLtssaysLandLMeritsLofLProteomicsLforLStRSYvoVYeLResearchLandLTestingaLMolecularg
andgCellulargProteomicsXL2020XLdlXLdhcfYdhee 7.6 52

164 yemtomolLsensitivityLpostYdigestLTdkUOLlabelingLforLrelativeLquantificationLofLdifferentialLproteinL
complexLcompositionaLRapidgCommunicationsgingMassgSpectrometryXL2004XLdkXLkilYji 2.2 52

163 MiningLtheL–umanLTissueLProteomeLforLProteinLvitrullinationaLMoleculargandgCellulargProteomicsXL
2018XLdjXLdfjkYdfld 7.6 51

162 zasâ��liquidLmassLtransferLinLrotatingLsolidLfoamLreactorsaLChemicalgEngineeringgScienceXL2010XLihXLgjeYgjl 4.4 51

161 wefiningLtheLcarrierLproteomeLlimitLforLsingleYcellLproteomicsaLNaturegMethodsXL2021XLdkXLjiYkf 21.6 51

160 zeneratingLhighLqualityLlibrariesLforLw tLMSLwithLempiricallyLcorrectedLpeptideLpredictionsaLNatureg
CommunicationsXL2020XLddXLdhgk 17.4 50

159 movlustermL dentifyingLßointLPatternsLtcrossLMultipleLOmicsLwataLSetsaLJournalgofgProteomeg
ResearchXL2016XLdhXLjhhYih 5.6 48

158 wiscoveryLofLOYzlcNtcYmodifiedLproteinsLinLpublishedLlargeYscaleLproteomeLdataaLMoleculargandg
CellulargProteomicsXL2012XLddXLkgfYhc 7.6 48

157
ProteomeToolsmLSystematicLvharacterizationLofLedLPostYtranslationalLProteinLModificationsLbyL
LiquidLvhromatographyLTandemLMassLSpectrometryLTLvYMSbMSULUsingLSyntheticLPeptidesaL
MoleculargandgCellulargProteomicsXL2018XLdjXLdkhcYdkif

7.6 47

156 MtLw LimagingLmassLspectrometryLforLinLsituLproteomicLanalysisLofLpreneoplasticLlesionsLinL
pancreaticLcanceraLPLoSgONEXL2012XLjXLeflgeg 3.7 46

155 vomparingLimmobilizedLkinaseLinhibitorsLandLcovalentLtTPLprobesLforLproteomicLprofilingLofLkinaseL
expressionLandLdrugLselectivityaLJournalgofgProteomegResearchXL2013XLdeXLdjefYfd 5.6 44

154
S–fPeLisLanLubiquitinYbindingLproteinLthatLfunctionsLtogetherLwithLxSvRTY LandLtheL
deubiquitylatingLenzymeLtMS–faLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaXL2017XLddgXLxjdljYxjecg

11.5 44

153 OxidativeLstressLmodulatesLtheophyllineLeffectsLonLsteroidLresponsivenessaLBiochemicalgandg
BiophysicalgResearchgCommunicationsXL2008XLfjjXLjljYkce 3.4 44

152 tLsimpleLandLeffectiveLcleavableLlinkerLforLchemicalLproteomicsLapplicationsaLMoleculargandgCellularg
ProteomicsXL2013XLdeXLefjYgg 7.6 43

(2013-1998)
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151 MitoticLarrestLandLslippageLinducedLbyLpharmacologicalLinhibitionLofLPoloYlikeLkinaseLdaLMolecularg
OncologyXL2015XLlXLdgcYhg 7.9 41

150 OptimizedLPlkdLPuwL nhibitorsLuasedLonLPoloxinL nduceLMitoticLtrrestLandLtpoptosisLinLTumorL
vellsaLACSgChemicalgBiologyXL2015XLdcXLehjcYl 4.9 38

149
xffectLofLtheLreducingYterminalLsubstituentsLonLtheLhighLenergyLcollisionYinducedLdissociationL
matrixYassistedLlaserLdesorptionbionizationLmassLspectraLofLoligosaccharidesaLRapidgCommunicationsg
ingMassgSpectrometryXL1996XLdcXLdighYhd

2.2 38

148 wisruptionLofLtheLPRαvwYyuXOehY–tXYdLaxisLattenuatesLtheLapoptoticLresponseLandLdrivesL
lymphomagenesisaLNaturegMedicineXL2014XLecXLdgcdYl 50.5 36

147 RepurposingLhumanLkinaseLinhibitorsLtoLcreateLanLantibioticLactiveLagainstLdrugYresistantL
StaphylococcusLaureusXLpersistersLandLbiofilmsaLNaturegChemistryXL2020XLdeXLdghYdhk 17.6 36

146 vhemicalLProteomicsLUncoversLxP–teLasLaLMechanismLofLtcquiredLResistanceLtoLSmallLMoleculeL
xzyRLαinaseL nhibitionaLJournalgofgProteomegResearchXL2015XLdgXLeidjYeh 5.6 35

