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i Paper IF Citations

120 StormwaterLmonitoringLusingLonYlineLUVYVisLspectroscopyZLEnvironmentalbSciencebandbPollutionb
ResearchXL2021XLc 5.1 1

119 —nactivationXLremovalXLandLregrowthLpotentialLofLopportunisticLpathogensLandLantimicrobialL
resistanceLgenesLinLrecycledLwaterLsystemsZLWaterbResearchXL2021XLdbcXLcciedf 12.5 5

118 wpidemiologicalLevaluationLofLsewageLsurveillanceLasLaLtoolLtoLdetectLtheLpresenceLofLuOV—vYckL
casesLinLaLlowLcaseLloadLsettingZLSciencebofbthebTotalbEnvironmentXL2021XLijhXLcfifhk 10.2 10

117 WastewaterLmonitoringLforLSsRSYuoVYdZLMicrobiologybAustraliaXL2021XLfdXLcj 0.8 1

116 WastewaterYbasedLepidemiologyYsurveillanceLandLearlyLdetectionLofLwaterborneLpathogensLwithLaL
focusLonLSsRSYuoVYdXLuryptosporidiumLandLyiardiaZLParasitologybResearchXL2021XLcdbXLfchiYfcjj 2.4 18

115 OrganoidsLandLtioengineeredL—ntestinalLModelslLPotentialLSolutionsLtoLtheLuulturingLvilemmaZL
MicroorganismsXL2020XLjXL 4.9 12

114 ToolboxLforLtheLsamplingLandLmonitoringLofLbenthicLcyanobacteriaZLWaterbResearchXL2020XLchkXLccgddd 12.5 12

113
SelectionLofLsurrogateLpathogensLandLprocessLindicatorLorganismsLforLpasteurisationLofLmunicipalL
wastewaterâ��sLsurveyLofLliteratureLdataLonLheatLinactivationLofLpathogensZLChemicalbEngineeringb
ResearchbandbDesignXL2020XLceeXLebcYecf

5.5 11

112 wffectivenessLandLwnergyLRequirementsLofLPasteurisationLforLtheLTreatmentLofLUnfilteredL
SecondaryLwffluentLfromLaLMunicipalLWastewaterLTreatmentLPlantZLWaterbkSwitzerlandlXL2020XLcdXLdcbb 3

111 uryptosporidiumLspeciesLandLsubtypesLinLanimalsLinhabitingLdrinkingLwaterLcatchmentsLinLthreeL
statesLacrossLsustraliaZLWaterbResearchXL2018XLcefXLediYefb 12.5 37

110 UnderstandingLhumanLinfectiousLuryptosporidiumLriskLinLdrinkingLwaterLsupplyLcatchmentsZLWaterb
ResearchXL2018XLcejXLdjdYdkd 12.5 21

109 xieldLbasedLpilotYscaleLdrinkingLwaterLdistributionLsystemlLSimulationLofLlongLhydraulicLretentionL
timesLandLmicrobiologicalLmediatedLmonochloramineLdecayZLMethodsXXL2018XLgXLhjfYhkh 1.9 2

108 ProfilingLtheLdiversityLofLuryptosporidiumLspeciesLandLgenotypesLinLwastewaterLtreatmentLplantsLinL
sustraliaLusingLnextLgenerationLsequencingZLSciencebofbthebTotalbEnvironmentXL2018XLhffXLhegYhfj 10.2 27

107 visposableLmicrofluidicLmicromixersLforLeffectiveLcaptureLofLoocystsLfromLwaterLsamplesZLJournalb
ofbBiologicalbEngineeringXL2018XLcdXLf 6.3 3

106
—ndependentLvalidationLandLregulatoryLagencyLapprovalLforLhighLrateLalgalLpondsLtoLtreatL
wastewaterLfromLruralLcommunitiesZLEnvironmentalbScience:bWaterbResearchbandbTechnologyXL2018XL
fXLckgYdbg

4.2 8

105 uryptosporidiumLsttenuationLacrossLtheLWastewaterLTreatmentLTrainlLRecycledLWaterLxitLforL
PurposeZLAppliedbandbEnvironmentalbMicrobiologyXL2017XLjeXL 4.8 17

