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n Paper IF Citations

314 siologicalKfunctionsKofKmicroRürskKaKreview^KJournalZofZPhysiologyZandZBiochemistryWK2011WKghWKbcjYdj 5 481

313 TheKSymbiodiniumKkawagutiiKgenomeKilluminatesKdinoflagellateKgeneKexpressionKandKcoralK
symbiosis^KScienceWK2015WKdfaWKgjbYe 33.3 283

312 rKnovelKfeaturesKrankingKmetricKwithKapplicationKtoKscalableKvisualKandKbioinformaticsKdataK
classification^KNeurocomputingWK2016WKbhdWKdegYdfe 5.4 280

311 xenecveckKgeneKsubsequenceKembeddingKforKpredictionKofKmammalianKYmethyladenosineKsitesK
fromKmRür^KRnaWK2019WKcfWKcafYcbi 5.8 279

310 zntegrativeKapproachesKforKpredictingKmicroRürKfunctionKandKprioritizingKdiseaseYrelatedKmicroRürK
usingKbiologicalKinteractionKnetworks^KBriefingsZinZBioinformaticsWK2016WKbhWKbjdYcad 13.4 247

309 PredictingKuiabetesKïellitusKWithKïachineKLearningKTechniques^KFrontiersZinZGeneticsWK2018WKjWKfbf 4.5 241

308 rKcomprehensiveKoverviewKandKevaluationKofKcircularKRürKdetectionKtools^KPLoSZComputationalZ
BiologyWK2017WKbdWKebaafeca 5 225

307
znferringKmicroRürYdiseaseKassociationsKbyKrandomKwalkKonKaKheterogeneousKnetworkKwithK
multipleKdataKsources^KIEEEoACMZTransactionsZonZComputationalZBiologyZandZBioinformaticsWK2017WK
beWKjafYjbf

3 221

306 TumorKoriginKdetectionKwithKtissueYspecificKmiRürKandKuürKmethylationKmarkers^KBioinformaticsWK
2018WKdeWKdjiYeag 7.2 216

305 LibudtkKvnsembleKclassifiersKwithKaKclusteringKandKdynamicKselectionKstrategy^KNeurocomputingWK
2014WKbcdWKeceYedf 5.4 199

304 LocalYuPPkKrnKimprovedKuürYbindingKproteinKpredictionKmethodKbyKexploringKlocalKevolutionaryK
information^KInformationZSciencesWK2017WKdieWKbdfYbee 7.7 172

303 PredictionKofKpotentialKdiseaseYassociatedKmicroRürsKusingKstructuralKperturbationKmethod^K
BioinformaticsWK2018WKdeWKcecfYcedc 7.2 172

302 zmprovedKandKPromisingKzdentificationKofKyumanKïicroRürsKbyKzncorporatingKaKyighYQualityK
üegativeKSet^KIEEEoACMZTransactionsZonZComputationalZBiologyZandZBioinformaticsWK2014WKbbWKbjcYcab 3 170

301 PredictionKandKValidationKofKuiseaseKxenesKUsingKyeteSimKScores^KIEEEoACMZTransactionsZonZ
ComputationalZBiologyZandZBioinformaticsWK2017WKbeWKgihYgjf 3 168

300 PredictionKofKhumanKproteinKsubcellularKlocalizationKusingKdeepKlearning^KJournalZofZParallelZandZ
DistributedZComputingWK2018WKbbhWKcbcYcbh 4.4 152

299 SimilarityKcomputationKstrategiesKinKtheKmicroRürYdiseaseKnetworkkKaKsurvey^KBriefingsZinZFunctionalZ
GenomicsWK2016WKbfWKffYge 4.9 146

298 SurveyKofKïapReduceKframeKoperationKinKbioinformatics^KBriefingsZinZBioinformaticsWK2014WKbfWKgdhYeh 13.4 141
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297 nuürYProtkKidentificationKofKuürYbindingKproteinsKbasedKonKunbalancedKclassification^KBMCZ
BioinformaticsWK2014WKbfWKcji 3.6 140

296 zdentificationKofKpatientsKandKplaquesKvulnerableKtoKfutureKcoronaryKeventsKwithKnearYinfraredK
spectroscopyKintravascularKultrasoundKimagingkKaKprospectiveWKcohortKstudy^KLancetlZTheWK2019WKdjeWKbgcjYbgdh40 131

