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defect: implications for genetic counselling. Lancet, The, 1999, 353, 1298-1303. 13.7 412
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16 Ciliary proteins link basal body polarization to planar cell polarity regulation. Nature Genetics, 2008,
40, 69-77. 21.4 306

17 A cluster of sulfatase genes on Xp22.3: Mutations in chondrodysplasia punctata (CDPX) and
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24 Mutations in the gene encoding pejvakin, a newly identified protein of the afferent auditory pathway,
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the stereocilia tips and interact directly. Human Molecular Genetics, 2005, 14, 401-410. 2.9 166
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Duane syndrome, a dominant form of hydrocephalus and trapeze aplasia; implications for the mapping
of the BOR gene. Human Molecular Genetics, 1994, 3, 1859-1866.

2.9 121

59
Usher type 1G protein sans is a critical component of the tip-link complex, a structure controlling
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