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h Paper IF Citations

153 TheLdevelopingLinfantLgutLmicrobiomelLsLstrainYlevelLviewZZLCellkHostkandkMicrobeXL2022XLebXLhdiYhej 23.4 3

152 RandomizedLcontrolledYfeedingLstudyLofLdietaryLemulsifierLcarboxymethylcelluloseLrevealsL
detrimentalLimpactsLonLtheLgutLmicrobiotaLandLmetabolomeZLGastroenterologyXL2021XL 13.3 15

151 VertebrateLhostLphylogenyLinfluencesLgutLarchaealLdiversityZLNaturekMicrobiologyXL2021XLhXLcffeYcfgf 26.6 4

150 ReclassificationLofLasLcombZLnovZLbasedLonLwholeLgenomeLanalysisZLInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologyXL2021XLicXL 2.2 1

149 xreeYLivingXLPsychrotrophicLtacteriaLofLtheLyenusLsreLvescendantsLofLPathobiontsZLMSystemsXL2021
XLhXL 7.6 4

148 yenomicLβnsightsLintoLsdaptationsLofLTrimethylamineYUtilizingLMethanogensLtoLviverseLzabitatsXL
βncludingLtheLzumanLyutZLMSystemsXL2021XLhXL 7.6 5

147 tlowingLzotLandLuoldlLtodyLTemperatureLandLtheLMicrobiomeZLMSystemsXL2021XLhXLebbibidc 7.6 4

146 StruodlLefficientLmetagenomeLprofilingLdatabaseLconstructionLforLeverYexpandingLmicrobialL
genomeLdatasetsZLPeerJXL2021XLkXLecdckj 3.1 2

145 TheLmicrobiomeLaffectsLliverLsphingolipidsLandLplasmaLfattyLacidsLinLaLmurineLmodelLofLtheLWesternL
dietLbasedLonLsoybeanLoilZLJournalkofkNutritionalkBiochemistryXL2021XLkiXLcbjjbj 6.3 3

144 LargeYScaleLMetagenomeLsssemblyLRevealsLNovelLsnimalYsssociatedLMicrobialLyenomesXL
tiosyntheticLyeneLulustersXLandLOtherLyeneticLviversityZLMSystemsXL2020XLgXL 7.6 21

143 SphingolipidsLproducedLbyLgutLbacteriaLenterLhostLmetabolicLpathwaysLimpactingLceramideLlevelsZL
NaturekCommunicationsXL2020XLccXLdfic 17.4 64

142 veepMsswvlLevaluatingLtheLqualityLofLmetagenomicLassembliesZLBioinformaticsXL2020XLehXLebccYebci 7.2 16

141 SyntrophyLviaLβnterspeciesLzLTransferLbetweenLandLUnderliesLTheirLylobalLuooccurrenceLinLtheL
zumanLyutZLMBioXL2020XLccXL 7.8 43

140 βronLveficiencyLuausesLWrinklesLinLzostYuommensalLRelationshipsZLCellkMetabolismXL2020XLecXLjYcb 24.6 0

139 StruolLaLpipelineLforLbuildingLcustomLdatabasesLforLcommonLmetagenomeLprofilersZLBioinformaticsXL
2020XLehXLdecfYdecg 7.2 16

138 StrainYLevelLsnalysisLofLsppZLfromLyutLMicrobiomesLofLsdultsLwithLvifferingLLactaseLPersistenceL
yenotypesZLMSystemsXL2020XLgXL 7.6 5

137 TheLroleLofLtheLmicrobiotaLinLhumanLgeneticLadaptationZLScienceXL2020XLeibXL 33.3 27
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136 wpidemiologyLandLassociatedLmicrobiotaLchangesLinLdeployedLmilitaryLpersonnelLatLhighLriskLofL
travelerSsLdiarrheaZLPLoSkONEXL2020XLcgXLebdehibe 3.7 9

135 wpidemiologyLandLassociatedLmicrobiotaLchangesLinLdeployedLmilitaryLpersonnelLatLhighLriskLofL
travelerSsLdiarrheaL2020XLcgXLebdehibe

