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98
SpatioatemporalNpatternsNofNuspergillusNflavusNinfectionNandNaflatoxinNvNbiosynthesisNonNmaizeN
kernelsNprobedNbyNSW RNhyperspectralNimagingNandNsynchrotronNzT RNmicrospectroscopybbNFoodg
Chemistry_N2022_Nglf_Negfghd

8.5 1

97 xiscoveryNofNMajorNQuantitativeNTraitNLociNandNwandidateN‘enesNforNzreshNSeedNxormancyNinN
‘roundnutbNAgronomy_N2022_Nef_Nhdh 3.6 1

96 RecentNudvancesNinN‘enetics_N‘enomics_NandNvreedingNforNNutritionalNQualityNinN‘roundnutN2022_Neeeaegk 0

95 whromatinNspatialNorganizationNofNwildNtypeNandNmutantNpeanutsNrevealsNhigharesolutionNgenomicN
architectureNandNinteractionNalterationsbNGenomegBiology_N2021_Nff_Ngei 18.3 0

94 LessonsNLearnednNtheN mportanceNofNviologicalNwurationbNMicrobiologygResourcegAnnouncements_N
2021_Ned_Neddhkgfe 1.3 0

93 xeNnovoNQTLaseqN dentifiesNLociNLinkedNtoNvlanchabilityNinNPeanutNVurachisNhypogaeaWNandNRefinesN
PreviouslyN dentifiedNQTLNwithNLowNwoverageNSequencebNAgronomy_N2021_Nee_Nffde 3.6 0

92 SensitivityNofN solatesNfromNPeanutNSeedsNinN‘eorgiaNtoNuzoxystrobin_NaNQuinoneNoutsideN nhibitorN
VQo WNzungicidebNJournalgofgFungigrBaselvgSwitzerlands_N2021_Nk_N 5.6 2

91
‘lobalNTranscriptomeNProfilingN dentifiedNTranscriptionNzactors_NviologicalNProcess_NandNussociatedN
PathwaysNforNPrea’arvestNuflatoxinNwontaminationNinN‘roundnutbNJournalgofgFungigrBaselvg
Switzerlands_N2021_Nk_N

5.6 3

90 MetabolomicsN nterventionNTowardsNvetterNUnderstandingNofNPlantNTraitsbNCells_N2021_Ned_N 7.9 17

89  ntegratedNsmallNRNuNandNmRNuNexpressionNprofilesNrevealNmiRNusNandNtheirNtargetNgenesNinN
responseNtoNuspergillusNflavusNgrowthNinNpeanutNseedsbNBMCgPlantgBiology_N2020_Nfd_Nfei 5.3 12

88
urachisNhypogaeaNgeneNexpressionNatlasNforNfastigiataNsubspeciesNofNcultivatedNgroundnutNtoN
accelerateNfunctionalNandNtranslationalNgenomicsNapplicationsbNPlantgBiotechnologygJournal_N2020_N
el_Nfelkaffdd

11.6 19

87 MolecularNvasisNofNRootNNoduleNSymbiosisNbetweenNandNUwrackayntryUNLegumeN‘roundnutNVNLbWbN
Plants_N2020_Nm_N 4.5 21

86 zunctionalNviologyNandNMolecularNMechanismsNofN’ostaPathogenN nteractionsNforNuflatoxinN
wontaminationNinN‘roundnutNVNLbWNandNMaizeNVNLbWbNFrontiersgingMicrobiology_N2020_Nee_Nffk 5.7 22

85
’ighadensityNSNPNmapNfacilitatesNfineNmappingNofNQTLsNandNcandidateNgenesNdiscoveryNforN
uspergillusNflavusNresistanceNinNpeanutNVurachisNhypogaeaWbNTheoreticalgandgAppliedgGenetics_N2020_N
egg_Nffgmaffik

6 9

84 TranslationalNgenomicsNforNachievingNhigherNgeneticNgainsNinNgroundnutbNTheoreticalgandgAppliedg
Genetics_N2020_Negg_Nejkmaekdf 6 31

83 NestedaassociationNmappingNVNuMWabasedNgeneticNdissectionNuncoversNcandidateNgenesNforNseedN
andNpodNweightsNinNpeanutNVurachisNhypogaeaWbNPlantgBiotechnologygJournal_N2020_Nel_Nehikaehke 11.6 28