104 NovelLPrimerLSetsLforLNextLyenerationLSequencingYtasedLsnalysesLofLWaterLQualityZLPLoSbONEXL
2017XLcdXLebcibbbj 3.7 6
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103
RiskYbasedLmanagementLofLdrinkingLwaterLsafetyLinLsustralialL—mplementationLofLhealthLbasedL
targetsLtoLdetermineLwaterLtreatmentLrequirementsLandLidentificationLofLpathogenLsurrogatesLforL
validationLofLconventionalLfiltrationZLFoodbandbWaterbornebParasitologyXL2017XLjYkXLhfYif

6 9

102 tenthicLcyanobacterialLsLsourceLofLcylindrospermopsinLandLmicrocystinLinLsustralianLdrinkingLwaterL
reservoirsZLWaterbResearchXL2017XLcdfXLfgfYfhf 12.5 60

101 wvaluatingLmembraneLperformanceLinLrecycledLwaterLtreatmentLplantsLforLassetsLreplacementL
strategyZLWaterbSciencebandbTechnologyXL2017XLihXLdkfcYdkfj 2.2 1

100 VirusLremovalLbyLultrafiltrationlLUnderstandingLlongYtermLperformanceLchangeLbyLapplicationLofL
tayesianLanalysisZLWaterbResearchXL2017XLcddXLdhkYdik 12.5 13

99 vNsLextractionLfromLbenthicLuyanobacterialLcomparativeLassessmentLandLoptimizationZLJournalbofb
AppliedbMicrobiologyXL2017XLcddXLdkfYebf 4.7 10

98 —tSsLofficialLYLuryptosporidiumLisLaLgregarinelLWhatLareLtheLimplicationsLforLtheLwaterLindustryqZL
WaterbResearchXL2016XLcbgXLebgYece 12.5 92

97 —sLnitrificationLtheLonlyLcauseLofLmicrobiologicallyLinducedLchloramineLdecayqZLWaterbResearchXL2016XL
jjXLkbfYkcc 12.5 15

96 ZoonoticLuryptosporidiumLSpeciesLinLsnimalsL—nhabitingLSydneyLWaterLuatchmentsZLPLoSbONEXL
2016XLccXLebchjchk 3.7 42

95 VirusLremovalLofLnewLandLagedLUxLmembranesLatLfullYscaleLinLaLwastewaterLreclamationLplantZL
EnvironmentalbScience:bWaterbResearchbandbTechnologyXL2016XLdXLcbcfYcbdc 4.2 11

94 PathogenLandLParticleLsssociationsLinLWastewaterlLSignificanceLandL—mplicationsLforLTreatmentLandL
visinfectionLProcessesZLAdvancesbinbAppliedbMicrobiologyXL2016XLkiXLheYcck 4.9 54

93 tiochemistryLandLgeneticsLofLtasteYLandLodorYproducingLcyanobacteriaZLHarmfulbAlgaeXL2016XLgfXLccdYcdi5.3 101

92 vevelopmentLandLwvaluationLofLThreeLRealYTimeLPuRLsssaysLforLyenotypingLandLSourceLTrackingL
uryptosporidiumLsppZLinLWaterZLAppliedbandbEnvironmentalbMicrobiologyXL2015XLjcXLgjfgYgf 4.8 15

91 UsingLsmpliconLSequencingLToLuharacterizeLandLMonitorLtacterialLviversityLinLvrinkingLWaterL
vistributionLSystemsZLAppliedbandbEnvironmentalbMicrobiologyXL2015XLjcXLhfheYie 4.8 42

90 —ntegratedLcryptosporidiumLassayLtoLdetermineLoocystLdensityXLinfectivityXLandLgenotypeLforLriskL
assessmentLofLsourceLandLreuseLwaterZLAppliedbandbEnvironmentalbMicrobiologyXL2015XLjcXLeficYjc 4.8 13

89 wvaluationLofLheterotrophicLplateLandLchromogenicLagarLcolonyLcountingLinLwaterLqualityL
laboratoriesZLMethodsXXL2015XLdXLfcgYdd 1.9 2

88 MolecularLcharacterisationLofLuryptosporidiumLandLyiardiaLinLcatsLTxelisLcatusULinLWesternLsustraliaZL
ExperimentalbParasitologyXL2015XLcggXLceYj 2.1 31