134 wpidemiologyLandLassociatedLmicrobiotaLchangesLinLdeployedLmilitaryLpersonnelLatLhighLriskLofL
travelerSsLdiarrheaL2020XLcgXLebdehibe

133 wpidemiologyLandLassociatedLmicrobiotaLchangesLinLdeployedLmilitaryLpersonnelLatLhighLriskLofL
travelerSsLdiarrheaL2020XLcgXLebdehibe

132 wpidemiologyLandLassociatedLmicrobiotaLchangesLinLdeployedLmilitaryLpersonnelLatLhighLriskLofL
travelerSsLdiarrheaL2020XLcgXLebdehibe

131 wpidemiologyLandLassociatedLmicrobiotaLchangesLinLdeployedLmilitaryLpersonnelLatLhighLriskLofL
travelerSsLdiarrheaL2020XLcgXLebdehibe

130 wpidemiologyLandLassociatedLmicrobiotaLchangesLinLdeployedLmilitaryLpersonnelLatLhighLriskLofL
travelerSsLdiarrheaL2020XLcgXLebdehibe

129 sgeYLandLSexYvependentLPatternsLofLyutLMicrobialLviversityLinLzumanLsdultsZLMSystemsXL2019XLfXL 7.6 110

128 zostLdietLandLevolutionaryLhistoryLexplainLdifferentLaspectsLofLgutLmicrobiomeLdiversityLamongL
vertebrateLcladesZLNaturekCommunicationsXL2019XLcbXLddbb 17.4 151

127 zumanLSalivaryLsmylaseLyeneLuopyLNumberLβmpactsLOralLandLyutLMicrobiomesZLCellkHostkandk
MicrobeXL2019XLdgXLggeYghfZei 23.4 62

126 ReproducibleXLinteractiveXLscalableLandLextensibleLmicrobiomeLdataLscienceLusingLQββMwLdZLNaturek
BiotechnologyXL2019XLeiXLjgdYjgi 44.5 4050

125 TheLhumanLgutLbacteriaLuhristensenellaceaeLareLwidespreadXLheritableXLandLassociatedLwithLhealthZL
BMCkBiologyXL2019XLciXLje 7.3 145

124 ViromeLviversityLuorrelatesLwithLβntestinalLMicrobiomeLviversityLinLsdultLMonozygoticLTwinsZLCellk
HostkandkMicrobeXL2019XLdgXLdhcYdidZeg 23.4 89

123 βnteractionsLbetweenLtheLyutLMicrobiomeLandLMucosalLβmmunoglobulinsLsXLMXLandLyLinLtheL
vevelopingLβnfantLyutZLMSystemsXL2019XLfXL 7.6 22

122 xlagellinYelicitedLadaptiveLimmunityLsuppressesLflagellatedLmicrobiotaLandLvaccinatesLagainstL
chronicLinflammatoryLdiseasesZLNaturekCommunicationsXL2019XLcbXLghgb 17.4 41

121
MurineLMethylLvonorLveficiencyLβmpairsLwarlyLyrowthLinLsssociationLwithLvysmorphicLSmallL
βntestinalLuryptsLandLReducedLyutLMicrobialLuommunityLviversityZLCurrentkDevelopmentskink
NutritionXL2019XLeXL

0.4 4

120 wnterotypesLinLtheLlandscapeLofLgutLmicrobialLcommunityLcompositionZLNaturekMicrobiologyXL2018XL
eXLjYch 26.6 387

119 SphingolipidsLinLhostYmicrobialLinteractionsZLCurrentkOpinionkinkMicrobiologyXL2018XLfeXLkdYkk 7.9 84

(2018-2020)
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118 ResilienceLofLsmallLintestinalLbeneficialLbacteriaLtoLtheLtoxicityLofLsoybeanLoilLfattyLacidsZLELifeXL2018
XLiXL 8.9 10