145 LabelYfreeLquantitativeLproteomeLanalysisLofLtheLsurfaceYboundLsalivaryLpellicleaLColloidsgandg
SurfacesgB:gBiointerfacesXL2017XLdheXLikYji 6 34

144 PROvtLmLtLSetLofLgcLPeptideLStandardsLforLRetentionLTimeL ndexingXLvolumnLPerformanceL
MonitoringXLandLvollisionLxnergyLvalibrationaLProteomicsXL2017XLdjXLdjcceif 4.8 34

143 PerspectivesLinLtheLglycosciencesYYmatrixYassistedLlaserLdesorptionbionizationLTMtLw ULmassL
spectrometryLofLcarbohydratesaLGlycoconjugategJournalXL1998XLdhXLfffYk 3 34

142 QuantificationLandLdiscoveryLofLsequenceLdeterminantsLofLproteinYperYmRNtLamountLin´ el´ humanL
tissuesaLMoleculargSystemsgBiologyXL2019XLdhXLekhdf 12.2 33

141 tLhydrodynamicallyLoptimizedLnanoYelectrosprayLionizationLsourceLandLvacuumLinterfaceaLAnalysttg
TheXL2014XLdflXLdkhiYij 5 33

140 PROTtvYmediatedLdegradationLrevealsLaLnonYcatalyticLfunctionLofLtURORtYtLkinaseaLNatureg
ChemicalgBiologyXL2020XLdiXLddjlYddkk 11.7 31

139 vhemicalLProteomicsLandLStructuralLuiologyLwefineLxP–teL nhibitionLbyLvlinicalLαinaseLwrugsaLACSg
ChemicalgBiologyXL2016XLddXLfgccYfgdd 4.9 29

138 PharmacoproteomicLcharacterisationLofLhumanLcolonLandLrectalLcanceraLMoleculargSystemsgBiologyXL
2017XLdfXLlhd 12.2 28

137 PROTxOyORMxRLeacmLyurtherLwevelopmentsLinLtheLRibosomeLProfilingYassistedLProteogenomicL
–untLforLNewLProteoformsaLMoleculargandgCellulargProteomicsXL2019XLdkXLSdeiYSdgc 7.6 27

136 xvaluationLofLαinaseLtctivityLProfilingLUsingLvhemicalLProteomicsaLACSgChemicalgBiologyXL2015XLdcXLejgfYhe4.9 27

135 vovalentLcrossYlinksLbetweenLtheLgammaLsubunitLTyXYweULandLalphaLandLbetaLsubunitsLofL
NaXαYtTPasemLmodelingLtheLalphaYgammaLinteractionaLJournalgofgBiologicalgChemistryXL2005XLekcXLdkeldYfcd5.4 27

134 –ighLp–LReversedYPhaseLMicroYvolumnsLforLSimpleXLSensitiveXLandLxfficientLyractionationLofL
ProteomeLandLTTMTLlabeledULPhosphoproteomeLwigestsaLMethodsgingMoleculargBiologyXL2017XLdhhcXLkfYlk1.4 26
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133 vhallengesLinLvlinicalLMetaproteomicsL–ighlightedLbyLtheLtnalysisLofLtcuteLLeukemiaLPatientsLwithL
zutLvolonizationLbyLMultidrugYResistantLxnterobacteriaceaeaLProteomesXL2019XLjXL 4.6 26

132 NovelLylpLpilusLbiogenesisYdependentLnaturalLtransformationaLFrontiersgingMicrobiologyXL2015XLiXLkg 5.7 26

131
voYimmunoprecipitationYbasedLidentificationLofLputativeLutXL N– u TORYdYinteractingLproteinsL
involvedLinLcellLdeathLregulationLandLplantYpowderyLmildewLinteractionsaLMoleculargPlantgPathologyXL
2013XLdgXLjldYkce

5.7 26

130 xxpandingLtheLUseLofLSpectralLLibrariesLinLProteomicsaLJournalgofgProteomegResearchXL2018XLdjXLgchdYgcic5.6 26

129 MolecularLmechanismsLbehindLtheLantimicrobialLactivityLofLhopLisoY˛–YacidsLinLLactobacillusLbrevisaL
FoodgMicrobiologyXL2015XLgiXLhhfYhif 6 25

128 TranslatomicsLcombinedLwithLtranscriptomicsLandLproteomicsLrevealsLnovelLfunctionalXLrecentlyL
evolvedLorphanLgenesLinLxscherichiaLcoliLOdhjm–jLTx–xvUaLBMCgGenomicsXL2016XLdjXLdff 4.5 25

127
ProteaseLsignalingLthroughLproteaseLactivatedLreceptorLdLmediateLnerveLactivationLbyLmucosalL
supernatantsLfromLirritableLbowelLsyndromeLbutLnotLfromLulcerativeLcolitisLpatientsaLPLoSgONEXL
2018XLdfXLecdlflgf