87
—dentificationLofLpolymorphicLgenesLforLuseLinLassemblageLtLgenotypingLassaysLthroughL
comparativeLgenomicsLofLmultipleLassemblageLtLyiardiaLduodenalisLisolatesZLMolecularbandb
BiochemicalbParasitologyXL2015XLdbcXLcYf

1.9 24

86
uomparisonLofLnextYgenerationLdropletLdigitalLPuRLTddPuRULwithLquantitativeLPuRLTqPuRULforL
enumerationLofLuryptosporidiumLoocystsLinLfaecalLsamplesZLInternationalbJournalbforbParasitologyXL
2014XLffXLccbgYce

4.3 123

(2014-2017)
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85 sssessingLtheLimpactLofLwaterLtreatmentLonLbacterialLbiofilmsLinLdrinkingLwaterLdistributionL
systemsLusingLhighYthroughputLvNsLsequencingZLChemosphereXL2014XLcciXLcjgYkd 8.4 29

84 SanitationlLThwartLfatalLinfantLgutLparasiteZLNatureXL2014XLgbiXLfec 50.4

83 —nvestigatingLsourceLwaterLuryptosporidiumLconcentrationXLspeciesLandLinfectivityLratesLduringL
rainfallYrunoffLinLaLmultiYuseLcatchmentZLWaterbResearchXL2014XLhiXLecbYdb 12.5 25

82 MonitoringLofLgeosminLproducingLsnabaenaLcircinalisLusingLquantitativeLPuRZLWaterbResearchXL2014
XLfkXLfchYdg 12.5 34

81 PolyphasicLidentificationLofLcyanobacterialLisolatesLfromLsustraliaZLWaterbResearchXL2014XLgkXLdfjYhc 12.5 22

80 wxtracellularLexcystationLandLdevelopmentLofLuryptosporidiumlLtracingLtheLfateLofLoocystsLwithinL
PseudomonasLaquaticLbiofilmLsystemsZLBMCbMicrobiologyXL2014XLcfXLdjc 4.5 27

79
PuRLslippageLacrossLtheLMLYdLmicrosatelliteLofLtheLuryptosporidiumLM—ucLlocusLenablesL
developmentLofLaLPuRLassayLcapableLofLdistinguishingLtheLzoonoticLuryptosporidiumLparvumLfromL
otherLhumanLinfectiousLuryptosporidiumLspeciesZLZoonosesbandbPublicbHealthXL2014XLhcXLedfYei

2.9 3

78 RemovalLandL—nactivationLofLuryptosporidiumLfromLWaterL2014XLgcgYggd 0

77 sLgeneticLandLmetabolicLapproachLtoLredirectionLofLbiochemicalLpathwaysLofLulostridiumLbutyricumL
forLenhancingLhydrogenLproductionZLBiotechnologybandbBioengineeringXL2013XLccbXLeejYfd 4.9 38

76 MultiplicationLofLtheLwaterborneLpathogenLuryptosporidiumLparvumLinLanLaquaticLbiofilmLsystemZL
ParasitesbandbVectorsXL2013XLhXLdib 4 38

75 ValidationLofLactivatedLsludgeLplantLperformanceLforLvirusLandLprotozoanLreductionZLJournalbofb
WaterbReusebandbDesalinationXL2013XLeXLcfbYcfi 2.6 3

74 uomparisonLofLdrinkingLwaterLtreatmentLprocessLstreamsLforLoptimalLbacteriologicalLwaterLqualityZL
WaterbResearchXL2012XLfhXLekefYfd 12.5 42

73 yiardiaYYfromLgenomeLtoLproteomeZLAdvancesbinbParasitologyXL2012XLijXLgiYkg 3.2 77

72 tiodegradationLofLmultipleLcyanobacterialLmetabolitesLinLdrinkingLwaterLsuppliesZLChemosphereXL
2012XLjiXLccfkYgf 8.4 48

71 vissectionLofLtheLhierarchyLandLsynergismLofLtheLbileLderivedLsignalLonLuryptosporidiumLparvumL
excystationLandLinfectivityZLParasitologyXL2012XLcekXLcgeeYfh 2.7 15

70 tiosynthesisLofLdYmethylisoborneolLinLcyanobacteriaZLEnvironmentalbSciencebhamp;bTechnologyXL
2011XLfgXLkkdYj 10.3 79