117 QββMwLdlLReproducibleXLinteractiveXLscalableXLandLextensibleLmicrobiomeLdataLscienceL2018XL 78

116 smericanLyutlLanLOpenLPlatformLforLuitizenLScienceLMicrobiomeLResearchZLMSystemsXL2018XLeXL 7.6 336

115 LargeYscaleLreplicatedLfieldLstudyLofLmaizeLrhizosphereLidentifiesLheritableLmicrobesZLProceedingskofk
thekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaXL2018XLccgXLiehjYieie 11.5 230

114 TyRgLcontributesLtoLglucoregulatoryLimprovementsLafterLverticalLsleeveLgastrectomyLinLmiceZLGutXL
2017XLhhXLddhYdef 19.2 138

113 VerticalLsleeveLgastrectomyLreducesLbloodLpressureLandLhypothalamicLendoplasmicLreticulumL
stressLinLmiceZLDMMkDiseasekModelskandkMechanismsXL2017XLcbXLdegYdfe 4.1 22

112 slterationsLtoLtheLyutLMicrobiomeLβmpairLtoneLStrengthLandLTissueLMaterialLPropertiesZLJournalkofk
BonekandkMineralkResearchXL2017XLedXLcefeYcege 6.3 74

111 MicrobiomeLandLmetabolicLdiseaselLrevisitingLtheLbacterialLphylumLtacteroidetesZLJournalkofk
MolecularkMedicineXL2017XLkgXLcYj 5.5 159

110 yenomicLfeaturesLofLbacterialLadaptationLtoLplantsZLNaturekGeneticsXL2017XLgbXLcejYcgb 36.3 253

109 TheLRelationshipLtetweenLtheLzumanLyenomeLandLMicrobiomeLuomesLintoLViewZLAnnualkReviewkofk
GeneticsXL2017XLgcXLfceYfee 14.5 158

108 stOLantigenLandLsecretorLstatusesLareLnotLassociatedLwithLgutLmicrobiotaLcompositionLinLcXgbbL
twinsZLBMCkGenomicsXL2016XLciXLkfc 4.5 49

107 ReducedLdiversityLandLalteredLcompositionLofLtheLgutLmicrobiomeLinLindividualsLwithLmyalgicL
encephalomyelitisachronicLfatigueLsyndromeZLMicrobiomeXL2016XLfXLeb 16.6 166

106 urossoverLuontrolLStudyLofLtheLwffectLofLPersonalLuareLProductsLuontainingLTriclosanLonLtheL
MicrobiomeZLMSphereXL2016XLcXL 5 40

105 wpithelialLSelcLLisLrequiredLforLtheLmaintenanceLofLintestinalLhomeostasisZLMolecularkBiologykofkthek
CellXL2016XLdiXLfjeYkb 3.5 23

104 SignaturesLofLearlyLfrailtyLinLtheLgutLmicrobiotaZLGenomekMedicineXL2016XLjXLj 14.4 200

103 yutLmicrobiotaLinLdbcglLPrevotellaLinLtheLgutlLchooseLcarefullyZLNaturekReviewskGastroenterologyk
andkHepatologyXL2016XLceXLhkYib 24.2 225

102 ProtonLpumpLinhibitorsLalterLtheLcompositionLofLtheLgutLmicrobiotaZLGutXL2016XLhgXLifkYgh 19.2 454

101
NovelLRhizosphereLSoilLsllelesLforLtheLwnzymeLcYsminocyclopropaneYcYuarboxylateLveaminaseL
QueriedLforLxunctionLwithLanLβnLVivoLuompetitionLsssayZLAppliedkandkEnvironmentalkMicrobiologyXL
2016XLjdXLcbgbYk

4.8 11
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100 uorrallingLuolonicLxlagellatedLMicrobiotaZLNewkEnglandkJournalkofkMedicineXL2016XLeigXLjgYi 59.2 7

99 urossYspeciesLcomparisonsLofLhostLgeneticLassociationsLwithLtheLmicrobiomeZLScienceXL2016XLegdXLgedYg 33.3 168

