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2.2 52
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InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2007cPlncPhlpkdhlpo 2.2 47
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SystematickandkEvolutionarykMicrobiologycP2007cPlncPhlpgdhlpj 2.2 43
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KoreaePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2007cPlncPlkodllh 2.2 42

182 MassiliaPaerilataPspePnovecPisolatedPfromPanPairPsampleePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2008cPlocPhkiidl 2.2 41

181 SpirosomaPoryzaePspePnovecPisolatedPfromPricePsoilPandPemendedPdescriptionPofPthePgenusPSpirosomaeP
InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2014cPmkcPjijgdjijk 2.2 40

180 zompletePgenomePsequencePofPyacillusPvelezensisPMnlcPaPbiocontrolPagentPagainstPfungalPplantP
pathogenscPisolatedPfromPcottonPwasteePJournalkofkBiotechnologycP2017cPikhcPhhidhhl 3.7 39

179
LeadbetterellaPbyssophilaPgenePnovecPspePnovecPisolatedPfromPcottondwastePcompostsPforPtheP
cultivationPofPoysterPmushroomePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP
2005cPllcPiipndijgi

2.2 38

178 SphingomonasPaerophilaPspePnovePandPSphingomonasPnaasensisPspePnovecPisolatedPfromPairPandPsoilcP
respectivelyePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2014cPmkcPpimdpji 2.2 37

177
PhylogeneticPdiversityPofPthermophilicPactinomycetesPandPThermoactinomycesPsppePisolatedPfromP
mushroomPcompostsPinPKoreaPbasedPonPhmSPrRNxPgenePsequencePanalysisePFEMSkMicrobiologyk
LetterscP2001cPigicPpndhgi

2.9 37

176
RhodanobacterPginsengisoliPspePnovePandPRhodanobacterPterraePspePnovecPisolatedPfromPsoilP
cultivatedPwithPKoreanPginsengePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP
2007cPlncPiohgdiohj

2.2 36

175 MassiliaPniabensisPspePnovePandPMassiliaPniastensisPspePnovecPisolatedPfromPairPsamplesePInternationalk
JournalkofkSystematickandkEvolutionarykMicrobiologycP2009cPlpcPhmlmdmg 2.2 35

174 ParacoccusPhomiensisPspePnovecPisolatedPfromPaPseadsandPsampleePInternationalkJournalkofkSystematick
andkEvolutionarykMicrobiologycP2006cPlmcPijondijpg 2.2 35

173 EffectsPofPdietPtypecPdevelopmentalPstagecPandPgutPcompartmentPinPthePgutPbacterialPcommunitiesP
ofPtwoPzerambycidaePspeciesP[zoleoptera]ePJournalkofkMicrobiologycP2017cPllcPihdjg 3 34

172 DeinococcusPaerolatusPspePnovePandPDeinococcusPaerophilusPspePnovecPisolatedPfromPairPsampleseP
InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2010cPmgcPhhphdhhpl 2.2 34

171 zhitinophagaPniabensisPspePnovePandPzhitinophagaPniastensisPspePnovecPisolatedPfromPsoileP
InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2009cPlpcPhimndnh 2.2 34

170 DeinococcusPcellulosilyticusPspePnovecPisolatedPfromPairePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2007cPlncPhmoldhmoo 2.2 34
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DescriptionPofPMicrovirgaPaerophilaPspePnovePandPMicrovirgaPaerilataPspePnovecPisolatedPfromPaircP
reclassificationPofPyalneimonasPflocculansPTakedaPetPalePiggkPasPMicrovirgaPflocculansPcombePnoveP
andPemendedPdescriptionPofPthePgenusPMicrovirgaePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2010cPmgcPilpmdimgg

2.2 34
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DyellaPthiooxydansPspePnovecPaPfacultativelyPchemolithotrophiccPthiosulfatedoxidizingPbacteriumP
isolatedPfromPrhizospherePsoilPofPsunflowerP[HelianthusPannuusPLe]ePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2011cPmhcPjpidjpo
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167 xrenimonasPdonghaensisPgenePnovecPspePnovecPisolatedPfromPseashorePsandePInternationalkJournalkofk
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166 zohnellaPyongneupensisPspePnovePandPzohnellaPginsengisoliPspePnovecPisolatedPfromPtwoPdifferentP
soilsePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2010cPmgcPlimdljg 2.2 31

165 RoseomonasPaerilataPspePnovecPisolatedPfromPanPairPsampleePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2008cPlocPhkoidl 2.2 31

164 DevosiaPsoliPspePnovecPisolatedPfromPgreenhousePsoilPinPKoreaePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2006cPlmcPimopdimpi 2.2 31

163 zomparativePanalysisPofPbacterialPdiversityPinPthePrhizospherePofPtomatoPbyPcultureddependentPandP
dindependentPapproachesePJournalkofkMicrobiologycP2016cPlkcPoijdojh 3 30

162 EffectsPofPwaterdsavingPirrigationPonPemissionsPofPgreenhousePgasesPandPprokaryoticPcommunitiesP
inPricePpaddyPsoilePMicrobialkEcologycP2014cPmocPinhdoj 4.4 30