3.7 24

126 vharacterizationLofLaLchemicalLaffinityLprobeLtargetingLtktLkinasesaLJournalgofgProteomegResearchXL
2013XLdeXLfjleYkcc 5.6 24

125 SoftwareLtoolsLforLMSYbasedLquantitativeLproteomicsmLaLbriefLoverviewaLMethodsgingMolecularg
BiologyXL2012XLklfXLgklYll 1.4 24

124 ModelingLplasticityLandLdysplasiaLofLpancreaticLductalLorganoidsLderivedLfromLhumanLpluripotentL
stemLcellsaLCellgStemgCellXL2021XLekXLddchYddegaedl 18 23

123 tnnotationLofLtheLwomesticLPigLzenomeLbyLQuantitativeLProteogenomicsaLJournalgofgProteomeg
ResearchXL2017XLdiXLekkjYeklk 5.6 22

122 MOzStmL ntegrativeLSingleLSampleLzeneYsetLtnalysisLofLMultipleLOmicsLwataaLMoleculargandgCellularg
ProteomicsXL2019XLdkXLSdhfYSdik 7.6 22

121 ReducedLmitochondrialLmassLandLfunctionLaddLtoLageYrelatedLsusceptibilityLtowardLdietYinducedL
fattyLliverLinLvhjuLbißLmiceaLPhysiologicalgReportsXL2016XLgXLedelkk 2.6 22

120 TowardsLUnderstandingLMaleL nfertilityLtfterLSpinalLvordL njuryLUsingLQuantitativeLProteomicsaL
MoleculargandgCellulargProteomicsXL2016XLdhXLdgegYfg 7.6 22

119 PhosphorylationLsiteLlocalizationLinLpeptidesLbyLMtLw LMSbMSLandLtheLMascotLweltaLScoreaL
AnalyticalgandgBioanalyticalgChemistryXL2012XLgceXLeglYic 4.4 22

118 tLnovelLtwoYstageLtandemLmassLspectrometryLapproachLandLscoringLschemeLforLtheLidentificationL
ofLOYzlcNtcLmodifiedLpeptidesaLJournalgofgthegAmericangSocietygforgMassgSpectrometryXL2011XLeeXLlfdYge 3.5 22

117 wxNxwwYLtSxdLdeconjugatesLNxwwkLfromLnonYcullinLproteinLsubstratesLinLtrabidopsisLthalianaaL
PlantgCellXL2015XLejXLjgdYhf 11.6 21

116 vellLcycleYregulatedLPLx twxbttMtPihYfLlinksLmembraneLandLmicrotubuleLdynamicsLduringLplantL
cytokinesisaLPlantgJournalXL2016XLkkXLhfdYhgd 6.9 21

(2016-2019)
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115 TargetedLwiazotransferLReagentsLxnableLSelectiveLModificationLofLProteinsLwithLtzidesaL
BioconjugategChemistryXL2017XLekXLldfYldj 6.3 20

114 LocalizedL nhibitionLofLProteinLPhosphataseLdLbyLNUtαdLPromotesLSpliceosomeLtctivityLandL
RevealsLaLMYvYSensitiveLyeedbackLvontrolLofLTranscriptionaLMoleculargCellXL2020XLjjXLdfeeYdfflaedd 17.6 20

113 TrimodalLMixedLModeLvhromatographyLThatLxnablesLxfficientLOfflineLTwoYwimensionalLPeptideL
yractionationLforLProteomeLtnalysisaLAnalyticalgChemistryXL2017XLklXLkkkgYkkld 7.8 20

112 OligosaccharidesLofLrecombinantLmouseLgelatinaseLuLvariantsaLBiochimicagEtgBiophysicagActagug
GeneralgSubjectsXL1998XLdgehXLhkjYlk 4 20

111 TheLyormationLofLaLvamalexinLuiosyntheticLMetabolonaLPlantgCellXL2019XLfdXLeiljYejdc 11.6 19

110
uacterialLproductionLandLfunctionalLcharacterizationLofLtheLyabLfragmentLofLtheLmurineL
 gzdblambdaLmonoclonalLantibodyLcm–spjcadXLaLreagentLforLtumourLdiagnosticsaLProteing
EngineeringtgDesigngandgSelectionXL2010XLefXLdidYk

1.9 19

109  dentificationLofLoligosaccharidesLbyLmatrixYassistedLlaserLdesorptionLionizationLandLelectrosprayL
MSaLBiochemicalgSocietygTransactionsXL1996XLegXLlchYde 5.1 19

108 xffectLofLtstringentLStimuliLonLSalivaryLProteinL nteractionsLxlucidatedLbyLvomplementaryL
ProteomicsLtpproachesaLJournalgofgAgriculturalgandgFoodgChemistryXL2017XLihXLedgjYedhg 5.7 18