295 PretatakKpredictingKTrTrKbindingKproteinsKwithKnovelKfeaturesKandKdimensionalityKreductionK
strategy^KBMCZSystemsZBiologyWK2016WKbaWKbbe 3.5 131

294 TranscatheterKrorticKValveKReplacementKinKLowYRiskKPatientsKWithKSymptomaticKSevereKrorticK
Stenosis^KJournalZofZtheZAmericanZCollegeZofZCardiologyWK2018WKhcWKcajfYcbaf 15.1 127

293 PredictionKofKïicroRürYuiseaseKrssociationsKsasedKonKSocialKüetworkKrnalysisKïethods^KBioMedZ
ResearchZInternationalWK2015WKcabfWKibafbe 3 124

292 wastKPredictionKofKProteinKïethylationKSitesKUsingKaKSequenceYsasedKweatureKSelectionKTechnique^K
IEEEoACMZTransactionsZonZComputationalZBiologyZandZBioinformaticsWK2019WKbgWKbcgeYbchd 3 123

291 tPPredYRwkKrKSequenceYbasedKPredictorKforKzdentifyingKtellYPenetratingKPeptidesKandKTheirKUptakeK
vfficiency^KJournalZofZProteomeZResearchWK2017WKbgWKcaeeYcafd 5.6 120

290 yierarchicalKclassificationKofKproteinKfoldsKusingKaKnovelKensembleKclassifier^KPLoSZONEWK2013WKiWKefgejj 3.7 120

289 ueepYRespYworestkKrKdeepKforestKmodelKtoKpredictKantiYcancerKdrugKresponse^KMethodsWK2019WKbggWKjbYbac4.6 117

288 yrlignkKwastKmultipleKsimilarKuür_RürKsequenceKalignmentKbasedKonKtheKcentreKstarKstrategy^K
BioinformaticsWK2015WKdbWKcehfYib 7.2 116

287 zntegrationKofKdeepKfeatureKrepresentationsKandKhandcraftedKfeaturesKtoKimproveKtheKpredictionKofK
ügYmethyladenosineKsites^KNeurocomputingWK2019WKdceWKdYj 5.4 106

286 vxploringKsequenceYbasedKfeaturesKforKtheKimprovedKpredictionKofKuürKüeYmethylcytosineKsitesKinK
multipleKspecies^KBioinformaticsWK2019WKdfWKbdcgYbddd 7.2 104

285 ïetaYPathKïethodsKforKPrioritizingKtandidateKuiseaseKmiRürs^KIEEEoACMZTransactionsZonZ
ComputationalZBiologyZandZBioinformaticsWK2019WKbgWKcidYcjb 3 99

284 PhosPredYRwkKrKüovelKSequenceYsasedKPredictorKforKPhosphorylationKSitesKUsingKSequentialK
znformationKOnly^KIEEEZTransactionsZonZNanobioscienceWK2017WKbgWKceaYceh 3.4 98

283 tancerKuiagnosisKThroughKzsomiRKvxpressionKwithKïachineKLearningKïethod^KCurrentZBioinformatics
WK2018WKbdWKfhYgd 4.7 97

282 emtPredkKmachineKlearningKmethodsKforKuürKüeYmethylcytosineKsitesKprediction^KBioinformaticsWK
2019WKdfWKfjdYgab 7.2 97

281 TiSxeukKaKdatabaseKforKtissueYspecificKgenes^KBioinformaticsWK2010WKcgWKbchdYf 7.2 97

280 ProteinKwoldsKPredictionKwithKyierarchicalKStructuredKSVï^KCurrentZProteomicsWK2016WKbdWKhjYif 0.7 97
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279 OYxlcürcPRvuYzzkKanKintegratedKclassificationKalgorithmKforKidentifyingKOYxlcürcylationKsitesKbasedK
onKfuzzyKundersamplingKandKaK—YmeansKPtrKoversamplingKtechnique^KBioinformaticsWK2018WKdeWKcacjYcadg7.2 93

278 ProteinKRemoteKyomologyKuetectionKbyKtombiningKthouRsKPseudoKrminoKrcidKtompositionKandK
ProfileYsasedKProteinKRepresentation^KMolecularZInformaticsWK2013WKdcWKhhfYic 3.8 93