69 yeneticLmanipulationLofLbutyrateLformationLpathwaysLinLulostridiumLbutyricumZLJournalbofb
BiotechnologyXL2011XLcggXLdhkYif 3.7 46

68 wXPRwSS—ONLOxLTzwLywOSM—NLSYNTzsSwLywNwL—NLTzwLuYsNOtsuTwR—UMLsNstswNsL
u—Ru—NsL—SLsWQuecjTcUZLJournalbofbPhycologyXL2011XLfiXLceejYfe 3 17
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67
MultiYlocusLanalysisLofLyiardiaLduodenalisLintraYsssemblageLtLsubstitutionLpatternsLinLclonedL
cultureLisolatesLsuggestsLsubYsssemblageLtLanalysesLwillLrequireLmultiYlocusLgenotypingLwithL
conservedLandLvariableLgenesZLInternationalbJournalbforbParasitologyXL2011XLfcXLfkgYgbe

4.3 43

66 MetabolicLfluxLnetworkLandLanalysisLofLfermentativeLhydrogenLproductionZLBiotechnologybAdvancesXL
2011XLdkXLeigYji 17.8 85

65 NovelLtoxicLeffectsLassociatedLwithLaLtropicalLLimnothrixayeitlerinemaYlikeLcyanobacteriumZL
EnvironmentalbToxicologyXL2011XLdhXLdhbYib 4.2 24

64 uryptosporidiumLcellLcultureLinfectivityLassayLdesignZLParasitologyXL2011XLcejXLhicYjc 2.7 19

63 TaxonomyLofLyiardiaLSpeciesL2011XLeYcg 4

62 MetabolicLfluxLanalysisLofLhydrogenLproductionLnetworkLbyLulostridiumLbutyricumLWglLwffectLofLpzL
andLglucoseLconcentrationsZLInternationalbJournalbofbHydrogenbEnergyXL2010XLegXLhhjcYhhkb 6.7 64

61 uompleteLdevelopmentLandLmultiplicationLofLuryptosporidiumLhominisLinLcellYfreeLcultureZL
VeterinarybParasitologyXL2010XLchkXLdkYeh 2.8 30

60 SolarLradiationLinducesLnonYnuclearLperturbationsLandLaLfalseLstartLtoLregulatedLexocytosisLinL
uryptosporidiumLparvumZLPLoSbONEXL2010XLgXLecciie 3.7 9

59 VariationLinLyiardialLtowardsLaLtaxonomicLrevisionLofLtheLgenusZLTrendsbinbParasitologyXL2009XLdgXLkeYcbb 6.4 189

58 tiochemicalLkineticsLofLfermentativeLhydrogenLproductionLbyLulostridiumLbutyricumLWgZL
InternationalbJournalbofbHydrogenbEnergyXL2009XLefXLikcYikj 6.7 27

57 tiodegradationLofLgeosminLbyLaLnovelLyramYnegativeLbacteriummLisolationXLphylogeneticL
characterisationLandLdegradationLrateLdeterminationZLWaterbResearchXL2009XLfeXLdkdiYeg 12.5 34

56 xlowLcytometricLassessmentLofLdistinctLphysiologicalLstagesLwithinLuryptosporidiumLparvumL
sporozoitesLpostYexcystationZLParasitologyXL2009XLcehXLkgeYhh 2.7 7

55 SolarLUVLreducesLuryptosporidiumLparvumLoocystLinfectivityLinLenvironmentalLwatersZLJournalbofb
AppliedbMicrobiologyXL2008XLcbfXLceccYde 4.7 62

54 vevelopmentLandLfieldLtestingLofLaLrealYtimeLPuRLassayLforLcylindrospermopsinYproducingL
cyanobacteriaZLJournalbofbAppliedbMicrobiologyXL2008XLcbfXLcgbeYcg 4.7 79

53 wvaluationLofLchromogenicLtechnologiesLforLuseLinLsustralianLpotableLwaterZLJournalbofbAppliedb
MicrobiologyXL2008XLcbgXLccejYfk 4.7 11

52 uomparisonLofLvariousLstainingLmethodsLforLtheLdetectionLofLuryptosporidiumLinLcellYfreeLcultureZL
ExperimentalbParasitologyXL2008XLcdbXLhiYid 2.1 21

