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defect: implications for genetic counselling. Lancet, The, 1999, 353, 1298-1303. 13.7 412
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14 SIX1 mutations cause branchio-oto-renal syndrome by disruption of EYA1-SIX1-DNA complexes.
Proceedings of the National Academy of Sciences of the United States of America, 2004, 101, 8090-8095. 7.1 374
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17 A cluster of sulfatase genes on Xp22.3: Mutations in chondrodysplasia punctata (CDPX) and
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25 USHERSYNDROME: From Genetics to Pathogenesis. Annual Review of Genomics and Human Genetics,
2001, 2, 271-297. 6.2 248
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36 Prestin, a cochlear motor protein, is defective in non-syndromic hearing loss. Human Molecular
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40 Myosin XVa and whirlin, two deafness gene products required for hair bundle growth, are located at
the stereocilia tips and interact directly. Human Molecular Genetics, 2005, 14, 401-410. 2.9 166
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