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Potent SARS-CoV-2 neutralizing antibodies directed against spike N-terminal domain target a single
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Cryo-EM structure of the SARS-CoV-2 Omicron spike. Cell Reports, 2022, 38, 110428.

Structure-Based Design with Tag-Based Purification and In-Process Biotinylation Enable Streamlined
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Gating movements and ion permeation in HCN4 pacemaker channels. Molecular Cell, 2021, 81, 45 a1
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Paired heavy- and light-chain signatures contribute to potent SARS-CoV-2 neutralization in public
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Crystal structure and functional characterization of an oligosaccharide dehydrogenase from
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