51 uryptosporidiumYYbiotechnologicalLadvancesLinLtheLdetectionXLdiagnosisLandLanalysisLofLgeneticL
variationZLBiotechnologybAdvancesXL2008XLdhXLebfYci 17.8 91

50 wffectLofLwaterLtreatmentLprocessesLonLuryptosporidiumLinfectivityZLWaterbResearchXL2008XLfdXLcjbgYcc 12.5 14

(2008-2011)
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49 —solationLandLcharacterizationLofLtheLgeneLassociatedLwithLgeosminLproductionLinLcyanobacteriaZL
EnvironmentalbSciencebhamp;bTechnologyXL2008XLfdXLjbdiYed 10.3 92

48 RemovalLofLpathogensLbyLfunctionalisedLselfYassembledLmonolayersL2008XLgiXLkeYcbb 1

47 TheLisolationLandLmicrobialLcommunityLanalysisLofLhydrogenLproducingLbacteriaLfromLactivatedL
sludgeZLJournalbofbAppliedbMicrobiologyXL2007XLcbeXLcfcgYde 4.7 43

46
UseLofLvNsLmeltingLsimulationLsoftwareLforLinLsilicoLdiagnosticLassayLdesignlLtargetingLregionsLwithL
complexLmeltingLcurvesLandLconfirmationLbyLrealYtimeLPuRLusingLintercalatingLdyesZLBMCb
BioinformaticsXL2007XLjXLcbi

3.6 40

45 uriticalLprocessesLaffectingLuryptosporidiumLoocystLsurvivalLinLtheLenvironmentZLParasitologyXL2007XL
cefXLebkYde 2.7 129

44
—solatesLofLSuandidatusLNostocoidaLlimicolaSLtlackallLetLalZLdbbbLshouldLbeLdescribedLasLthreeLnovelL
speciesLofLtheLgenusLTetrasphaeraXLasLTetrasphaeraLjenkinsiiLspZLnovZXLTetrasphaeraLvanveeniiLspZL
novZLandLTetrasphaeraLveronensisLspZLnovZLInternationalbJournalbofbSystematicbandbEvolutionaryb
MicrobiologyXL2006XLghXLddikYddkb

2.2 36

43 RapidXLsensitiveXLandLdiscriminatingLidentificationLofLNaegleriaLsppZLbyLrealYtimeLPuRLandL
meltingYcurveLanalysisZLAppliedbandbEnvironmentalbMicrobiologyXL2006XLidXLgjgiYhe 4.8 78

42 uooperativeLbiodegradationLofLgeosminLbyLaLconsortiumLcomprisingLthreeLgramYnegativeLbacteriaL
isolatedLfromLtheLbiofilmLofLaLsandLfilterLcolumnZLLettersbinbAppliedbMicrobiologyXL2006XLfeXLfciYde 2.9 44

41 NucleicLacidLamplificationYbasedLtechniquesLforLpathogenLdetectionLandLidentificationZLInfectionob
GeneticsbandbEvolutionXL2006XLhXLdYcd 4.5 92

40
uomparisonLofLSYTOkLandLSYtRLyreenL—LforLrealYtimeLpolymeraseLchainLreactionLandLinvestigationL
ofLtheLeffectLofLdyeLconcentrationLonLamplificationLandLvNsLmeltingLcurveLanalysisZLAnalyticalb
BiochemistryXL2005XLefbXLdfYef

3.1 225

39 ProfilingLbacterialLsurvivalLthroughLaLwaterLtreatmentLprocessLandLsubsequentLdistributionLsystemZL
JournalbofbAppliedbMicrobiologyXL2005XLkkXLcigYjh 4.7 109

38 MolecularLepidemiologylLaLmultidisciplinaryLapproachLtoLunderstandingLparasiticLzoonosesZL
InternationalbJournalbforbParasitologyXL2005XLegXLcdkgYebi 4.3 38

37 wmergingLtechnologiesLforLtheLdetectionLandLgeneticLcharacterizationLofLprotozoanLparasitesZL
TrendsbinbParasitologyXL2005XLdcXLefbYh 6.4 48