98 yeneticLveterminantsLofLtheLyutLMicrobiomeLinLUKLTwinsZLCellkHostkandkMicrobeXL2016XLckXLiecYfe 23.4 547

97 zeritableLcomponentsLofLtheLhumanLfecalLmicrobiomeLareLassociatedLwithLvisceralLfatZLGenomek
BiologyXL2016XLciXLcjk 18.3 124

96 vietaryLemulsifiersLimpactLtheLmouseLgutLmicrobiotaLpromotingLcolitisLandLmetabolicLsyndromeZL
NatureXL2015XLgckXLkdYh 50.4 1016

95 TheLgeneYmicrobeLlinkZLNatureXL2015XLgcjXLSi 50.4 12

94 zostLgeneticLvariationLimpactsLmicrobiomeLcompositionLacrossLhumanLbodyLsitesZLGenomekBiologyXL
2015XLchXLckc 18.3 428

93 SelectionLonLsoilLmicrobiomesLrevealsLreproducibleLimpactsLonLplantLfunctionZLISMEkJournalXL2015XL
kXLkjbYk 11.9 368

92 TheLzumanLβntestinalLMicrobiotaLandLMicrobiomeL2015XLhciYhdg

91 PotentialLapplicationsLofLnextLgenerationLvNsLsequencingLofLchSLrRNsLgeneLampliconsLinLmicrobialL
waterLqualityLmonitoringZLWaterkSciencekandkTechnologyXL2015XLidXLckhdYid 2.2 40

90 yutYMicrobiotaYMetaboliteLsxisLinLwarlyLRenalLxunctionLveclineZLPLoSkONEXL2015XLcbXLebcefecc 3.7 85

89 MicrobiotaLandLzostLNutritionLacrossLPlantLandLsnimalLKingdomsZLCellkHostkandkMicrobeXL2015XLciXLhbeYch23.4 373

88
MethaneLwmissionLinLaLSpecificLRiparianYZoneLSedimentLvecreasedLwithLtioelectrochemicalL
ManipulationLandLuorrespondedLtoLtheLMicrobialLuommunityLvynamicsZLFrontierskinkMicrobiologyXL
2015XLhXLcgde

5.7 9

87 zarnessingLmicrobiotaLtoLkillLaLpathogenlLtheLsweetLtoothLofLulostridiumLdifficileZLNaturekMedicineXL
2014XLdbXLdfjYk 50.5 16

86 sβwuLpathobiontLinstigatesLchronicLcolitisLinLsusceptibleLhostsLbyLalteringLmicrobiotaLcompositionZL
GutXL2014XLheXLcbhkYjb 19.2 149

85 zumanLgeneticsLshapeLtheLgutLmicrobiomeZLCellXL2014XLcgkXLijkYkk 56.2 1750

84 LinkingLgeneticLvariationLinLhumanLTollYlikeLreceptorLgLgenesLtoLtheLgutLmicrobiomeSsLpotentialLtoL
causeLinflammationZLImmunologykLettersXL2014XLchdXLeYk 4.1 21

83 vietYinducedLalterationsLinLgutLmicrofloraLcontributeLtoLlethalLpulmonaryLdamageLinL
TLRdaTLRfYdeficientLmiceZLCellkReportsXL2014XLjXLceiYfk 10.6 35

(2014-2016)
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82 uonductingLaLmicrobiomeLstudyZLCellXL2014XLcgjXLdgbYdhd 56.2 428

81 zumanLmicrobiomeLsciencelLvisionLforLtheLfutureXLtethesdaXLMvXLJulyLdfLtoLdhXLdbceZLMicrobiomeXL
2014XLdXL 16.6 18

80 sdvancingLtheLmicrobiomeLresearchLcommunityZLCellXL2014XLcgkXLddiYeb 56.2 50

79 viscordanceLbetweenLchangesLinLtheLgutLmicrobiotaLandLpathogenicityLinLaLmouseLmodelLofL
spontaneousLcolitisZLGutkMicrobesXL2014XLgXLdjhYkg 8.8 34

