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35 OnNtheNUseNofNGeneNOntologyNxnnotationsNtoNxssessNFunctionalNSimilarityNamongNOrthologsNandN
ParalogsqNxNShortNReportdNPLoSiComputationaliBiologybN2012bNobNegffhiom 5 75

34 xllianceNofNGenomeNResourcesNPortalqNunifiedNmodelNorganismNresearchNplatformdNNucleiciAcidsi
ResearchbN2020bNkobNDmlfcDmlo 20.1 71

33 ToolsNforNPredictingNtheNFunctionalNImpactNofNNonsynonymousNGeneticNVariationdNGeneticsbN2016bN
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32 OntologyNannotationqNmappingNgenomicNregionsNtoNbiologicalNfunctiondNCurrentiOpinioniiniChemicali
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31 DopamineNgenesNandNnicotineNdependenceNinNtreatmentcseekingNandNcommunityNsmokersdN
NeuropsychopharmacologybN2009bNikbNhhlhcmk 8.7 38
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29 xssessmentNofNgenomecwideNproteinNfunctionNclassificationNforNDrosophilaNmelanogasterdNGenomei
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24 PortEcoqNaNresourceNforNexploringNbacterialNbiologyNthroughNhighcthroughputNdataNandNanalysisN
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23 xNsystemsNbiologyNnetworkNmodelNforNgeneticNassociationNstudiesNofNnicotineNaddictionNandN
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annotationNcompletenessdNBMCiBioinformaticsbN2019bNhfbNgll 3.6 12

18 PxNTHERqNMakingNgenomecscaleNphylogeneticsNaccessibleNtoNalldNProteiniSciencebN2021bN 6.3 12
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17 TreeGrafterqNphylogeneticNtreecbasedNannotationNofNproteinsNwithNGeneNOntologyNtermsNandNotherN
annotationsdNBioinformaticsbN2019bNilbNlgoclhf 7.2 12

16 PharmGKyNsummaryqNdopamineNreceptorNDhdNPharmacogeneticsiandiGenomicsbN2011bNhgbNilfcm 1.9 11

15
LargecscaleNinferenceNofNgeneNfunctionNthroughNphylogeneticNannotationNofNGeneNOntologyNtermsqN
caseNstudyNofNtheNapoptosisNandNautophagyNcellularNprocessesdNDatabase:itheiJournaliofiBiologicali
DatabasesiandiCurationbN2016bNhfgmbN
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14 PhyloGenesqNxnNonlineNphylogeneticsNandNfunctionalNgenomicsNresourceNforNplantNgeneNfunctionN
inferencedNPlantiDirectbN2020bNkbNeffhpi 3.3 8

13 OntologiesNandNstandardsNinNbioscienceNresearchqNforNmachineNorNforNhumandNFrontiersiiniPhysiologybN
2011bNhbNl 4.6 6

12 xncestralNGenomesqNaNresourceNforNreconstructedNancestralNgenesNandNgenomesNacrossNtheNtreeNofN
lifedNNucleiciAcidsiResearchbN2019bNknbNDhngcDhnp 20.1 5

11 TheNMinimumNInformationNaboutNaNMolecularNInteractionNzxusalNSTatementNVMIhzxSTWdN
BioinformaticsbN2021bNimbNlnghclngo 7.2 5

10 PEREGRINEqNxNgenomecwideNpredictionNofNenhancerNtoNgeneNrelationshipsNsupportedNbyN
experimentalNevidencedNPLoSiONEbN2020bNglbNefhkinpg 3.7 3

9 ReactomeNandNtheNGeneNOntologyqNDigitalNconvergenceNofNdataNresourcesdNBioinformaticsbN2021bN 7.2 3
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5 yayesianNparameterNestimationNforNautomaticNannotationNofNgeneNfunctionsNusingNobservationalN
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