82 TwoNNewNReferenceN‘enomesNRevealNaNLargeN nsertionNPotentiallyNwontributingNtoN solateNStressN
ToleranceNandNuflatoxinNProductionbNG3:gGenesvgGenomesvgGenetics_N2020_Ned_Ngieiagige 3.2 4
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81 ypigeneticsNandNepigenomicsnNunderlyingNmechanisms_Nrelevance_NandNimplicationsNinNcropN
improvementbNFunctionalgandgIntegrativegGenomics_N2020_Nfd_Nkgmakje 3.8 18

80
xraftN‘enomeNSequencesNofNOneNuspergillusNparasiticusN solateNandNNineNuspergillusNflavusN solatesN
withNVaryingNStressNToleranceNandNuflatoxinNProductionbNMicrobiologygResourcegAnnouncements_N
2020_Nm_N

1.3 6

79
TranscriptomeNunalysisN dentifiedNwoordinatedNwontrolNofNKeyNPathwaysNRegulatingNwellularN
PhysiologyNandNMetabolismNuponN nfectionNResultingNinNReducedNuflatoxinNProductionNinN
‘roundnutbNJournalgofgFungigrBaselvgSwitzerlands_N2020_Nj_N

5.6 3

78 WholeagenomeNresequencingabasedNQTLaseqNidentifiedNuhTceNgeneNencodingNaNRfRgaMYvN
transcriptionNfactorNcontrollingNpeanutNpurpleNtestaNcolourbNPlantgBiotechnologygJournal_N2020_Nel_Nmjaedi11.6 27

77 warbohydrate_Nglutathione_NandNpolyamineNmetabolismNareNcentralNtoNuspergillusNflavusNoxidativeN
stressNresponsesNoverNtimebNBMCgMicrobiology_N2019_Nem_Nfdm 4.5 4

76 MitigatingNuflatoxinNwontaminationNinN‘roundnutNthroughNuNwombinationNofN‘eneticNResistanceN
andNPosta’arvestNManagementNPracticesbNToxins_N2019_Nee_N 4.9 34

75 TheNgenomeNofNcultivatedNpeanutNprovidesNinsightNintoNlegumeNkaryotypes_NpolyploidNevolutionNandN
cropNdomesticationbNNaturegGenetics_N2019_Nie_Nljialkj 36.3 188

74 TheNgenomeNsequenceNofNsegmentalNallotetraploidNpeanutNurachisNhypogaeabNNaturegGenetics_N2019
_Nie_Nlkkallh 36.3 211

73 yvaluationNofNmaizeNinbredNlinesNandNtopcrossNprogenyNforNresistanceNtoNpreaharvestNaflatoxinN
contaminationbNCropgJournal_N2019_Nk_Neelaefi 4.6 8

72 wlimateaSmartN‘roundnutsNforNuchievingN’ighNProductivityNandN mprovedNQualitynNwurrentNStatus_N
whallenges_NandNOpportunitiesN2019_Neggaekf 5

71 yvaluationNofNyliteNMaizeN nbredNLinesNforNReducedNuspergillusNflavusN nfection_NuflatoxinN
uccumulation_NandNugronomicNTraitsbNCropgScience_N2019_Nim_Nfijfafike 2.4 2

70 uNrecombinationNbinamapNidentifiedNaNmajorNQTLNforNresistanceNtoNTomatoNSpottedNWiltNVirusNinN
peanutNVurachisNhypogaeaWbNScientificgReports_N2019_Nm_Nelfhj 4.9 10

69 ‘eneticNimprintsNofNdomesticationNforNdiseaseNresistance_NoilNquality_NandNyieldNcomponentNtraitsNinN
groundnutNVurachisNhypogaeaNLbWbNMoleculargGeneticsgandgGenomics_N2019_Nfmh_Ngjiagkl 3.1 7

68 xecipheringNdroughtainducedNmetabolicNresponsesNandNregulationNinNdevelopingNmaizeNkernelsbN
PlantgBiotechnologygJournal_N2018_Nej_Nejej 11.6 45

67 ’ighadensityNgeneticNmapNusingNwholeagenomeNresequencingNforNfineNmappingNandNcandidateNgeneN
discoveryNforNdiseaseNresistanceNinNpeanutbNPlantgBiotechnologygJournal_N2018_Nej_Nemihaemjk 11.6 56

66 ProteomeNanalysisNofNuspergillusNflavusNisolateaspecificNresponsesNtoNoxidativeNstressNinNrelationshipN
toNaflatoxinNproductionNcapabilitybNScientificgReports_N2018_Nl_Nghgd 4.9 37