161 PseudoxanthomonasPsuwonensisPspePnovecPisolatedPfromPcottonPwastePcompostsePInternationalk
JournalkofkSystematickandkEvolutionarykMicrobiologycP2006cPlmcPmlpdmmi 2.2 30

160 LoktanellaPkoreensisPspePnovecPisolatedPfromPseaPsandPinPKoreaePInternationalkJournalkofkSystematick
andkEvolutionarykMicrobiologycP2006cPlmcPihppdiigi 2.2 29

159 zhryseobacteriumPwanjuensePspePnovecPisolatedPfromPgreenhousePsoilPinPKoreaePInternationalkJournalk
ofkSystematickandkEvolutionarykMicrobiologycP2006cPlmcPhlghdhlgk 2.2 29

158 RoseomonasPaerophilaPspePnovecPisolatedPfromPairePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2013cPmjcPijjkdijjn 2.2 28

157 MicrobialPcommunityPanalysisPandPidentificationPofPalternativePhostdspecificPfecalPindicatorsPinPfecalP
andPriverPwaterPsamplesPusingPpyrosequencingePJournalkofkMicrobiologycP2011cPkpcPloldpk 3 28

156 MassiliaPjejuensisPspePnovePandPNaxibacterPsuwonensisPspePnovecPisolatedPfromPairPsampleseP
InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2010cPmgcPhpjodhpkj 2.2 28
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PleomorphomonasPdiazotrophicaPspePnovecPanPendophyticPNdfixingPbacteriumPisolatedPfromProotP
tissuePofPJatrophaPcurcasPLePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2013cP
mjcPiknndikoj

2.2 27
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SediminibacteriumPginsengisoliPspePnovecPisolatedPfromPsoilPofPaPginsengPfieldcPandPemendedP
descriptionsPofPthePgenusPSediminibacteriumPandPofPSediminibacteriumPsalmoneumePInternationalk
JournalkofkSystematickandkEvolutionarykMicrobiologycP2013cPmjcPpgldphi

2.2 27

153 SkermanellaPaerolataPspePnovecPisolatedPfromPaircPandPemendedPdescriptionPofPthePgenusP
SkermanellaePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2007cPlncPhljpdhlki 2.2 27
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descriptionsPofPFlavobacteriumPcheonanensecPFePchungnamensecPFePkoreensePandPFePaquatileeP
InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2012cPmicPijnodijoi

2.2 26
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InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2007cPlncPhmpkdhmpo 2.2 26

150 StreptomycesPatacamensisPspePnovecPisolatedPfromPanPextremePhyperdaridPsoilPofPthePxtacamaP
DesertcPzhileePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2012cPmicPimogdimok 2.2 25

149 DyellaPsoliPspePnovePandPDyellaPterraePspePnovecPisolatedPfromPsoilePInternationalkJournalkofkSystematick
andkEvolutionarykMicrobiologycP2009cPlpcPhmoldpg 2.2 25
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beneficialPpropertiesPandPaPuniquePplasmidePJournalkofkBiotechnologycP2017cPilpcPiihdiin 3.7 24
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SolitaleaPkoreensisPgenePnovecPspePnovePandPthePreclassificationPofP[Flexibacter]PcanadensisPasP
SolitaleaPcanadensisPcombePnovePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP
2009cPlpcPhpmpdnl

2.2 24

146 yacillusPniabensisPspePnovecPisolatedPfromPcottondwastePcompostsPforPmushroomPcultivationeP
InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2007cPlncPhpgpdhphj 2.2 24
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PedobacterPrhizosphaeraePspePnovePandPPedobacterPsoliPspePnovecPisolatedPfromPrhizospherePsoilPofP
zhinesePcabbageP[yrassicaPcampestris]ePInternationalkJournalkofkSystematickandkEvolutionaryk
MicrobiologycP2011cPmhcPionkdionp

2.2 23

143 xcinetobacterPbrisouiiPspePnovecPisolatedPfromPaPwetlandPinPKoreaePJournalkofkMicrobiologycP2010cPkocPjmdp 3 23

142 DyellaPyeojuensisPspePnovecPisolatedPfromPgreenhousePsoilPinPKoreaePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2006cPlmcPignpdigoi 2.2 23

141 xurantimonasPureilyticaPspePnovecPisolatedPfromPanPairPsampleePInternationalkJournalkofkSystematick
andkEvolutionarykMicrobiologycP2007cPlncPhnhndhnig 2.2 23

140 ParasegetibacterPterraePspePnovecPisolatedPfromPpaddyPsoilPandPemendedPdescriptionPofPthePgenusP
ParasegetibacterePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2015cPmlcPhhjdhhm 2.2 22

139 DynamicsPofPbacterialPcommunitiesPinPricePfieldPsoilsPasPaffectedPbyPdifferentPlongdtermPfertilizationP
practicesePJournalkofkMicrobiologycP2016cPlkcPnikdnjh 3 22

138 StreptomycesPdesertiPspePnovecPisolatedPfromPhyperdaridPxtacamaPDesertPsoilePAntoniekVank
LeeuwenhoekcP2012cPhghcPlnldoh 2.1 22

