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PATTERNS OF PIGMENT CHANGES IN POMEGRANATE (PUNICA GRANATUM L.) PEEL DURING FRUIT
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Population genetic diversity in Chinese pomegranate (Punica granatum L.) cultivars revealed by

fluorescent-AFLP markers. Journal of Genetics and Genomics, 2007, 34, 1061-71 61

Proteome comparison following self- and across-pollination in self-incompatible apricot (Prunus
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