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Spatial distribution of ammonia-oxidizing bacteria and archaea across a 44-hectare farm related to

37 ecosystem functioning. ISME Journal, 2011, 5, 1213-25 119 106

Knowledge gaps in soil carbon and nitrogen interactions [From molecular to global scale. Soil
Biology and Biochemistry, 2011, 43, 702-717

Temporal changes in abundance and composition of ammonia-oxidizing bacterial and archaeal
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Ammonia-oxidizing communities in agricultural soil incubated with organic waste residues. Biology

5 and Fertility of Soils, 2006, 42, 315-323 it 20

Metabolic profiles and genetic diversity of denitrifying communities in activated sludge after
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