137 LeucobacterPdenitrificansPspePnovecPisolatedPfromPcowPdungePJournalkofkMicrobiologycP2012cPlgcPhmhdl 3 22

136
LysinimonasPsoliPgenePnovecPspePnovecPisolatedPfromPsoilcPandPreclassificationPofPLeifsoniaPkribbensisP
DastagerPetPalePiggpPasPLysinimonasPkribbensisPspePnovecPcombePnovePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2013cPmjcPhkgjdhkhg

2.2 22

135
FlavobacteriumPcompostarborisPspePnovecPisolatedPfromPleafdanddbranchPcompostcPandPemendedP
descriptionsPofPFlavobacteriumPhercyniumcPFlavobacteriumPresistensPandPFlavobacteriumP
johnsoniaeePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2012cPmicPighodigik

2.2 22

134 InducedPTolerancePtoPSalinityPStressPbyPHalotolerantPyacteriaPHhpdhPandPHigdlPinPTomatoPPlantseP
JournalkofkMicrobiologykandkBiotechnologycP2019cPipcPhhikdhhjm 3.3 22

133 ReyranellaPsoliPspePnovecPisolatedPfromPforestPsoilcPandPemendedPdescriptionPofPthePgenusPReyranellaP
PagnierPetPalePighhePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2013cPmjcPjhmkdjhmn2.2 21

132 IdiomarinaPhomiensisPspePnovecPisolatedPfromPseashorePsandPinPKoreaePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2006cPlmcPiiipdiijj 2.2 21
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InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2012cPmicPikhgdikhm 2.2 20
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xdhaeribacterPaerophilusPspePnovecPxdhaeribacterPaerolatusPspePnovePandPSegetibacterPaerophilusPspeP
novecPisolatedPfromPairPsamplesePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP
2010cPmgcPikikdikip

2.2 20

129 UliginosibacteriumPgangwonensePgenePnovecPspePnovecPisolatedPfromPaPwetlandcPYongneupcPinPKoreaeP
InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2008cPlocPhjhdl 2.2 20

128 VariovoraxPsoliPspePnovecPisolatedPfromPgreenhousePsoilePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2006cPlmcPioppdipgh 2.2 20

127 TerrabacterPaerolatusPspePnovecPisolatedPfromPanPairPsampleePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2007cPlncPihgmdihgp 2.2 20

126
JatrophihabitansPendophyticusPgenePnovecPspePnovecPanPendophyticPactinobacteriumPisolatedPfromPaP
surfacedsterilizedPstemPofPJatrophaPcurcasPLePInternationalkJournalkofkSystematickandkEvolutionaryk
MicrobiologycP2013cPmjcPhikhdhiko

2.2 19

125 RudaeaPcellulosilyticaPgenePnovecPspePnovecPisolatedPfromPsoilePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2009cPlpcPijgodhi 2.2 19

124 RudanellaPluteaPgenePnovecPspePnovecPisolatedPfromPanPairPsamplePinPKoreaePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2008cPlocPknkdo 2.2 19

123 KnoelliaPaerolataPspePnovecPisolatedPfromPanPairPsamplePinPKoreaePInternationalkJournalkofkSystematick
andkEvolutionarykMicrobiologycP2007cPlncPiomhdiomk 2.2 19

122
UndibacteriumPjejuensePspePnovePandPUndibacteriumPseohonensePspePnovecPisolatedPfromPsoilPandP
freshwatercPrespectivelyePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2014cP
mkcPijmdikh

2.2 18

121 ParapedobacterPluteusPspePnovePandPParapedobacterPcompostiPspePnovecPisolatedPfromPcottonPwasteP
compostePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2010cPmgcPhokpdholj 2.2 18

120
DactylosporangiumPluridumPspePnovecPDactylosporangiumPluteumPspePnovePandPDactylosporangiumP
salmoneumPspePnovecPnomePrevecPisolatedPfromPsoilePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2010cPmgcPhohjdhoij

2.2 18

119 DraftPgenomePsequencePofPthePbiocontrolPbacteriumPyacillusPamyloliquefaciensPstrainPMinePJournalk
ofkBacteriologycP2012cPhpkcPmpjkdl 3.5 18

118 PaludibacteriumPyongneupensePgenePnovecPspePnovecPisolatedPfromPaPwetlandcPYongneupcPinPKoreaeP
InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2008cPlocPhpgdk 2.2 18

117 LysinibacillusPchungkukjangiPspePnovecPisolatedPfromPzhungkukjangcPKoreanPfermentedPsoybeanP
foodePJournalkofkMicrobiologycP2013cPlhcPkggdk 3 17

116 DokdonellaPsoliPspePnovecPaPgammaproteobacteriumPisolatedPfromPsoilePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2009cPlpcPhpmldo 2.2 17

115 zellulomonasPaerilataPspePnovecPisolatedPfromPanPairPsampleePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2008cPlocPipildp 2.2 17

114 zhitinimonasPkoreensisPspePnovecPisolatedPfromPgreenhousePsoilPinPKoreaePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2006cPlmcPhnmhdhnmk 2.2 17