65 xevelopmentNandNyvaluationNofNaN’ighNxensityN‘enotypingNUuxiom_urachisUNurrayNwithNilNKNSNPsN
forNucceleratingN‘eneticsNandNvreedingNinN‘roundnutbNScientificgReports_N2017_Nk_Nhdikk 4.9 102

64 yvaluationNofNmaizeNinbredNlinesNforNresistanceNtoNpreaharvestNaflatoxinNandNfumonisinN
contaminationNinNtheNfieldbNCropgJournal_N2017_Ni_Nfimafjh 4.6 14

(2017-2020)

3



63 QTLaseqNapproachNidentifiedNgenomicNregionsNandNdiagnosticNmarkersNforNrustNandNlateNleafNspotN
resistanceNinNgroundnutNVurachisNhypogaeaNLbWbNPlantgBiotechnologygJournal_N2017_Nei_Nmfkamhe 11.6 101

62 uspergillusNflavusNinfectionNtriggeredNimmuneNresponsesNandNhostapathogenNcrossatalksNinN
groundnutNduringNinavitroNseedNcolonizationbNScientificgReports_N2017_Nk_Nmjim 4.9 24

61 woalocalizationNofNmajorNquantitativeNtraitNlociNforNpodNsizeNandNweightNtoNaNgbk´ cMNintervalNonN
chromosomeNudiNinNcultivatedNpeanutNVurachisNhypogaeaNLbWbNBMCgGenomics_N2017_Nel_Nil 4.5 35

60 ’istoryNandN mpactNofNtheN nternationalNPeanutN‘enomeN nitiativenNTheNyxcitingN×ourneyNTowardN
PeanutNWholea‘enomeNSequencingbNCompendiumgofgPlantgGenomes_N2017_Neekaegg 0.8 4

59 wlassicalNandNMolecularNupproachesNforNMappingNofN‘enesNandNQuantitativeNTraitNLociNinNPeanutbN
CompendiumgofgPlantgGenomes_N2017_Nmgaeej 0.8 10

58  dentificationNofNResistanceNtoNuflatoxinNuccumulationNandNYieldNPotentialNinNMaizeN’ybridsNinNtheN
SoutheastNRegionalNuflatoxinNTrialsNVSyRuTWbNCropgScience_N2017_Nik_Nfdfafei 2.4 11

57 ‘eneticNxissectionNofNNovelNQTLsNforNResistanceNtoNLeafNSpotsNandNTomatoNSpottedNWiltNVirusNinN
PeanutNVNLbWbNFrontiersgingPlantgScience_N2017_Nl_Nfi 6.2 35

56 MolecularNMappingNofNOilNwontentNandNzattyNucidsNUsingNxenseN‘eneticNMapsNinN‘roundnutNVNLbWbN
FrontiersgingPlantgScience_N2017_Nl_Nkmh 6.2 42

55 ‘enomeaWideNxiscoveryNofNMicrosatelliteNMarkersNfromNxiploidNProgenitorNSpecies_NandN_NandNTheirN
upplicationNinNwultivatedNPeanutNVWbNFrontiersgingPlantgScience_N2017_Nl_Nefdm 6.2 34

54 womparativeNanalysisNofNNvSaLRRNgenesNandNtheirNresponseNtoNuspergillusNflavusNinNurachisbNPLoSg
ONE_N2017_Nef_Nedekeele 3.7 26

53 womparativeNleafNproteomicsNofNdroughtatolerantNandNasusceptibleNpeanutNinNresponseNtoNwaterN
stressbNJournalgofgProteomics_N2016_Nehg_Nfdmaffj 3.9 37

52 TheNgenomeNsequencesNofNurachisNduranensisNandNurachisNipaensis_NtheNdiploidNancestorsNofN
cultivatedNpeanutbNNaturegGenetics_N2016_Nhl_Nhglahj 36.3 498

51 unnotationNofNTraitNLociNonN ntegratedN‘eneticNMapsNofNurachisNSpeciesN2016_Nejgafdk 9

50 ResponsesNofNtoNOxidativeNStressNureNRelatedNtoNzungalNxevelopmentNRegulator_NuntioxidantN
ynzyme_NandNSecondaryNMetaboliteNviosyntheticN‘eneNyxpressionbNFrontiersgingMicrobiology_N2016_Nk_Nfdhl5.7 44