36 wnvironmentalLtemperatureLcontrolsLuryptosporidiumLoocystLmetabolicLrateLandLassociatedL
retentionLofLinfectivityZLAppliedbandbEnvironmentalbMicrobiologyXL2005XLicXLejfjYgi 4.8 78

35 LegionellaLconfirmationLusingLrealYtimeLPuRLandLSYTOkLisLanLalternativeLtoLcurrentLmethodologyZL
AppliedbandbEnvironmentalbMicrobiologyXL2005XLicXLjkffYj 4.8 27

34 uultureYindependentLtechniquesLforLrapidLdetectionLofLbacteriaLassociatedLwithLlossLofLchloramineL
residualLinLaLdrinkingLwaterLsystemZLAppliedbandbEnvironmentalbMicrobiologyXL2005XLicXLhfikYjj 4.8 74

33 wpidemiologicalLandLmolecularLevidenceLsupportsLtheLzoonoticLtransmissionLofLyiardiaLamongL
humansLandLdogsLlivingLinLtheLsameLcommunityZLParasitologyXL2004XLcdjXLdgeYhd 2.7 214

32 uompleteLdevelopmentLofLuryptosporidiumLparvumLinLhostLcellYfreeLcultureZLInternationalbJournalb
forbParasitologyXL2004XLefXLihkYii 4.3 91
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31 visaggregationLofLcoloniesLofLMicrocystisLTuyanobacteriaUlLefficiencyLofLtwoLtechniquesLassessedL
usingLanLimageLanalysisLsystemZLJournalbofbAppliedbPhycologyXL2004XLchXLcciYcdg 3.2 5

30 viscriminationLofLallLgenotypesLofLyiardiaLduodenalisLatLtheLglutamateLdehydrogenaseLlocusLusingL
PuRYRxLPZLInfectionobGeneticsbandbEvolutionXL2004XLfXLcdgYeb 4.5 381

29
uystLmorphologyLandLsequenceLanalysisLofLtheLsmallLsubunitLrvNsLandLefcLalphaLidentifiesLaLnovelL
yiardiaLgenotypeLinLaLquendaLT—soodonLobesulusULfromLWesternLsustraliaZLInfectionobGeneticsbandb
EvolutionXL2004XLfXLehgYib

4.5 40

28 uryptosporidiumLsuisLnZLspZLTspicomplexalLuryptosporidiidaeULinLpigsLTSusLscrofaUZLJournalbofb
ParasitologyXL2004XLkbXLihkYie 0.9 124

27 VariationLinLyiardialLimplicationsLforLtaxonomyLandLepidemiologyZLAdvancesbinbParasitologyXL2004XL
gjXLhkYcei 3.2 193

26 vetectionLandLsignificanceLofLtheLpotentiallyLpathogenicLamoeboflagellateLNaegleriaLitalicaLinL
sustraliaZLParasitologybInternationalXL2004XLgeXLdeYi 2.1 9

25 uryptosporidiumLandLtheLwnvironmentâ��OverviewLandLSummaryL2003XLejiYekd

24 TheLUseLofLuellLuultureLandLRealYtimeLPuRLtoLsssessLvisinfectionLofLuryptosporidiumLParvumL2003XLdgiYdhb

23 wvaluationLofLOocystLvNsLwxtractionLMethodsLUsingLRealYtimeLPuRL2003XLciiYcjb

22 zumansXLdogsLandLparasiticLzoonosesYYunravellingLtheLrelationshipsLinLaLremoteLendemicL
communityLinLnortheastL—ndiaLusingLmolecularLtoolsZLParasitologybResearchXL2003XLkbLSupplLeXLScghYi 2.4 22

21 uryptosporidiumLandLyiardiaYzoonoseslLfactLorLfictionqZLInfectionobGeneticsbandbEvolutionXL2003XLeXLdeeYff4.5 144

20 yeneticLdiversityLwithinLtheLmorphologicalLspeciesLyiardiaLintestinalisLandLitsLrelationshipLtoLhostL
originZLInfectionobGeneticsbandbEvolutionXL2003XLeXLdkYej 4.5 205

19 uellLcultureYTaqmanLPuRLassayLforLevaluationLofLuryptosporidiumLparvumLdisinfectionZLAppliedbandb
EnvironmentalbMicrobiologyXL2003XLhkXLdgbgYcc 4.8 62