113 ThePcommunityPcompositionPofProotdassociatedPbacteriaPofPthePtomatoPplantePWorldkJournalkofk
MicrobiologykandkBiotechnologycP2006cPiicPhimndhinj 4.4 17
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112 DiaminobutyricimonasPaerilataPgenePnovecPspePnovecPaPnovelPmemberPofPthePfamilyPMicrobacteriaceaeP
isolatedPfromPanPairPsamplePinPKoreaePJournalkofkMicrobiologycP2012cPlgcPhgkndli 3 16

111 zohnellaPsoliPspePnovePandPzohnellaPsuwonensisPspePnovePIsolatedPfromPsoilPsamplesPinPKoreaePJournalk
ofkMicrobiologycP2011cPkpcPhgjjdo 3 16

110 NiabellaPsoliPspePnovecPisolatedPfromPsoilPfromPJejuPIslandcPKoreaePInternationalkJournalkofkSystematick
andkEvolutionarykMicrobiologycP2008cPlocPkmndp 2.2 16

109 UreibacillusPsuwonensisPspePnovecPisolatedPfromPcottonPwastePcompostsePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2006cPlmcPmmjdmmm 2.2 16

108 yurkholderiaPsoliPspePnovecPisolatedPfromPsoilPcultivatedPwithPKoreanPginsengePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2007cPlncPhiidhil 2.2 16

107 ThalassobacterParenaePspePnovecPisolatedPfromPseaPsandPinPKoreaePInternationalkJournalkofkSystematick
andkEvolutionarykMicrobiologycP2009cPlpcPkondpg 2.2 15

106 JannaschiaPpohangensisPspePnovecPisolatedPfromPseashorePsandPinPKoreaePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2008cPlocPkpmdp 2.2 15

105 SpirosomaPaerophilumPspePnovecPisolatedPfromPanPairPsampleePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2016cPmmcPijkidijkm 2.2 15

104
PedobacterPnamyangjuensisPspePnovePisolatedPfromPsoilPandPreclassificationPofPNubsellaP
zeaxanthinifaciensPxskerPetPalePiggoPasPPedobacterPzeaxanthinifaciensPcombePnovePJournalkofk
MicrobiologycP2013cPlhcPildjg

3 14

103 HomoserinimonasPaerilataPgenePnovecPspePnovecPaPnovelPmemberPofPthePfamilyPMicrobacteriaceaeP
isolatedPfromPanPairPsamplePinPKoreaePJournalkofkMicrobiologycP2012cPlgcPmnjdp 3 14

102 FlavobacteriumPkoreensePspePnovecPFlavobacteriumPchungnamensePspePnovecPandPFlavobacteriumP
cheonanensePspePnovecPisolatedPfromPaPfreshwaterPreservoirePJournalkofkMicrobiologycP2011cPkpcPjondpi 3 14

101 PhenylobacteriumPcompostiPspePnovecPisolatedPfromPcottonPwastePcompostPinPKoreaePInternationalk
JournalkofkSystematickandkEvolutionarykMicrobiologycP2008cPlocPijghdk 2.2 14

100 PseudoxanthomonasPyeongjuensisPspePnovecPisolatedPfromPsoilPcultivatedPwithPKoreanPginsengeP
InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2007cPlncPmkmdmkp 2.2 14

99 DescriptionPofPGalbitaleaPsoliPgenePnovecPspePnovecPandPFrondihabitansPsucicolaPspePnovePInternationalk
JournalkofkSystematickandkEvolutionarykMicrobiologycP2014cPmkcPlnidlno 2.2 13

98 ParafilimonasPterraePgenePnovecPspePnovecPisolatedPfromPgreenhousePsoilePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2014cPmkcPjgkgdjgkl 2.2 13

97 PhycicoccusPaerophilusPspePnovecPisolatedPfromPairePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2008cPlocPijopdpi 2.2 13

96 PolaromonasPjejuensisPspePnovecPisolatedPfromPsoilPinPKoreaePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2008cPlocPhlildo 2.2 13

95 zompletePGenomePSequencePofPyacillusPamyloliquefaciensPsubspePplantarumPzzhnocPaPPhyllosphereP
yacteriumPxntagonisticPtoPPlantPPathogenicPFungiePGenomekAnnouncementscP2015cPjcP 12

(2015-2012)
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94 RhodanobacterPumsongensisPspePnovecPisolatedPfromPaPKoreanPginsengPfieldePJournalkofkMicrobiologycP
2013cPlhcPilodmh 3 12

93 RubellimicrobiumPaerolatumPspePnovecPisolatedPfromPanPairPsamplePinPKoreaePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2009cPlpcPkgmdhg 2.2 12

92 xquitaleaPdenitrificansPspePnovecPisolatedPfromPaPKoreanPwetlandePInternationalkJournalkofkSystematick
andkEvolutionarykMicrobiologycP2009cPlpcPhgkldo 2.2 12

91
MarmoricolaPsolisilvaePspePnovePandPMarmoricolaPterraePspePnovecPisolatedPfromPsoilPandPemendedP
descriptionPofPthePgenusPMarmoricolaePInternationalkJournalkofkSystematickandkEvolutionaryk
MicrobiologycP2015cPmlcPhoildhojg