49
MappingNQuantitativeNTraitNLociNofNResistanceNtoNTomatoNSpottedNWiltNVirusNandNLeafNSpotsNinNaN
RecombinantN nbredNLineNPopulationNofNPeanutNVurachisNhypogaeaNLbWNfromNSunOleicNmkRNandN
NwmhdffbNPLoSgONE_N2016_Nee_Nedeilhif

3.7 31

48
unalysisNofNgeneticNdiversityNandNpopulationNstructureNofNpeanutNcultivarsNandNbreedingNlinesNfromN
whina_N ndiaNandNtheNUSNusingNsimpleNsequenceNrepeatNmarkersbNJournalgofgIntegrativegPlantgBiology_N
2016_Nil_Nhifaji

8.3 11

47 OxidativeNstressNandNcarbonNmetabolismNinfluenceNuspergillusNflavusNtranscriptomeNcompositionN
andNsecondaryNmetaboliteNproductionbNScientificgReports_N2016_Nj_Nglkhk 4.9 47

46 PeanutNResistanceN‘eneNyxpressionNinNResponseNtoNuspergillusNflavusN nfectionNxuringNSeedN
‘erminationbNJournalgofgPhytopathology_N2015_Nejg_Nfefaffe 1.8 6
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45
PotentialNrolesNofNWRKYNtranscriptionNfactorsNinNregulatingNhostNdefenseNresponsesNduringN
uspergillusNflavusNinfectionNofNimmatureNmaizeNkernelsbNPhysiologicalgandgMoleculargPlantgPathology_N
2015_Nlm_Ngeahd

2.6 24

44 yffectsNofN’ydrogenNPeroxideNonNxifferentNToxigenicNandNutoxigenicN solatesNofNuspergillusNflavusbN
Toxins_N2015_Nk_Nfmliamm 4.9 21

43
StressNSensitivityN sNussociatedNwithNxifferentialNuccumulationNofNReactiveNOxygenNandNNitrogenN
SpeciesNinNMaizeN‘enotypesNwithNwontrastingNLevelsNofNxroughtNTolerancebNInternationalgJournalgofg
MoleculargSciences_N2015_Nej_Nfhkmealem

6.3 26

42 ‘eneticNmappingNofNQTLsNcontrollingNfattyNacidsNprovidedNinsightsNintoNtheNgeneticNcontrolNofNfattyN
acidNsynthesisNpathwayNinNpeanutNVurachisNhypogaeaNLbWbNPLoSgONE_N2015_Ned_Nedeemhih 3.7 51

41 ResistanceNtoNuspergillusNflavusNinNmaizeNandNpeanutnNMolecularNbiology_Nbreeding_NenvironmentalN
stress_NandNfutureNperspectivesbNCropgJournal_N2015_Ng_Nffmafgk 4.6 45

40
‘enomewideNassociationNstudiesNforNidNagronomicNtraitsNinNpeanutNusingNtheNUreferenceNsetUN
comprisingNgddNgenotypesNfromNhlNcountriesNofNtheNsemiaaridNtropicsNofNtheNworldbNPLoSgONE_N2014_N
m_Neediffl

3.7 76

39 ProteinNprofilesNrevealNdiverseNresponsiveNsignalingNpathwaysNinNkernelsNofNtwoNmaizeNinbredNlinesN
withNcontrastingNdroughtNsensitivitybNInternationalgJournalgofgMoleculargSciences_N2014_Nei_Nellmfamel 6.3 26

38  dentificationNofNQTLsNassociatedNwithNoilNcontentNandNmappingNzuxfNgenesNandNtheirNrelativeN
contributionNtoNoilNqualityNinNpeanutNVurachisNhypogaeaNLbWbNBMCgGenetics_N2014_Nei_Negg 2.6 79

37 ynvironmentalNinfluencesNonNmaizeauspergillusNflavusNinteractionsNandNaflatoxinNproductionbN
FrontiersgingMicrobiology_N2014_Ni_Nhd 5.7 71

36 uchievementsNandNprospectsNofNgenomicsaassistedNbreedingNinNthreeNlegumeNcropsNofNtheNsemiaaridN
tropicsbNBiotechnologygAdvances_N2013_Nge_Neefdagh 17.8 218

35  dentificationNofNexpressedNresistanceNgeneNanalogsNfromNpeanutNVurachisNhypogaeaNLbWNexpressedN
sequenceNtagsbNJournalgofgIntegrativegPlantgBiology_N2013_Nii_Nhigaje 8.3 11