78 yutLmicrobiotaLasLanLepigeneticLregulatorlLpilotLstudyLbasedLonLwholeYgenomeLmethylationL
analysisZLMBioXL2014XLgXL 7.8 120

77 βntestinalLepithelialLcellLtollYlikeLreceptorLgLregulatesLtheLintestinalLmicrobiotaLtoLpreventLlowYgradeL
inflammationLandLmetabolicLsyndromeLinLmiceZLGastroenterologyXL2014XLcfiXLceheYiiZeci 13.3 161

76 ProbioticsXLprebioticsXLandLtheLhostLmicrobiomelLtheLscienceLofLtranslationZLAnnalskofkthekNewkYorkk
AcademykofkSciencesXL2013XLcebhXLcYci 6.5 80

75 viversityLandLheritabilityLofLtheLmaizeLrhizosphereLmicrobiomeLunderLfieldLconditionsZLProceedingsk
ofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaXL2013XLccbXLhgfjYge 11.5 1067

74 βnnateLandLadaptiveLimmunityLinteractLtoLquenchLmicrobiomeLflagellarLmotilityLinLtheLgutZLCellkHostk
andkMicrobeXL2013XLcfXLgicYjc 23.4 236

73 sLguideLtoLenterotypesLacrossLtheLhumanLbodylLmetaYanalysisLofLmicrobialLcommunityLstructuresLinL
humanLmicrobiomeLdatasetsZLPLoSkComputationalkBiologyXL2013XLkXLecbbdjhe 5 359

72 wxploringLtheLmaizeLrhizosphereLmicrobiomeLinLtheLfieldlLsLglimpseLintoLaLhighlyLcomplexLsystemZL
CommunicativekandkIntegrativekBiologyXL2013XLhXLedgcii 1.7 21

71 TheLhumanLgutLandLgroundwaterLharborLnonYphotosyntheticLbacteriaLbelongingLtoLaLnewLcandidateL
phylumLsiblingLtoLuyanobacteriaZLELifeXL2013XLdXLebccbd 8.9 247

70 zostLremodelingLofLtheLgutLmicrobiomeLandLmetabolicLchangesLduringLpregnancyZLCellXL2012XLcgbXLfibYjb56.2 1117

69 TransientLinabilityLtoLmanageLproteobacteriaLpromotesLchronicLgutLinflammationLinLTLRgYdeficientL
miceZLCellkHostkandkMicrobeXL2012XLcdXLcekYgd 23.4 325

68 StructureXLfunctionLandLdiversityLofLtheLhealthyLhumanLmicrobiomeZLNatureXL2012XLfjhXLdbiYcf 50.4 6938

67 sLframeworkLforLhumanLmicrobiomeLresearchZLNatureXL2012XLfjhXLdcgYdc 50.4 1722

66 vefiningLtheLcoreLsrabidopsisLthalianaLrootLmicrobiomeZLNatureXL2012XLfjjXLjhYkb 50.4 1613

65 βntegratedLandLnovelLsurveyLmethodsLforLrhinocerosLpopulationsLconfirmLtheLextinctionLofL
RhinocerosLsondaicusLannamiticusLfromLVietnamZLBiologicalkConservationXL2012XLcggXLgkYhi 6.2 31
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64 snalysisLofLgutLmicrobialLregulationLofLhostLgeneLexpressionLalongLtheLlengthLofLtheLgutLandL
regulationLofLgutLmicrobialLecologyLthroughLMyvjjZLGutXL2012XLhcXLccdfYec 19.2 261

63 ResponsesLofLgutLmicrobiotaLtoLdietLcompositionLandLweightLlossLinLleanLandLobeseLmiceZLObesityXL
2012XLdbXLiejYfi 8 287

62 βnterleukinYc˛†LTβLYc˛†ULpromotesLsusceptibilityLofLTollYlikeLreceptorLgLTTLRgULdeficientLmiceLtoLcolitisZL
GutXL2012XLhcXLeieYjf 19.2 59