2.2 12

90 NaasiaPaerilataPgenePnovecPspePnovecPaPmemberPofPthePfamilyPMicrobacteriaceaePisolatedPfromPaireP
InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2013cPmjcPikjmdikkh 2.2 11

89 HydrogenophagaPtemperataPspePnovecPaPbetaproteobacteriumPisolatedPfromPcompostPinPKoreaeP
JournalkofkGeneralkandkAppliedkMicrobiologycP2010cPlmcPkhpdil 1.5 11

88
LarkinellaPbovisPspePnovecPisolatedPfromPfermentedPbovinePproductscPandPemendedPdescriptionsPofP
thePgenusPLarkinellaPandPofPLarkinellaPinsperataPVancanneytPetPalePiggmePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2011cPmhcPjgdjk

2.2 11

87
UreibacillusPcompostiPspePnovePandPUreibacillusPthermophilusPspePnovecPisolatedPfromP
livestockdmanurePcompostsePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2007cP
lncPipgodiphh

2.2 11

86
PseudoflavitaleaPrhizosphaeraePgenePnovecPspePnovecPisolatedPfromPrhizospherePofPtomatocPandP
proposalPtoPreclassifyPFlavitaleaPsoliPasPPseudoflavitaleaPsoliPcombePnovePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2016cPmmcPkhmndkhnh

2.2 11

85 yiodegradationPofPorganophosphorusPinsecticidesPwithPPPSPbondsPbyPtwoPSphingobiumPspePstrainseP
InternationalkBiodeteriorationkandkBiodegradationcP2018cPhjicPlpdml 4.8 11

84 zhujaibacterPsoliPgenePnovecPspePnovecPisolatedPfromPsoilePJournalkofkMicrobiologycP2015cPljcPlpidn 3 10

83 DiaminobutyricibacterPtongyongensisPgenePnovecPspePnovePandPHomoserinibacterPgongjuensisPgeneP
novecPspePnovePbelongPtoPthePfamilyPMicrobacteriaceaeePJournalkofkMicrobiologycP2014cPlicPlindjj 3 10

82 NocardioidesPpaucivoransPspePnovePisolatedPfromPsoilePJournalkofkMicrobiologycP2014cPlicPppgdk 3 10

81 yurkholderiaPdenitrificansPspePnovecPisolatedPfromPthePsoilPofPDokdoPIslandcPKoreaePJournalkofk
MicrobiologycP2012cPlgcPolldp 3 10

80 StreptomycesPbrevisporaPspePnovePandPStreptomycesPlaculatisporaPspePnovecPactinomycetesPisolatedP
fromPsoilePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2012cPmicPknodkoj 2.2 10

79 xndreprevotiaPchitinilyticaPgenePnovecPspePnovecPisolatedPfromPforestPsoilPfromPHallaPMountaincPJejuP
IslandcPKoreaePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2007cPlncPhlnidhlnl 2.2 10

78 NakamurellaPintestinalisPspePnovecPisolatedPfromPthePfaecesPofPPseudorhynchusPjaponicuseP
InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2017cPmncPipngdipnk 2.2 10

77 spePnovecPaPnovelPendophyticcPNPfixingcPplantPgrowthPpromotingPisolatedPfromPoilPpalmP[]eP
InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2020cPngcPokhdoko 2.2 10

Hang-Yeon Weon
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76 zaenimonasPterraePspePnovecPisolatedPfromPaPsoilPsamplePinPKoreacPandPemendedPdescriptionPofPtheP
genusPzaenimonasPRyuPetPalePiggoePJournalkofkMicrobiologycP2012cPlgcPomkdo 3 9

75 TsukamurellaPsoliPspePnovecPisolatedPfromPsoilePInternationalkJournalkofkSystematickandkEvolutionaryk
MicrobiologycP2010cPmgcPhmmndhmnh 2.2 9

74 RhodocytophagaPaerolataPgenePnovecPspePnovecPaPnewPmemberPofPthePfamilyPzytophagaceaePisolatedP
fromPairePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2010cPmgcPhllkdhllo 2.2 9

73 NiabellaPginsengisoliPspePnovecPisolatedPfromPsoilPcultivatedPwithPKoreanPginsengePInternationalk
JournalkofkSystematickandkEvolutionarykMicrobiologycP2009cPlpcPhioidl 2.2 9

72 NevskiaPterraePspePnovecPisolatedPfromPsoilePInternationalkJournalkofkSystematickandkEvolutionaryk
MicrobiologycP2011cPmhcPhiimdhiip 2.2 9

71 NevskiaPsoliPspePnovecPisolatedPfromPsoilPcultivatedPwithPKoreanPginsengePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2008cPlocPlnodog 2.2 9

70 PseudomonasPpohangensisPspePnovecPisolatedPfromPseashorePsandPinPKoreaePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2006cPlmcPihljdihlm 2.2 9

69 InPVitroPxntagonisticPEffectsPofPyacilliPIsolatesPagainstPFourPSoilbornePPlantPPathogenicPFungiePPlantk
PathologykJournalcP2008cPikcPlidln 2.5 9