107 wiscoveryLofLOYzlcNtcYiYphosphateLmodifiedLproteinsLinLlargeYscaleLphosphoproteomicsLdataaL
MoleculargandgCellulargProteomicsXL2012XLddXLdcifYl 7.6 18

106 TheL MiwLtargetLvRuNLdeterminesL–SPlcLactivityLtowardLtransmembraneLproteinsLessentialLinL
multipleLmyelomaaLMoleculargCellXL2021XLkdXLddjcYddkiaedc 17.6 18

105 NewLaffinityLprobeLtargetingLVxzyLreceptorsLforLkinaseLinhibitorLselectivityLprofilingLbyLchemicalL
proteomicsaLJournalgofgProteomegResearchXL2014XLdfXLegghYhe 5.6 17

104 SemiYsupervisedLLearningLPredictsLtpproximatelyLOneLThirdLofLtheLtlternativeLSplicingL soformsLasL
yunctionalLProteinsaLCellgReportsXL2015XLdeXLdkfYl 10.6 17

103  nfectionYinducedLrapidLcellLdeathLinLplantsmLaLmeansLofLefficientLpathogenLdefenseaLCanadiang
JournalgofgBotanyXL1995XLjfXLgeiYgfg 17

102 wxNxwwYLtSxdLProteinLvountersLtutomodificationLofLNeddylatingLxnzymesLtoLMaintainLNxwwkL
ProteinL–omeostasisLinaLJournalgofgBiologicalgChemistryXL2017XLeleXLfkhgYfkih 5.4 16

101 OptimizedLxnrichmentLofLPhosphoproteomesLbyLyeY MtvLvolumnLvhromatographyaLMethodsging
MoleculargBiologyXL2017XLdhhcXLgjYic 1.4 16

100 QuantitativeLchemicalLproteomicsLrevealsLaLPlkdLinhibitorYcompromisedLcellLdeathLpathwayLinL
humanLcellsaLCellgResearchXL2014XLegXLddgdYh 24.7 16

99 PartiallyLglucoseYcappedLoligosaccharidesLareLfoundLonLtheLhemoglobinsLofLtheLdeepYseaLtubeL
wormLRiftiaLpachyptilaaLGlycobiologyXL1998XLkXLiifYjf 5.8 16

98 ProteomeLactivityLlandscapesLofLtumorLcellLlinesLdetermineLdrugLresponsesaLNaturegCommunications
XL2020XLddXLfifl 17.4 16
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97 weepLlearningLboostsLsensitivityLofLmassLspectrometryYbasedLimmunopeptidomicsaLNatureg
CommunicationsXL2021XLdeXLffgi 17.4 16

96 RobustLMicroflowLLvYMSbMSLforLProteomeLtnalysismLfkLcccLRunsLandLvountingaLAnalyticalgChemistry
XL2021XLlfXLfikiYfilc 7.8 16

95 vhemoproteomicsYtidedLMedicinalLvhemistryLforLtheLwiscoveryLofLxP–teL nhibitorsaL
ChemMedChemXL2017XLdeXLlllYdcdd 3.7 15

94 RebuildingLcoreLabscisicLacidLsignalingLpathwaysLofLtrabidopsisLinLyeastaLEMBOgJournalXL2019XLfkXLedcdkhl13 15

93 uacterialLvelluloseLShiftsLTranscriptomeLandLProteomeLofLvulturedLxndothelialLvellsLTowardsL
NativeLwifferentiationaLMoleculargandgCellulargProteomicsXL2017XLdiXLdhifYdhjj 7.6 15

92  dentificationLofLmolecularLtargetsLforLtheLtargetedLtreatmentLofLgastricLcancerLusingLdasatinibaL
OncotargetXL2020XLddXLhfhYhgl 3.3 15

91 SalivaryLProteomeLPatternsLtffectingL–umanLSaltLTasteLSensitivityaLJournalgofgAgriculturalgandgFoodg
ChemistryXL2017XLihXLlejhYleki 5.7 14

90 MLfLisLaLNxwwkYLandLubiquitinYmodifiedLproteinaLPlantgPhysiologyXL2013XLdifXLdfhYgl 6.6 14

89 –ydrophilicLStrongLtnionLxxchangeLThStXULvhromatographyLxnablesLweepLyractionationLofLTissueL
ProteomesaLMethodsgingMoleculargBiologyXL2017XLdhhcXLilYke 1.4 13

88  ncreasedLPancreaticLProteaseLtctivityLinLResponseLtoLtntibioticsL mpairsLzutLuarrierLandLTriggersL
volitisaLCellulargandgMoleculargGastroenterologygandgHepatologyXL2018XLiXLfjcYfkkaef 7.9 13

87  nteractionsLbetweenLTransportLProteinLParticleLTTRtPPULcomplexesLandLRabLzTPasesLinL
trabidopsisaLPlantgJournalXL2019XLdccXLejlYelj 6.9 13