277 windingKtheKsestKtlassificationKThresholdKinKzmbalancedKtlassification^KBigZDataZResearchWK2016WKfWKcYi 3.7 89

276 uetectingKüYmethyladenosineKsitesKfromKRürKtranscriptomesKusingKensembleKSupportKVectorK
ïachines^KScientificZReportsWK2017WKhWKeacec 4.9 85

275 vmpiricalKcomparisonKandKanalysisKofKwebYbasedKcellYpenetratingKpeptideKpredictionKtools^KBriefingsZ
inZBioinformaticsWK2020WKcbWKeaiYeca 13.4 83

274 rpplicationKofKïachineKLearningKinKïicrobiology^KFrontiersZinZMicrobiologyWK2019WKbaWKich 5.7 81

273 miRtlassifykKanKadvancedKwebKserverKforKmiRürKfamilyKclassificationKandKannotation^KComputersZinZ
BiologyZandZMedicineWK2014WKefWKbfhYga 7 81

272 ïRïuc^akKrKPythonKToolKforKïachineKLearningKwithKweatureKRankingKandKReduction^KCurrentZ
BioinformaticsWK2021WKbfWKbcbdYbccb 4.7 81

271 yPSLPredkKrnKvnsembleKïultiYLabelKtlassifierKforKyumanKProteinKSubcellularKLocationKPredictionK
withKzmbalancedKSource^KProteomicsWK2017WKbhWKbhaacgc 4.8 80

270 zterativeKfeatureKrepresentationsKimproveKüeYmethylcytosineKsiteKprediction^KBioinformaticsWK2019WK
dfWKejdaYejdh 7.2 77

269 vnhancedKProteinKwoldKPredictionKïethodKThroughKaKüovelKweatureKvxtractionKTechnique^KIEEEZ
TransactionsZonZNanobioscienceWK2015WKbeWKgejYfj 3.4 77

268 SequenceKclusteringKinKbioinformaticskKanKempiricalKstudy^KBriefingsZinZBioinformaticsWK2018WK 13.4 77

267 rKRandomKworestKSubYxolgiKProteinKtlassifierKOptimizedKviaKuipeptideKandKrminoKrcidKtompositionK
weatures^KFrontiersZinZBioengineeringZandZBiotechnologyWK2019WKhWKcbf 5.8 75

266 PaxensasekKaKpatternKgeneKdatabaseKforKtheKglobalKandKdynamicKunderstandingKofKgeneKfunction^K
PLoSZONEWK2013WKiWKeiaheh 3.7 74

265 RegulatoryKlongKnonYcodingKRürKandKitsKfunctions^KJournalZofZPhysiologyZandZBiochemistryWK2012WKgiWKgbbYi5 73

264
zdentificationKofKuürYbindingKproteinsKbyKincorporatingKevolutionaryKinformationKintoKpseudoK
aminoKacidKcompositionKviaKtheKtopYnYgramKapproach^KJournalZofZBiomolecularZStructureZandZ
DynamicsWK2015WKddWKbhcaYda

3.6 71

263 PvPredYSuitekKimprovedKandKrobustKpredictionKofKtherapeuticKpeptidesKusingKadaptiveKfeatureK
representationKlearning^KBioinformaticsWK2019WKdfWKechcYecia 7.2 68

262 ueepKlearningKinKomicskKaKsurveyKandKguideline^KBriefingsZinZFunctionalZGenomicsWK2019WKbiWKebYfh 4.9 68
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261 rnKoverviewKofKSüPKinteractionsKinKgenomeYwideKassociationKstudies^KBriefingsZinZFunctionalZ
GenomicsWK2015WKbeWKbedYff 4.9 67

260 zncorporatingKuistanceYsasedKTopYnYgramKandKRandomKworestKToKzdentifyKvlectronKTransportK
Proteins^KJournalZofZProteomeZResearchWK2019WKbiWKcjdbYcjdj 5.6 66

259 rnKzmprovedKProteinKStructuralKtlassesKPredictionKïethodKbyKzncorporatingKsothKSequenceKandK
StructureKznformation^KIEEEZTransactionsZonZNanobioscienceWK2015WKbeWKddjYdej 3.4 66