68 DifferentPtypesPofPagriculturalPlandPusePdrivePdistinctPsoilPbacterialPcommunitiesePScientifickReportscP
2020cPhgcPhnkho 4.9 9

67 NoviherbaspirillumPsuwonensePspePnovecPisolatedPfromPanPairPsampleePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2014cPmkcPhllidhllo 2.2 8

66 DiaphorobacterPaerolatusPspePnovecPisolatedPfromPaircPandPemendedPdescriptionPofPthePgenusP
DiaphorobacterePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2014cPmkcPlhjdlhn 2.2 8

65 FlavobacteriumPcheonhonensePspePnovecPisolatedPfromPaPfreshwaterPreservoirePJournalkofk
MicrobiologycP2012cPlgcPlmidm 3 8

64 KaistiaPterraePspePnovecPisolatedPfromPaPwetlandPinPKoreaePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2010cPmgcPpkpdpli 2.2 8

63 KaistiaPsoliPspePnovecPisolatedPfromPaPwetlandPinPKoreaePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2008cPlocPhliidk 2.2 8

62 EffectPofPHimdiPandPHjgdjPonPGrowthPPromotionPandPxlleviationPofPHeatPandPDroughtPStressesPinP
zhinesePzabbageePPlantkPathologykJournalcP2019cPjlcPhnodhon 2.5 8

61 zharacterizationPofPMultifunctionalPyacillusPspePGHhdhjePNongsyagkGwahagkHoejicP2016cPigcPhopdhpm 0.6 8

60
SphingomonasPjatrophaePspePnovePandPSphingomonasPcarotinifaciensPspePnovecPtwoP
yellowdpigmentedPendophytesPisolatedPfromPstemPtissuesPofPJatrophaPcurcasPLePInternationalk
JournalkofkSystematickandkEvolutionarykMicrobiologycP2017cPmncPlhlgdlhlo

2.2 8

59 zhryseolineaPsoliPspePnovecPisolatedPfromPsoilePJournalkofkMicrobiologycP2019cPlncPhiidhim 3 7

(2019-2012)
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58 NocardioidesPdaecheongensisPspePnovecPisolatedPfromPsoilePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2014cPmkcPkhgpdkhhk 2.2 7

57 SolimonasPterraePspePnovecPisolatedPfromPsoilePInternationalkJournalkofkSystematickandkEvolutionaryk
MicrobiologycP2014cPmkcPhihodhiii 2.2 7

56
RudaeicoccusPsuwonensisPgenePnovecPspePnovecPanPactinobacteriumPisolatedPfromPthePepidermalPtissueP
ofPaProotPofPaPPhalaenopsisPorchidePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP
2013cPmjcPhiphdhipm

2.2 7

55 ParalcaligenesPureilyticusPgenePnovecPspePnovePisolatedPfromPsoilPofPaPKoreanPginsengPfieldePJournalkofk
MicrobiologycP2011cPkpcPlgidn 3 7

54 MicrobacteriumPsuwonensePspePnovecPisolatedPfromPcowPdungePJournalkofkMicrobiologycP2011cPkpcPolidm 3 7

53 xnalysisPofPgutPbacterialPdiversityPandPexplorationPofPcelluloseddegradingPbacteriaPinPxylophagousP
insectsePKoreankJournalkofkMicrobiologycP2015cPlhcPigpdiig 7

52 NiastellaPgongjuensisPspePnovecPisolatedPfromPgreenhousePsoilePInternationalkJournalkofkSystematick
andkEvolutionarykMicrobiologycP2015cPmlcPjhhldjhho 2.2 7

51 PseudoxanthomonasPsangjuensisPspePnovecPisolatedPfromPgreenhousePsoilePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2015cPmlcPjhngdjhnk 2.2 7

50 spePnovecPisolatedPfromPgreenhousePsoilePInternationalkJournalkofkSystematickandkEvolutionaryk
MicrobiologycP2016cPmmcPhkghdhkgm 2.2 7

49 zhitinophagaPrhizosphaeraePspePnovecPisolatedPfromPrhizospherePsoilPofPaPtomatoPplantePInternationalk
JournalkofkSystematickandkEvolutionarykMicrobiologycP2017cPmncPjkjldjkjp 2.2 7

48 PaenalcaligenesPsuwonensisPspePnovecPisolatedPfromPspentPmushroomPcompostePInternationalkJournalk
ofkSystematickandkEvolutionarykMicrobiologycP2014cPmkcPooidoom 2.2 6

47 RudaibacterPterraePgenePnovecPspePnovecPisolatedPfromPgreenhousePsoilePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2013cPmjcPkglidkgln 2.2 6

46 XenophilusPaerolatusPspePnovecPisolatedPfromPairePInternationalkJournalkofkSystematickandkEvolutionaryk
MicrobiologycP2010cPmgcPjindjjg 2.2 6

45 spePnovePisolatedPfromPsoilePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2016cP
mmcPlmidlmm 2.2 6

44 StreptomycesPpiniPspePnovecPanPactinomycetePisolatedPfromPphylloplanePofPpineP[PinusPsylvestrisPLe]P
needledlikePleavesePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2016cPmmcPkigkdkihg2.2 6