86 wetectionLofLplasmidYmediatedLcolistinLresistanceXLmcrYdLgeneXLinLxscherichiaLcoliLisolatedLfromL
highYriskLpatientsLwithLacuteLleukemiaLinLSpainaLJournalgofgInfectiongandgChemotherapyXL2019XLehXLichYicl2.2 12

85 vombinedLproteomicsbmiRNomicsLofLdendriticLcellLimmunotherapyYtreatedLglioblastomaLpatientsL
asLaLscreeningLforLsurvivalYassociatedLfactorsaLNpjgVaccinesXL2020XLhXLh 9.5 12

84 PreferentialLmicroRNtLtargetingLrevealedLbyLinLvivoLcompetitiveLbindingLandLdifferentialL
trgonauteLimmunoprecipitationaLNucleicgAcidsgResearchXL2017XLghXLdcedkYdceek 20.1 12

83 PhosphoproteomeLProfilingLRevealsLMolecularLMechanismsLofLzrowthYyactorYMediatedLαinaseL
 nhibitorLResistanceLinLxzyRYOverexpressingLvancerLvellsaLJournalgofgProteomegResearchXL2016XLdhXLgglcYghcg5.6 12

82 SucroseY nducedLProteomicLResponseLandLvarbohydrateLUtilizationLofLTMWLdagddLwuringLwextranL
yormationaLFrontiersgingMicrobiologyXL2018XLlXLejli 5.7 12

81 wynamicLProteomeLtlterationLandLyunctionalLModulationLofL–umanLSalivaL nducedLbyLwietaryL
vhemosensoryLStimuliaLJournalgofgAgriculturalgandgFoodgChemistryXL2018XLiiXLhiedYhifg 5.7 12

80 tLnewLchemicalLprobeLforLquantitativeLproteomicLprofilingLofLfibroblastLgrowthLfactorLreceptorLandL
itsLinhibitorsaLJournalgofgProteomicsXL2014XLliXLggYhh 3.9 11

(2014-2021)
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79 QuantitativeLProteomicsLforLtheLvomprehensiveLtnalysisLofLStressLResponsesLofLLactobacillusL
paracaseiLsubspaLparacaseiLydlaLJournalgofgProteomegResearchXL2017XLdiXLfkdiYfkel 5.6 11

78 xthyleneLglycolLimprovesLelectrosprayLionizationLefficiencyLinLbottomYupLproteomicsaLAnalyticalgandg
BioanalyticalgChemistryXL2017XLgclXLdcglYdchj 4.4 11

77 xRNdLandLtLPαdLinhibitLdifferentiationLofLbiYpotentialLtumorYinitiatingLcellsLinLhumanLbreastL
canceraLOncotargetXL2016XLjXLkfejkYkfelf 3.3 11

76 NVPYu–zjdemLxffectsLofLRegioisomersLonLtheLtffinityLandLSelectivityLtowardLtheLxP–rinLyamilyaL
ChemMedChemXL2018XLdfXLdielYdiff 3.7 11

75 PhosphoramidatesLasLnovelLactivityYbasedLprobesLforLserineLproteasesaLChemBioChemXL2014XLdhXLddciYdc3.8 10

74  nhibitorYbasedLaffinityLprobesLforLtheLinvestigationLofLßtαLsignalingLpathwaysaLProteomicsXL2015XL
dhXLfciiYjg 4.8 10

73 ProbingLS–eYdomainsLusingL nhibitorLtffinityLPurificationLT tPUaLProteomegScienceXL2014XLdeXLgd 2.6 10

72 tnLimprovedLtwoYstepLcalibrationLmethodLforLmatrixYassistedLlaserLdesorptionbionizationL
timeYofYflightLmassLspectraLforLproteomicsaLRapidgCommunicationsgingMassgSpectrometryXL2002XLdiXLdkleYh2.2 10

71 StressYprimedLsecretoryLautophagyLpromotesLextracellularLuwNyLmaturationLbyLenhancingLMMPlL
secretionaLNaturegCommunicationsXL2021XLdeXLgigf 17.4 10

70 vharacterizationLofLaLhighLfieldLOrbitrapLmassLspectrometerLforLproteomeLanalysisaLProteomicsXL
2013XLdfXLehheYie 4.8 9

69 UltraYhighLintraYspectrumLmassLaccuracyLenablesLunambiguousLidentificationLofLfragmentLreporterL
ionsLinLisobaricLmultiplexedLquantitativeLproteomicsaLProteomicsXL2012XLdeXLdfekYfe 4.8 9

68 MScwumLaLmassLspectrometryYcentricLproteinLsequenceLdatabaseLforLproteomicsaLJournalgofg
ProteomegResearchXL2013XLdeXLefkiYlk 5.6 9

67 wesignXLSynthesisXLandLxvaluationLofLWwYRepeatYvontainingLProteinLhLTWwRhULwegradersaLJournalgofg
MedicinalgChemistryXL2021XLigXLdcikeYdcjdc 8.3 9