258 StacktPPredkKaKstackingKandKpairwiseKenergyKcontentYbasedKpredictionKofKcellYpenetratingKpeptidesK
andKtheirKuptakeKefficiency^KBioinformaticsWK2020WKdgWKdaciYdade 7.2 63

257 RecentKProgressKinKïachineKLearningYsasedKïethodsKforKProteinKwoldKRecognition^KInternationalZ
JournalZofZMolecularZSciencesWK2016WKbhWK 6.3 63

256 SkiptPPYPredkKanKimprovedKandKpromisingKsequenceYbasedKpredictorKforKpredictingKcellYpenetratingK
peptides^KBMCZGenomicsWK2017WKbiWKhec 4.5 62

255 rnKapproachKforKidentifyingKcytokinesKbasedKonKaKnovelKensembleKclassifier^KBioMedZResearchZ
InternationalWK2013WKcabdWKgigaja 3 61

254 PredictingKdiseaseYassociatedKcircularKRürsKusingKdeepKforestsKcombinedKwithKpositiveYunlabeledK
learningKmethods^KBriefingsZinZBioinformaticsWK2020WKcbWKbecfYbedg 13.4 60

253 ProteinKwunctionKPredictionkKwromKTraditionalKtlassifierKtoKueepKLearning^KProteomicsWK2019WKbjWKebjaabbj4.8 59

252 sgRürtüükKidentifyingKsgRürKonYtargetKactivityKinKfourKcropsKusingKensemblesKofKconvolutionalK
neuralKnetworks^KPlantZMolecularZBiologyWK2021WKbafWKeidYejf 4.6 58

251 sinïemPredictkKaKWebKServerKandKSoftwareKforKPredictingKïembraneKProteinKTypes^KCurrentZ
ProteomicsWK2013WKbaWKcYj 0.7 57

250 ProbabilityYbasedKcollaborativeKfilteringKmodelKforKpredictingKgeneYdiseaseKassociations^KBMCZ
MedicalZGenomicsWK2017WKbaWKhg 3.7 56

249 rKReviewKofKuürYbindingKProteinsKPredictionKïethods^KCurrentZBioinformaticsWK2019WKbeWKcegYcfe 4.7 56

248 rsynchronousKspikingKneuralKPKsystemsKwithKrulesKonKsynapses^KNeurocomputingWK2015WKbfbWKbedjYbeef 5.4 55

247 haProPredkKaKpredictorKforKdiscoveringKsigmahaKpromotersKbasedKonKcombiningKmultipleKfeatures^K
BMCZSystemsZBiologyWK2018WKbcWKee 3.5 52

246 tomparativeKanalysisKandKpredictionKofKquorumYsensingKpeptidesKusingKfeatureKrepresentationK
learningKandKmachineKlearningKalgorithms^KBriefingsZinZBioinformaticsWK2018WK 13.4 51

245 zmprovingKtRürscanYSvKrnnotationKResultsKviaKvnsembleKtlassifiers^KMolecularZInformaticsWK2015WK
deWKhgbYha 3.8 50

244 tlusteringKandKclassificationKmethodsKforKsingleYcellKRürYsequencingKdata^KBriefingsZinZ
BioinformaticsWK2020WKcbWKbbjgYbcai 13.4 50
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243 rnKinKsilicoKapproachKtoKidentificationWKcategorizationKandKpredictionKofKnucleicKacidKbindingK
proteins^KBriefingsZinZBioinformaticsWK2021WKccWK 13.4 50

242 sPeRürseqkKaKbabysitterKpackageKforKretrospectiveKandKnewlyKgeneratedKRürYseqKdataKanalysesK
usingKbothKalignmentYbasedKandKalignmentYfreeKquantificationKmethod^KBioinformaticsWK2021WKdhWKbdbjYbdcb7.2 50

241 rKstudyKofKmiRürsKtargetsKpredictionKandKexperimentalKvalidation^KProteinZandZCellWK2010WKbWKjhjYig 7.2 49

240 RwYPseUkKrKRandomKworestKPredictorKforKRürKPseudouridineKSites^KFrontiersZinZBioengineeringZandZ
BiotechnologyWK2020WKiWKbde 5.8 48

239 sriefingKinKfamilyKcharacteristicsKofKmicroRürsKandKtheirKapplicationsKinKcancerKresearch^KBiochimicaZ
EtZBiophysicaZActaZmZProteinsZandZProteomicsWK2014WKbieeWKbjbYh 4 46