43 LysobacterPsolanacearumPspePnovecPisolatedPfromPrhizospherePofPtomatoePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2017cPmncPhhgidhhgm 2.2 6

42 SphingomonasPparvusPspePnovePisolatedPfromPaPginsengdcultivatedPsoilePJournalkofkMicrobiologycP2015cP
ljcPmnjdn 3 5

41 ParaherbaspirillumPsoliPgenePnovecPspePnovePisolatedPfromPsoilePJournalkofkMicrobiologycP2013cPlhcPimidn 3 5
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40 JatrophihabitansPsoliPspePnovecPisolatedPfromPsoilePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2015cPmlcPhnlpdhnmj 2.2 5

39 TerrabacterPaeriphilusPspePnovecPisolatedPfromPanPairPsampleePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2010cPmgcPhhjgdhhjk 2.2 5

38 ThePcharacterizationPandPcompositionPofPbacterialPcommunitiesPinPsoilsPblendedPwithPspentPfoundryP
sandePAnnalskofkMicrobiologycP2009cPlpcPijpdikm 3.2 5

37 ThePphylogenyPofPfluorescentPpseudomonadsPinPanPunfloodedPricePpaddyPsoilePAnnalskofk
MicrobiologycP2007cPlncPippdjgm 3.2 5

36 yacterialPcorePcommunityPinPsoybeanPrhizosphereePKoreankJournalkofkMicrobiologycP2015cPlhcPjkndjlk 5

35 PaenibacillusPcucumisPspePnovePisolatedPfromPgreenhousePsoilePJournalkofkMicrobiologycP2014cPlicPkmgdk 3 4

34 FulvimonasPyonginensisPspePnovecPisolatedPfromPgreenhousePsoilcPandPemendedPdescriptionPofPtheP
genusPFulvimonasePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2014cPmkcPinlodinmi2.2 4

33 xngustibacterPaerolatusPspePnovecPisolatedPfromPairePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2013cPmjcPmhgdmhl 2.2 4

32 DiversityPandPxntimicrobialPxctivityPofPxctinomycetesPfromPFecalPSamplePofPRhinocerosPyeetleP
LarvaeePKoreankJournalkofkMicrobiologycP2013cPkpcPhlmdhmk 4

31 xrthrobacterPsilviterraePspePnovecPisolatedPfromPforestPsoilePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2017cPmncPklkmdkllh 2.2 4

30 PaenibacillusPsolanacearumPspePnovecPisolatedPfromPrhizospherePsoilPofPaPtomatoPplantePInternationalk
JournalkofkSystematickandkEvolutionarykMicrobiologycP2017cPmncPlgkmdlglg 2.2 4

29 MucilaginibacterPginsengisoliPspePnovecPisolatedPfromPaPginsengdcultivatedPsoilePInternationalkJournalk
ofkSystematickandkEvolutionarykMicrobiologycP2015cPmlcPjpjjdjpjn 2.2 4

28 NiabellaPterraePspePnovePisolatedPfromPgreenhousePsoilePJournalkofkMicrobiologycP2013cPlhcPnjhdl 3 3

27
xnalysisPofPzommunityPStructurePofPMetabolicallyPxctivePyacteriaPinPaPRicePFieldPSubjectedPtoP
LongdTermPFertilizationPPracticesePHansgukkTsoyangkPiryokHakhoekChikHansgukkTsoyangkPiryokHakhoecP
2013cPkmcPloldlpi

0.2 3

26 PaenibacillusPnurukiPspePnovecPisolatedPfromPNurukcPaPKoreanPfermentationPstarterePJournalkofk
MicrobiologycP2019cPlncPojmdokh 3 3

25 OryzobacterPterraePgenePnovecPspePnovecPisolatedPfromPpaddyPsoilePInternationalkJournalkofkSystematick
andkEvolutionarykMicrobiologycP2015cPmlcPjhpgdjhpl 2.2 3

24 FriedmanniellaPaerolataPspePnovecPisolatedPfromPairePInternationalkJournalkofkSystematickandk
EvolutionarykMicrobiologycP2016cPmmcPhpngdhpnl 2.2 3

23 PedobacterlycopersiciPspePnovecPisolatedPfromPthePrhizospherePofPtomatoPplantP[SolanumP
lycopersicumPLe]ePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2016cPmmcPlkgmdlkhh 2.2 3

(2016-2015)
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22 PhreatobacterPcathodiphilusPspePnovecPisolatedPfromPaPcathodePofPaPmicrobialPfuelPcellePInternationalk
JournalkofkSystematickandkEvolutionarykMicrobiologycP2018cPmocPiolldiolp 2.2 3

21 spePnovecPisolatedPfromPgutPofPthePinsectePInternationalkJournalkofkSystematickandkEvolutionaryk
MicrobiologycP2019cPmpcPioghdiogm 2.2 3

20 genePnovecPspePnovecPaPnewPmemberPofPthePfamilyPisolatedPfromPleafPtissuesPofPoilPpalmP[PJacqe]eP
InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2020cPngcPimkgdimkn 2.2 3