66  dentificationLofLjLcccYlLcccLProteinsLfromLvellLLinesLandLTissuesLbyLSingleYShotLMicroflowL
LvYMSbMSaLAnalyticalgChemistryXL2021XLlfXLkikjYkile 7.8 9

65 MtLw YTOyLandLnxS LOrbitrapLMSbMSLidentifyLorthogonalLpartsLofLtheLphosphoproteomeaL
ProteomicsXL2016XLdiXLdggjYhi 4.8 9

64 wegradationLofLvvNαbvwαdeLisLaLdruggableLvulnerabilityLofLcolorectalLcanceraLCellgReportsXL2021XL
fiXLdclflg 10.6 9

63 SpectralLPredictionLyeaturesLasLaLSolutionLforLtheLSearchLSpaceLSizeLProblemLinLProteogenomicsaL
MoleculargandgCellulargProteomicsXL2021XLecXLdcccji 7.6 9

62 vhemoproteomicLSelectivityLProfilingLofLP ααLandLP fαLαinaseL nhibitorsaLACSgChemicalgBiologyXL
2019XLdgXLihhYiig 4.9 8
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61 QuantitativeLproteomeLprofilingLofLhumanLmyomaLandLmyometriumLtissueLrevealsLkinaseL
expressionLsignaturesLwithLpotentialLforLtherapeuticLinterventionaLProteomicsXL2015XLdhXLfhiYig 4.8 8

60  dentificationLofL–ighlyLPotentLProteinLαinaseLvYRelatedLαinaseLdL nhibitorsLbyLVirtualLScreeningXL
uindingLyreeLxnergyLRescoringXLandLinLvitroLTestingaLChemMedChemXL2016XLddXLeckgYlg 3.7 8

59 PersistentLinhibitionLofLporeYbasedLcellLmigrationLbyLsubYtoxicLdosesLofLmiuraenamideXLanLactinL
filamentLstabilizeraLScientificgReportsXL2017XLjXLdigcj 4.9 7

58 vomprehensiveLproteomeLanalysisLinLvenococcumLgeophilumLyraLasLaLtoolLtoLdiscoverL
droughtYrelatedLproteinsaLJournalgofgProteomicsXL2012XLjhXLfjcjYdl 3.9 7

57 ProteomicswumLtowardLaLyt RLopenYsourceLresourceLforLlifeYscienceLresearchaLNucleicgAcidsgResearch
XL2021XL 20.1 7

56 wissectingLtheLsequenceLdeterminantsLforLdephosphorylationLbyLtheLcatalyticLsubunitsLofL
phosphatasesLPPdLandLPPetaLNaturegCommunicationsXL2020XLddXLfhkf 17.4 7

55 ProteomicLandLtranscriptomicLprofilingLofLaerialLorganLdevelopmentLinLtrabidopsisaLScientificgDataXL
2020XLjXLffg 8.2 7

54 ReducedLmitochondrialLresilienceLenablesLnonYcanonicalLinductionLofLapoptosisLafterLTNyLreceptorL
signalingLinLvirusYinfectedLhepatocytesaLJournalgofgHepatologyXL2020XLjfXLdfgjYdfhl 13.4 6

53 ProteomicLandLMetaboliteLProfilingLRevealsLProfoundLStructuralLandLMetabolicLReorganizationLofL
tdipocyteLMitochondriaLinLObesityaLObesityXL2020XLekXLhlcYicc 8 6

52 TofacitinibLandLanalogsLasLinhibitorsLofLtheLhistoneLkinaseLPRαdLTPαNdUaLFuturegMedicinalgChemistryXL
2016XLkXLdhfjYhd 4.1 6

51  solationLandLStructureLweterminationLofLaLNewL ridalLfromL risLsibiricaaLJournalgofgNaturalgProductsXL
1995XLhkXLellYfcd 4.9 6

50 MutationsLandLvariantsLofLONxvUTdLinLdiabetesaLNaturegMedicineXL2021XLejXLdlekYdlgc 50.5 6

49 UniversalLSpectrumLxxplorermLtLStandaloneLTWebYUtpplicationLforLvrossYResourceLSpectrumL
vomparisonaLJournalgofgProteomegResearchXL2021XLecXLffkkYfflg 5.6 6

48 tLseriesLofLnovelLarylYmethanoneLderivativesLasLinhibitorsLofLyMSYlikeLtyrosineLkinaseLfLTyLTfULinL
yLTfY TwYpositiveLacuteLmyeloidLleukemiaaLEuropeangJournalgofgMedicinalgChemistryXL2020XLdlfXLddeefe 6.8 5

47 TwoLserinesLinLtheLdistalLvYterminusLofLtheLhumanLˆ�dYadrenoceptorLdetermineLˆ�YarrestineL
recruitmentaLPLoSgONEXL2017XLdeXLecdjighc 3.7 5