18 sLcomparativeLstudyLofLcarboxyfluoresceinLdiacetateLandLcarboxyfluoresceinLdiacetateLsuccinimidylL
esterLasLindicatorsLofLbacterialLactivityZLJournalbofbMicrobiologicalbMethodsXL2003XLgdXLeikYjj 2.8 96

17 wnumerationLofLwaterYborneLbacteriaLusingLviabilityLassaysLandLflowLcytometrylLaLcomparisonLtoL
cultureYbasedLtechniquesZLJournalbofbMicrobiologicalbMethodsXL2003XLggXLgjgYki 2.8 160

16 vemonstrationLofLpreferentialLbindingLofLSYtRLyreenL—LtoLspecificLvNsLfragmentsLinLrealYtimeL
multiplexLPuRZLNucleicbAcidsbResearchXL2003XLecXLeceh 20.1 181

15 MolecularLbiologyLtechniquesLinLparasiteLecologyZLInternationalbJournalbforbParasitologyXL2002XLedXLggcYhd4.3 26

14 sLmolecularLphylogenyLofLnuclearLandLmitochondrialLsequencesLinLzymenolepisLnanaLTuestodaUL
supportsLtheLexistenceLofLaLcrypticLspeciesZLParasitologyXL2002XLcdgXLghiYig 2.7 53

(2002-2004)
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13 MolecularLandLphylogeneticLcharacterisationLofLuryptosporidiumLfromLbirdsZLInternationalbJournalb
forbParasitologyXL2001XLecXLdjkYkh 4.3 161

12 vevelopmentLofLaLnestedYPuRLassayLforLtheLdetectionLofLuryptosporidiumLparvumLinLfinishedL
waterZLWaterbResearchXL2001XLegXLchfcYj 12.5 37

11 MolecularLandLphylogeneticLanalysisLofLuryptosporidiumLmurisLfromLvariousLhostsZLParasitologyXL
2000XLcdbLTLPtLgUXLfgiYhf 2.7 55

10 voLskinLpeptideLprofilesLreflectLspeciationLinLtheLsustralianLtreefrogLLitoriaLcaeruleaLTsnuraLlL
zylidaeUqZLAustralianbJournalbofbZoologyXL2000XLfjXLee 0.5 10

9 uryptosporidiumLsppZLinLdomesticLdogslLtheLNdogNLgenotypeZLAppliedbandbEnvironmentalb
MicrobiologyXL2000XLhhXLdddbYe 4.8 42

8 MolecularLsystematicsLofLtheLparasiticLprotozoanLyiardiaLintestinalisZLMolecularbBiologybandb
EvolutionXL1999XLchXLccegYff 8.3 225

7 PhylogeneticLRelationshipsLamongL—solatesLofLuryptosporidiumlLwvidenceLforLSeveralLNewLSpeciesZL
JournalbofbParasitologyXL1999XLjgXLccdh 0.9 71

6 TheLimportanceLofLsystematicsLinLparasitologicalLresearchZLInternationalbJournalbforbParasitologyXL
1999XLdkXLejcYj 4.3 20

5 MolecularLepidemiologylLassumptionsLandLlimitationsLofLcommonlyLappliedLmethodsZLInternationalb
JournalbforbParasitologyXL1998XLdjXLkjcYi 4.3 28

4 uomparisonLofLtheLlevelsLofLintraYspecificLgeneticLvariationLwithinLyiardiaLmurisLandLyiardiaL
intestinalisZLInternationalbJournalbforbParasitologyXL1998XLdjXLccikYjg 4.3 26

3 NovelLlineagesLofLyiardiaLintestinalisLidentifiedLbyLgeneticLanalysisLofLorganismsLisolatedLfromLdogsL
inLsustraliaZLParasitologyXL1998XLcchLTLPtLcUXLiYck 2.7 102

2 yeneticLanalysisLofLyiardiaLfromLhoofedLfarmLanimalsLrevealsLartiodactylYspecificLandLpotentiallyL
zoonoticLgenotypesZLJournalbofbEukaryoticbMicrobiologyXL1997XLffXLhdhYeg 3.6 97

1 sLNovelLandLRapidLLegionellaLvetectionLSystemLforLWaterLsnalysisfgeYfgg
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