19 GryllotalpicolaPsoliPspePnovecPisolatedPfromPsoilePInternationalkJournalkofkSystematickandkEvolutionaryk
MicrobiologycP2014cPmkcPkgnpdkgoj 2.2 2

18 EffectPofPyacillusPmesonaePHigdlPTreatmentPonPRhizosphericPyacterialPzommunityPofPTomatoP
PlantsPunderPSalinityPStresseePPlantkPathologykJournalcP2021cPjncPmmidmni 2.5 2

17 TerrimonasPterraePspePnovecPisolatedPfromPthePrhizospherePofPaPtomatoPplantePInternationalkJournalkofk
SystematickandkEvolutionarykMicrobiologycP2017cPmncPjhgldjhhg 2.2 2

16 ParapedobacterPlycopersiciPspePnovecPisolatedPfromPthePrhizospherePsoilPofPtomatoPplantsP[SolanumP
lycopersicumPLe]ePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2017cPmncPjniodjnji 2.2 2

15 OryzihumusPterraePspePnovecPisolatedPfromPsoilPandPemendedPdescriptionPofPthePgenusPOryzihumuseP
InternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2014cPmkcPijpldijpp 2.2 2

14 ParafilimonasPrhizosphaeraePspePnovecPisolatedPfromPthePrhizospherePofPtomatoPplantP[SolanumP
lycopersicumPLe]ePInternationalkJournalkofkSystematickandkEvolutionarykMicrobiologycP2017cPmncPiinpdiioj 2.2 2

13 ParaflavitaleaPsoliPgenePnovecPspePnovecPisolatedPfromPgreenhousePsoilePJournalkofkMicrobiologycP2020cP
locPhndij 3 2

12 PaenibacillusPlycopersiciPspePnovePandPPaenibacillusPrhizovicinusPspePnovecPisolatedPfromPtheP
rhizospherePofPtomatoP[SolanumPlycopersicum]ePJournalkofkMicrobiologycP2020cPlocPojidokg 3 2

11
SphingomonasPpalmaePspePnovePandPSphingomonasPgellaniPspePnovecPendophyticallyPassociatedP
phyllospherePbacteriaPisolatedPfromPeconomicallyPimportantPcropPplantsePAntoniekVankLeeuwenhoekcP
2020cPhhjcPhmhndhmji

2.1 2

10 SiphonobacterPintestinalisPspePnovecPaPbacteriumPisolatedPfromPthePfecesPofPPseudorhynchusP
japonicusePJournalkofkMicrobiologycP2016cPlkcPngpdnhi 3 1

9
PseudactinotaleaPterraePgenePnovecPspePnovecPisolatedPfromPgreenhousePsoilcPandPreclassificationPofP
xctinotaleaPsuaedaePasPPseudactinotaleaPsuaedaePcombePnovePInternationalkJournalkofkSystematick
andkEvolutionarykMicrobiologycP2017cPmncPngkdngp

2.2 1

8
zomparativePxnalysisPofPEndophyticPyacterialPzommunitiesPinPthePRootsPofPRicePGrownPunderP
LongdtermPFertilizationPPracticePusingPPyrosequencingPMethodePHansgukkTsoyangkPiryokHakhoekChik
HansgukkTsoyangkPiryokHakhoecP2012cPklcPhhggdhhgn

0.2 1

7 XylophilusPrhododendriPspePnovecPIsolatedPfromPFlowerPofPRoyalPxzaleacPRhododendronP
schlippenbachiiePCurrentkMicrobiologycP2020cPnncPkhmgdkhmm 2.4 1

6
spePnovePandPspePnovecPisolatedPfromPthePgutPofPlarvaePofPcPreclassificationPofPasPcombePnovePandP
emendedPdescriptionPofPthePgenusePInternationalkJournalkofkSystematickandkEvolutionaryk
MicrobiologycP2021cPnhcP

2.2 1

5 EffectPofPyacillusPzzhhiPInoculationPonPFungalPPathogensPandPSoilPMicrobialPzommunityPinPaP
GinsengdzultivatedPSoilePHansgukkTsoyangkPiryokHakhoekChikHansgukkTsoyangkPiryokHakhoecP2020cPljcPhiodhjp0.2 1
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4 RapidPdiscriminationPofPpotatoPscabdcausingPStreptomycesPspeciesPbasedPonPthePRNasePPPRNxPgeneP
sequencesePJournalkofkMicrobiologycP2011cPkpcPnphdm 3

3
xssessmentPofPRhizospherePMicrobialPzommunityPStructurePinPTomatoPPlantsPafterPInoculationPofP
yacillusPSpeciesPforPInducingPTolerancePtoPSalinityePKoreankJournalkofkEnvironmentalkAgriculturecP
2021cPkgcPkpdlp

0.6

2 zhitinophagaPagriPspePnovecPaPbacteriumPisolatedPfromPsoilPofPreclaimedPlandePArchiveskofkMicrobiology
cP2021cPigjcPogpdohl 3

1 yiocontrolPactivityPofPantidsalinityPyacillusPmesonaePHigdlPagainstPyacterialPwiltPinPdifferentPtomatoP
cultivarsePBiologicalkControlcP2022cPhmpcPhgkomp 3.8
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