61 βmpactLofLtrainingLsetsLonLclassificationLofLhighYthroughputLbacterialLchsLrRNsLgeneLsurveysZLISMEk
JournalXL2012XLhXLkfYcbe 11.9 385

60 uolitisLinLTLRgYdeficiencyLMicelLRoleLofLtheLMicrobiotaZLInflammatorykBowelkDiseasesXL2012XLcjXLScceYSccf4.5

59 vevelopmentLofLtheLhumanLgastrointestinalLmicrobiotaLandLinsightsLfromLhighYthroughputL
sequencingZLGastroenterologyXL2011XLcfbXLciceYk 13.3 283

58 MinimumLinformationLaboutLaLmarkerLgeneLsequenceLTMβMsRKSULandLminimumLinformationLaboutL
anyLTxULsequenceLTMβxSULspecificationsZLNaturekBiotechnologyXL2011XLdkXLfcgYdb 44.5 445

57 tranchedLchainLfattyLacidsLreduceLtheLincidenceLofLnecrotizingLenterocolitisLandLalterL
gastrointestinalLmicrobialLecologyLinLaLneonatalLratLmodelZLPLoSkONEXL2011XLhXLedkbed 3.7 113

56 UnravellingLtheLeffectsLofLtheLenvironmentLandLhostLgenotypeLonLtheLgutLmicrobiomeZLNaturek
ReviewskMicrobiologyXL2011XLkXLdikYkb 22.2 973

55 SupervisedLclassificationLofLmicrobiotaLmitigatesLmislabelingLerrorsZLISMEkJournalXL2011XLgXLgibYe 11.9 36

54 TheLhumanLgutLmicrobiomelLecologyLandLrecentLevolutionaryLchangesZLAnnualkReviewkofk
MicrobiologyXL2011XLhgXLfccYdk 17.5 460

53 TheLantibacterialLlectinLRegβββgammaLpromotesLtheLspatialLsegregationLofLmicrobiotaLandLhostLinL
theLintestineZLScienceXL2011XLeefXLdggYj 33.3 948

52 zumanLoralXLgutXLandLplaqueLmicrobiotaLinLpatientsLwithLatherosclerosisZLProceedingskofkthekNationalk
AcademykofkScienceskofkthekUnitedkStateskofkAmericaXL2011XLcbjLSupplLcXLfgkdYj 11.5 679

51 SuccessionLofLmicrobialLconsortiaLinLtheLdevelopingLinfantLgutLmicrobiomeZLProceedingskofkthek
NationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaXL2011XLcbjLSupplLcXLfgijYjg 11.5 1674

50 QββMwLallowsLanalysisLofLhighYthroughputLcommunityLsequencingLdataZLNaturekMethodsXL2010XLiXLeegYh 21.6 22879

49 ObesityLandLtheLhumanLmicrobiomeZLCurrentkOpinionkinkGastroenterologyXL2010XLdhXLgYcc 3 555

48 MetabolicLsyndromeLandLalteredLgutLmicrobiotaLinLmiceLlackingLTollYlikeLreceptorLgZLScienceXL2010XL
edjXLddjYec 33.3 1513

47 virectLsequencingLofLtheLhumanLmicrobiomeLreadilyLrevealsLcommunityLdifferencesZLGenomek
BiologyXL2010XLccXLdcb 18.3 125

(2010-2012)
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46
TheLwarthLMicrobiomeLProjectlLMeetingLreportLofLtheLNcLwMPLmeetingLonLsampleLselectionLandL
acquisitionNLatLsrgonneLNationalLLaboratoryLOctoberLhLdbcbZLStandardskinkGenomickSciencesXL2010XL
eXLdfkYge

146

45 SymbiosisLresearchXLtechnologyXLandLeducationlLProceedingsLofLtheLhthLβnternationalLSymbiosisL
SocietyLuongressLheldLinLMadisonLWisconsinXLUSsXLsugustLdbbkZLSymbiosisXL2010XLgcXLcYcd 3 1

44 sLcoreLgutLmicrobiomeLinLobeseLandLleanLtwinsZLNatureXL2009XLfgiXLfjbYf 50.4 5429