34
PhenotypicNevaluationNofNtheNwhineseNminiaminiNcoreNcollectionNofNpeanutNVurachisNhypogaeaNLbWNandN
assessmentNforNresistanceNtoNbacterialNwiltNdiseaseNcausedNbyNRalstoniaNsolanacearumbNPlantgGeneticg
Resources:gCharacterisationgandgUtilisation_N2013_Nee_Nkkalg

1 9

33 RecentNudvancesNinNMolecularN‘eneticNLinkageNMapsNofNwultivatedNPeanutbNPeanutgScience_N2013_Nhd_Nmiaedj0.3 17

32  ntegratedNconsensusNmapNofNcultivatedNpeanutNandNwildNrelativesNrevealsNstructuresNofNtheNuNandNvN
genomesNofNurachisNandNdivergenceNofNtheNlegumeNgenomesbNDNAgResearch_N2013_Nfd_Nekgalh 4.5 99

31
‘eneticNMappingNandNQuantitativeNTraitNLociNunalysisNforNxiseaseNResistanceNUsingNzfNandNziN
‘enerationabasedN‘eneticNMapsNxerivedNfromNâ��Tifrunnerâ��Nˆ�Nâ��‘Tawfdâ��NinNPeanutbNPlantgGenome_N2013_N
j_Nplantgenomefdegbdibddel

4.4 41

30 udvancesNinNurachisNgenomicsNforNpeanutNimprovementbNBiotechnologygAdvances_N2012_Ngd_Njgmaie 17.8 195

29 womparisonNofNgeneNexpressionNprofilesNinNcultivatedNpeanutNVurachisNhypogaeaWNunderNstrongN
artificialNselectionbNPlantgBreeding_N2012_Nege_Njfdajgd 2.4 7

28
xevelopmentNandNcharacterizationNofNvuwaendNsequenceNderivedNSSRs_NandNtheirNincorporationNintoN
aNnewNhigherNdensityNgeneticNmapNforNcultivatedNpeanutNVurachisNhypogaeaNLbWbNBMCgPlantgBiology_N
2012_Nef_Ned

5.3 76
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27 unNintegratedNgeneticNlinkageNmapNofNcultivatedNpeanutNVurachisNhypogaeaNLbWNconstructedNfromN
twoNR LNpopulationsbNTheoreticalgandgAppliedgGenetics_N2012_Nefh_Njigajh 6 106

26 VariabilityNinNzieldNResponseNofNPeanutN‘enotypesNfromNtheNUbSbNandNwhinaNtoNTomatoNSpottedNWiltN
VirusNandNLeafNSpotsbNPeanutgScience_N2012_Ngm_Ngdagk 0.3 13

25 RootNMorphologyNandN‘eneNyxpressionNunalysisNinNResponseNtoNxroughtNStressNinNMaizeNVZeaNmaysWbN
PlantgMoleculargBiologygReporter_N2012_Ngd_Ngjdagjm 1.7 28

24 PeanutNVurachisNhypogaeaWNyxpressedNSequenceNTagNProjectnNProgressNandNupplicationbNComparativeg
andgFunctionalgGenomics_N2012_Nfdef_Ngkgkjl 25

23 wropNStressNandNuflatoxinNwontaminationnNPerspectivesNandNPreventionNStrategiesN2012_Ngmmahfk 2

22 unNinternationalNreferenceNconsensusNgeneticNmapNwithNlmkNmarkerNlociNbasedNonNeeNmappingN
populationsNforNtetraploidNgroundnutNVurachisNhypogaeaNLbWbNPLoSgONE_N2012_Nk_Nehefeg 3.7 80

21 wharacterizationNofNSimpleNSequenceNRepeatNVSSRWNMarkersNandN‘eneticNRelationshipsNwithinN
wultivatedNPeanutNVurachisNhypogaeaNLbWbNPeanutgScience_N2011_Ngl_Neaed 0.3 8

20  mpactNofNMolecularN‘eneticNResearchNonNPeanutNwultivarNxevelopmentbNAgronomy_N2011_Ne_Ngaek 3.6 25

19 uNNoteNonNxevelopmentNofNaNLowacostNandN’ighathroughputNSSRabasedN‘enotypingNMethodNinN
PeanutNVurachisNhypogaeaNLbWbNPeanutgScience_N2011_Ngl_Neffaefk 0.3 11

18  dentificationNandNwharacterizationNofNaNMultigeneNzamilyNyncodingN‘erminaLikeNProteinsNinN
wultivatedNPeanutNVurachisNhypogaeaNLbWbNPlantgMoleculargBiologygReporter_N2011_Nfm_Nglmahdg 1.7 15