46 vhemicalLPhosphoproteomicsLShedsLNewLLightLonLtheLTargetsLandLModesLofLtctionLofLtαTL
 nhibitorsaLACSgChemicalgBiologyXL2021XLdiXLifdYigd 4.9 5

45 StRSYvoVYeLinfectionLremodelsLtheLhostLproteinLthermalLstabilityLlandscapeaLMoleculargSystemsg
BiologyXL2021XLdjXLedcdkk 12.2 5

44 yunctionalLexpressionLofLelectrogenicLsodiumLbicarbonateLcotransporterLdLTNuvedULinLmouseL
corticalLastrocytesLisLdependentLonLSehhYehjLandLregulatedLbyLmTORaLGliaXL2019XLijXLeeigYeejk 9 4

(2019-2015)
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43 vharacterisationLofLtissueYspecificLoligosaccharidesLfromLratLbrainLandLkidneyLmembraneL
preparationsLenrichedLinLNaWXαWYtTPaseaLGlycoconjugategJournalXL1999XLdiXLgfjYhi 3 4

42 WilhelmLetLalaLreplyaLNatureXL2017XLhgjXLxef 50.4 4

41 MOzStmLintegrativeLsingleLsampleLgeneYsetLanalysisLofLmultipleLomicsLdata 4

40 tdaptiveLResistanceLtoLxzyRYTargetedLTherapyLbyLvalciumLSignalingLinLNSvLvLvellsaLMolecularg
CancergResearchXL2018XLdiXLdjjfYdjkg 6.6 4

39 TargetLandLidentifymLtriazeneLlinkerLhelpsLidentifyLazidationLsitesLofLlabelledLproteinsLviaLclickLandL
cleaveLstrategyaLChemicalgCommunicationsXL2017XLhfXLddlelYddlfe 5.8 3

38 PtSYcalmLtLrepetitiveLpeptideLsequenceLcalibrationLstandardLforLMtLw LmassLspectrometryaL
ProteomicsXL2014XLdgXLegejYfd 4.8 3

37 LinkingLpostYtranslationalLmodificationsLandLproteinLturnoverLbyLsiteYresolvedLproteinLturnoverL
profilingaaLNaturegCommunicationsXL2022XLdfXLdih 17.4 3

36 LossLofLtheLyanconiLanemiaYassociatedLproteinLN PtLcausesLboneLmarrowLfailureaLJournalgofgClinicalg
InvestigationXL2020XLdfcXLekejYekgg 15.9 3

35 MatrixYtssistedLLaserLwesorptionb onizationLMassLSpectrometryLofLNYLinkedLvarbohydratesLandL
RelatedLvompoundsL2000XLgcfYgfj 3

34 αinobeadsmLtLvhemicalLProteomicLtpproachLforLαinaseL nhibitorLSelectivityLProfilingLandLTargetL
wiscoveryaLMethodsgandgPrinciplesgingMedicinalgChemistryXL2019XLljYdfc 0.4 3

33
S MS YTransfermLSoftwareYassistedLreductionLofLmissingLvaluesLinLphosphoproteomicLandLproteomicL
isobaricLlabelingLdataLusingLtandemLmassLspectrumLclusteringaaLMoleculargandgCellulargProteomicsXL
2022XLdccefk

7.6 3

32  nvestigatingLRxTLRTαLsignalingLpathwaysLusingLanL tPYbasedLactivityYprofilingLapproachaLJournalgofg
ProteomegResearchXL2014XLdfXLfiekYfg 5.6 2

31 RequirementLofLtTMYwependentLMonoubiquitylationLofL–istoneL–euLforLTimelyLRepairLofLwNtL
woubleYStrandLureaksaLMoleculargCellXL2011XLgeXLdfj 17.6 2

30 PlantLProteomeLwynamicsaaLAnnualgReviewgofgPlantgBiologyXL2022XL 30.7 2

29 tLnovelLvereblonLxfLligaseLmodulatorLwithLantitumorLactivityLinLgastrointestinalLcanceraLBioorganicg
ChemistryXL2021XLddlXLdchhch 5.1 2

28 UniversalLSpectrumLxxplorermLtLstandaloneLTwebYUapplicationLforLcrossYresourceLspectrumLcomparison 2

27 RadiosensitizationLbyLαinaseL nhibitionLRevealedLbyLPhosphoproteomicLtnalysisLofLPancreaticL
vancerLvellsaLMoleculargandgCellulargProteomicsXL2020XLdlXLdiglYdiif 7.6 2

26 PTPNeLweficiencyLxnhancesLProgrammedLTLvellLxxpansionLandLSurvivalLvapacityLofLtctivatedLTL
vellsaLCellgReportsXL2020XLfeXLdcjlhj 10.6 2
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25 xxpressionLandLPurificationLofLxP–teLTyrosineLαinaseLwomainLforLvrystallographicLandLNMRL
StudiesaLChemBioChemXL2016XLdjXLeehjYeeif 3.8 2