43 βnnateLimmunityLandLintestinalLmicrobiotaLinLtheLdevelopmentLofLTypeLcLdiabetesZLNatureXL2008XL
fggXLccbkYce 50.4 1476

42 WorldsLwithinLworldslLevolutionLofLtheLvertebrateLgutLmicrobiotaZLNaturekReviewskMicrobiologyXL
2008XLhXLiihYjj 22.2 1042

41 wucaryoticLdiversityLinLaLhypersalineLmicrobialLmatZLAppliedkandkEnvironmentalkMicrobiologyXL2008XL
ifXLedkYed 4.8 51

40 tacterialLcommunityLinLtheLcropLofLtheLhoatzinXLaLneotropicalLfolivorousLflyingLbirdZLAppliedkandk
EnvironmentalkMicrobiologyXL2008XLifXLgkbgYcd 4.8 53

39 zostYbacterialLcoevolutionLandLtheLsearchLforLnewLdrugLtargetsZLCurrentkOpinionkinkChemicalkBiology
XL2008XLcdXLcbkYcf 9.7 87

38 wvolutionLofLmammalsLandLtheirLgutLmicrobesZLScienceXL2008XLedbXLchfiYgc 33.3 2355

37 wvolutionLofLsymbioticLbacteriaLinLtheLdistalLhumanLintestineZLPLoSkBiologyXL2007XLgXLecgh 9.7 401

36 TheLhumanLmicrobiomeLprojectZLNatureXL2007XLffkXLjbfYcb 50.4 3576

35 TheLhumanLmicrobiomelLeliminatingLtheLbiomedicalaenvironmentalLdichotomyLinLmicrobialLecologyZL
EnvironmentalkMicrobiologyXL2007XLkXLeYf 5.2 52

34 TheLhumanLintestinalLmicrobiotaLandLitsLrelationshipLtoLenergyLbalanceZLFoodkNutritionkResearchXL
2006XLgbXLcdcYcde

33 UnexpectedLdiversityLandLcomplexityLofLtheLyuerreroLNegroLhypersalineLmicrobialLmatZLAppliedkandk
EnvironmentalkMicrobiologyXL2006XLidXLehjgYkg 4.8 364

32 wcologicalLandLevolutionaryLforcesLshapingLmicrobialLdiversityLinLtheLhumanLintestineZLCellXL2006XL
cdfXLjeiYfj 56.2 2212

31 ReciprocalLgutLmicrobiotaLtransplantsLfromLzebrafishLandLmiceLtoLgermYfreeLrecipientsLrevealLhostL
habitatLselectionZLCellXL2006XLcdiXLfdeYee 56.2 664

30 MicrobialLecologylLhumanLgutLmicrobesLassociatedLwithLobesityZLNatureXL2006XLfffXLcbddYe 50.4 5833

29 snLobesityYassociatedLgutLmicrobiomeLwithLincreasedLcapacityLforLenergyLharvestZLNatureXL2006XL
fffXLcbdiYec 50.4 7807
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28 ObesityLaltersLgutLmicrobialLecologyZLProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedk
StateskofkAmericaXL2005XLcbdXLccbibYg 11.5 4146

27 zostYbacterialLmutualismLinLtheLhumanLintestineZLScienceXL2005XLebiXLckcgYdb 33.3 3448

26 SoilLMicrobialLvynamicsLinLuostaLRicalLSeasonalLandLtiogeochemicalLuonstraintsZLBiotropicaXL2004XL
ehXLcjfYckg 2.3 52

25 βmpactsLofLchronicLnitrogenLadditionsLvaryLseasonallyLandLbyLmicrobialLfunctionalLgroupLinLtundraL
soilsZLBiogeochemistryXL2004XLhkXLcYci 3.8 42

24 MicrobialLpopulationLdynamicsLinLanLextremeLenvironmentlLcontrollingLfactorsLinLtalusLsoilsLatLeigbL
mLinLtheLuoloradoLRockyLMountainsZLBiogeochemistryXL2004XLhjXLdkiYecc 3.8 66