17 ‘eneticNlinkageNmapsNofNwhiteNbirchesNVvetulaNplatyphyllaNSukbNandNvbNpendulaNRothWNbasedNonNRuPxN
andNuzLPNmarkersbNMoleculargBreeding_N2011_Nfk_Nghkagij 3.4 13

16 PopulationNstructureNandNmarkeratraitNassociationNanalysisNofNtheNUSNpeanutNVurachisNhypogaeaNLbWN
miniacoreNcollectionbNTheoreticalgandgAppliedgGenetics_N2011_Nefg_Negdkaek 6 82

15 ‘eneNexpressionNprofilingNandNidentificationNofNresistanceNgenesNtoNuspergillusNflavusNinfectionNinN
peanutNthroughNySTNandNmicroarrayNstrategiesbNToxins_N2011_Ng_Nkgkaig 4.9 57

14 yxpressionNanalysisNofNstressarelatedNgenesNinNkernelsNofNdifferentNmaizeNVZeaNmaysNLbWNinbredNlinesN
withNdifferentNresistanceNtoNaflatoxinNcontaminationbNToxins_N2011_Ng_Niglaid 4.9 15

13 MonitoringNtheNexpressionNofNmaizeNgenesNinNdevelopingNkernelsNunderNdroughtNstressNusingN
oligoamicroarraybNJournalgofgIntegrativegPlantgBiology_N2010_Nif_Nedimakh 8.3 66

12 uNSSRabasedNcompositeNgeneticNlinkageNmapNforNtheNcultivatedNpeanutNVurachisNhypogaeaNLbWN
genomebNBMCgPlantgBiology_N2010_Ned_Nek 5.3 107

11 unalysisNofN‘eneNyxpressionNProfilesNinNLeafNTissuesNofNwultivatedNPeanutsNandNxevelopmentNofN
ySTaSSRNMarkersNandN‘eneNxiscoverybNInternationalgJournalgofgPlantgGenomics_N2009_Nfddm_Nkeijdi 37

10 StrategiesNinNPreventionNofNPreharvestNuflatoxinNwontaminationNinNPeanutsnNuflatoxinNviosynthesis_N
‘eneticsNandN‘enomicsbNPeanutgScience_N2009_Ngj_Neeafd 0.3 27
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9 ‘eneNexpressionNprofilingNinNpeanutNusingNhighNdensityNoligonucleotideNmicroarraysbNBMCgGenomics_N
2009_Ned_Nfji 4.5 45

8 UtilityNofNySTaderivedNSSRNinNcultivatedNpeanutNVurachisNhypogaeaNLbWNandNurachisNwildNspeciesbNBMCg
PlantgBiology_N2009_Nm_Ngi 5.3 136

7 ProteomicNscreeningNpointsNtoNtheNpotentialNimportanceNofNuraNhNgNbasicNsubunitNinNallergenicityNofN
peanutbNInflammationgandgAllergy:gDruggTargets_N2008_Nk_Nejgaj 7

6 ProteomicNanalysisNofNpeanutNseedNstorageNproteinsNandNgeneticNvariationNinNaNpotentialNpeanutN
allergenbNProteingandgPeptidegLetters_N2008_Nei_Nijkakk 1.9 14

5 PeanutNgeneNexpressionNprofilingNinNdevelopingNseedsNatNdifferentNreproductionNstagesNduringN
uspergillusNparasiticusNinfectionbNBMCgDevelopmentalgBiology_N2008_Nl_Nef 3.1 82

4 xroughtNstressNandNpreharvestNaflatoxinNcontaminationNinNagriculturalNcommoditynNgenetics_N
genomicsNandNproteomicsbNJournalgofgIntegrativegPlantgBiology_N2008_Nid_Nefleame 8.3 77

3 ‘enomicsNofNPeanut_NaNMajorNSourceNofNOilNandNProteinN2008_Nhfeahhd 5

2 SimpleNsequenceNrepeatNmarkersNforNbotanicalNvarietiesNofNcultivatedNpeanutNVurachisNhypogaeaNLbWbN
Euphytica_N2005_Nehf_Negeaegj 2.1 73

1  dentificationNofNQTLsNforNSeedNxormancyNinNwultivatedNPeanutNUsingNaNRecombinantN nbredNLineN
MappingNPopulationbNPlantgMoleculargBiologygReporter_e 1.7 2
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