24 vharacterizationLofLwrugâ��ProteinL nteractionsLbyLvhemoproteomicsL2019XLegjYeif 1

23 PtSYcalmLaLgenericLrecombinantLpeptideLcalibrationLstandardLforLmassLspectrometryaLJournalgofgtheg
AmericangSocietygforgMassgSpectrometryXL2014XLehXLdgklYlj 3.5 1

22 ProteomicLprofilingLinLcerebralLamyloidLangiopathyLrevealsLanLoverlapLwithLvtwtS LLhighlightingL
accumulationLofL–TRtdLandLitsLsubstratesaaLActagNeuropathologicagCommunicationsXL2022XLdcXLi 7.3 1

21 xvaluationLofLwisposableLTrapLvolumnLnanoLvYyt MSYMSbMSLforLtheLProteomicLtnalysisLofLyyPxL
TissueaLJournalgofgProteomegResearchXL2021XLecXLhgceYhgdd 5.6 1

20 PLαdYdependentLphosphorylationLrestrainsLxuNteLactivityLandLlymphomagenesisLinLxuVYinfectedL
miceaLEMBOgReportsXL2021XLeeXLehfccj 6.5 1

19 zeneratingLhighYqualityLlibrariesLforLw tYMSLwithLempiricallyYcorrectedLpeptideLpredictions 1

18 PosttranslationalLmodificationLofLtheLR–OLofLplantsLproteinLRtvuLbyLphosphorylationLandL
crossYkingdomLconservedLubiquitination 1

17 tLdeepLproteomeLandLtranscriptomeLabundanceLatlasLofLelLhealthyLhumanLtissues 1

16 SystematicLanalysisLofLmigrationLfactorsLbyLMigxxpressLidentifiesLessentialLcellLmigrationLcontrolL
genesLinLnonYsmallLcellLlungLcanceraLMoleculargOncologyXL2021XLdhXLdjljYdkdj 7.9 1

15 vytomegalovirusLsubvertsLmacrophageLidentityaLCellXL2021XLdkgXLfjjgYfjlfaeeh 56.2 1

14 tLheteroYoligomericLremorinYreceptorLcomplexLregulatesLplantLdevelopment 1

13 TargetLdeconvolutionLofL–wtvLpharmacopoeiaLhighlightsLMuLtveLasLcommonLoffYtarget 1

12 –ighLsensitivityLglycomicsLinLbiomedicineaLMassgSpectrometrygReviewsXL2021XLeedjfc 11 1

11 xpigeneticLdrugLscreeningLdefinesLaLPRMThLinhibitorLsensitiveLpancreaticLcancerLsubtypeaaLJCIg
InsightXL2022XL 9.9 1

10 LossLofLUvPdLfunctionLaugmentsLrecruitmentLofLfutileLlipidLcyclingLforLthermogenesisLinLmurineL
brownLfataaLMoleculargMetabolismXL2022XLdcdgll 8.8 1

9 PrositYTMTmLweepLLearningLuoostsL dentificationLofLTMTYLabeledLPeptidesaaLAnalyticalgChemistryXL
2022XL 7.8 1

8 PosttranslationalLmodificationLofLtheLR–OLofLplantsLproteinLRtvuLbyLphosphorylationLandL
crossYkingdomLconservedLubiquitinationaaLPLoSgONEXL2022XLdjXLecehkleg 3.7 0

(2022-2016)
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7 –ighLtemporalLresolutionLproteomeLandLphosphoproteomeLprofilingLofLstemLcellYderivedL
hepatocyteLdevelopmentaaLCellgReportsXL2022XLfkXLddcicg 10.6 0

6 NovelXLhighlyLpotentLPROTtvsLtargetingLtURORtYtLkinaseaLCurrentgResearchgingChemicalgBiologyXL
2022XLdcccfe 0

5 viRvusmLtLyrameworkLtoLxnableLvlassificationLofLvomplexL–ighYThroughputLxxperimentsaLJournalgofg
ProteomegResearchXL2019XLdkXLdgkiYdglf 5.6

4 MassenspektrometrieYbasierteLProteinforschungaLBioSpektrumXL2015XLedXLfeYfh 0.1

3 tffinityLpurificationLofLproteinsLbindingLtoLkinaseLinhibitorsLimmobilizedLonLselfYassemblingL
monolayersaLMethodsgingMoleculargBiologyXL2012XLjlhXLdglYic 1.4

2 TheL MiwYTargetLvereblonLweterminesLTransmembraneLProteinLQualityLvontrolLPromotingLTumorL
MetabolismaLBloodXL2019XLdfgXLfdgYfdg 2.2

1 wecipheringLTheLMolecularL mpactLOfLMycLOverexpressionLOnLuLvellLReceptorLSignalingLandL tsL
 mplicationsLyorLuurkittLLymphomaLTreatmentaLBloodXL2013XLdeeXLfcdkYfcdk 2.2
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