23 uomplexityLinLnaturalLmicrobialLecosystemslLtheLyuerreroLNegroLexperienceZLBiologicalkBulletinXL
2003XLdbfXLchjYie 1.5 58

22 SubfreezingLactivityLofLmicroorganismsLandLtheLpotentialLhabitabilityLofLMarsSLpolarLregionsZL
AstrobiologyXL2003XLeXLefeYgb 3.7 115

21 xungalLandLbacterialLresponsesLtoLphenolicLcompoundsLandLaminoLacidsLinLhighLaltitudeLbarrenL
soilsZLSoilkBiologykandkBiochemistryXL2002XLefXLkjkYkkg 7.5 31

20 slterationLofLwcosystemLNitrogenLvynamicsLbyLwxoticLPlantslLsLuaseLStudyLofLuLfLyrassesLinLzawaiiL
2001XLccXLcede 6

19 SoilLecologicalLinteractionslLcomparisonsLbetweenLtropicalLandLsubalpineLforestsZLOecologiaXL2001XL
cdjXLgfkYggh 2.9 34

18 sLTwRsTβONLOxLwuOSYSTwMLNβTROywNLvYNsMβuSLtYLwXOTβuLPLsNTSlLsLusSwLSTUvYLOxLufL
yRsSSwSLβNLzsWsββL2001XLccXLcedeYceeg 19

17 MicrobialLtiomassLLevelsLinLtarrenLandLVegetatedLzighLsltitudeLTalusLSoilsZLSoilkSciencekSocietykofk
AmericakJournalXL2001XLhgXLcccYcci 2.5 22

16 wxoticLgrassLinvasionLaltersLpotentialLratesLofLNLfixationLinLzawaiianLwoodlandsZLOecologiaXL1998XL
cceXLcikYcji 2.9 57

15 TheLzumanLβntestinalLMicrobiotaLandLMicrobiomehegYhff

14 βncorporatingLgenomeYbasedLphylogenyLandLfunctionalLsimilarityLintoLdiversityLassessmentsLhelpsL
toLresolveLaLglobalLcollectionLofLhumanLgutLmetagenomes 1

13 yenomicLinsightsLintoLadaptationsLofLTMsYutilizingLmethanogensLtoLdiverseLhabitatsLincludingLtheL
humanLgut 2

12 QββMwLdlLReproducibleXLinteractiveXLscalableXLandLextensibleLmicrobiomeLdataLscience 36

11 QββMwLdlLReproducibleXLinteractiveXLscalableXLandLextensibleLmicrobiomeLdataLscience 138

(-2005)
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10 uodiversificationLofLgutLmicrobiotaLwithLhumans 2

9 SynTrackerlLaLsyntenyLbasedLtoolLforLtrackingLmicrobialLstrains 3

8 LargeLscaleLmetagenomeLassemblyLrevealsLnovelLanimalYassociatedLmicrobialLgenomesXL
biosyntheticLgeneLclustersXLandLotherLgeneticLdiversity 2

7 StrongLinfluenceLofLvertebrateLhostLphylogenyLonLgutLarchaealLdiversity 2

6 zostLdietLandLevolutionaryLhistoryLexplainLdifferentLaspectsLofLgutLmicrobiomeLdiversityLamongL
vertebrateLclades 3

5 yeNetlLveepLRepresentationsLforLMetagenomics 5

4 sgeLandLsexYdependentLpatternsLofLgutLmicrobialLdiversityLinLhumanLadults 1

3 SphingolipidLproductionLbyLgutLtacteroidetesLregulatesLglucoseLhomeostasis 2

2 zighYresolutionLQTLLmappingLwithLviversityLOutbredLmiceLidentifiesLgeneticLvariantsLthatLimpactL
gutLmicrobiomeLcomposition 1

1 StruodlLefficientLmetagenomeLprofilingLdatabaseLconstructionLforLeverYexpandingLmicrobialL
genomeLdatasets 2
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