238 rKglobalKcharacterizationKandKidentificationKofKmultifunctionalKenzymes^KPLoSZONEWK2012WKhWKedijhj 3.7 46

237 SequencingKandKdeKnovoKanalysisKofKtrassostreaKangulataKSwujianKoysterTKfromKiKdifferentK
developingKphasesKusingKefeKxSwlx^KPLoSZONEWK2012WKhWKeedgfd 3.7 46

236 tomputationalKidentificationKandKcharacteristicsKofKnovelKmicroRürsKfromKtheKsilkwormKSsombyxK
moriKL^T^KMolecularZBiologyZReportsWK2010WKdhWKdbhbYg 2.8 45

235 rOPsYSVïkKrKSequenceYsasedKtlassifierKofKrntioxidantKProteinsKUsingKaKSupportKVectorKïachine^K
FrontiersZinZBioengineeringZandZBiotechnologyWK2019WKhWKcce 5.8 44

234 siophysicalKandKphenomenologicalKmodelsKofKmultipleKspikeKinteractionsKinKspikeYtimingKdependentK
plasticity^KInternationalZJournalZofZNeuralZSystemsWK2006WKbgWKhjYjh 6.2 44

233 rnKvmpiricalKStudyKofKweaturesKwusionKTechniquesKforKProteinYProteinKznteractionKPrediction^K
CurrentZBioinformaticsWK2016WKbbWKeYbc 4.7 44

232 tomputationalKmethodsKforKidentifyingKtheKcriticalKnodesKinKbiologicalKnetworks^KBriefingsZinZ
BioinformaticsWK2020WKcbWKeigYejh 13.4 44

231 yzTSYPRYyyblitskKproteinKremoteKhomologyKdetectionKbyKcombiningKPageRankKandK
yyperlinkYznducedKTopicKSearch^KBriefingsZinZBioinformaticsWK2018WK 13.4 44

230 UsingKdistancesKbetweenKTopYnYgramKandKresidueKpairsKforKproteinKremoteKhomologyKdetection^K
BMCZBioinformaticsWK2014WKbfKSupplKcWKSd 3.6 43

229 PredictionKofKPotentialKuiseaseYrssociatedKïicroRürsKbyKUsingKüeuralKüetworks^KMolecularZ
TherapyZmZNucleicZAcidsWK2019WKbgWKfggYfhf 10.7 41

228 TheKdiscoveryKapproachesKandKdetectionKmethodsKofKmicroRürs^KMolecularZBiologyZReportsWK2011WK
diWKebcfYdf 2.8 41

227 PaxewinderkKquantitativeKidentificationKofKspatiotemporalKpatternKgenes^KBioinformaticsWK2012WKciWKbfeeYf7.2 41

226 vxploratoryKPredictingKProteinKwoldingKïodelKwithKRandomKworestKandKyybridKweatures^KCurrentZ
ProteomicsWK2015WKbbWKcijYcjj 0.7 40

Quan Zou

6



225 miRYisomiRvxpkKaKwebYserverKforKtheKanalysisKofKexpressionKofKmiRürKatKtheKmiRür_isomiRKlevels^K
ScientificZReportsWK2016WKgWKcdhaa 4.9 40

224 vLïYïytkKrnKzmprovedKïytKzdentificationKïethodKwithKvxtremeKLearningKïachineKrlgorithm^K
JournalZofZProteomeZResearchWK2019WKbiWKbdjcYbeab 5.6 39

223 TrVRKinKLowYRiskKPatientskKbYYearKResultsKwromKtheKLRTKTrial^KJACC:ZCardiovascularZInterventionsWK
2019WKbcWKjabYjah 5 39

222 rKnovelKmachineKlearningKmethodKforKcytokineYreceptorKinteractionKprediction^KCombinatorialZ
ChemistryZandZHighZThroughputZScreeningWK2016WKbjWKbeeYfc 1.3 39

221 zdentifyingKïultiYwunctionalKvnzymeKbyKyierarchicalKïultiYLabelKtlassifier^KJournalZofZComputationalZ
andZTheoreticalZNanoscienceWK2013WKbaWKbadiYbaed 0.3 38

220 ueeprVPkKrKuualYthannelKueepKüeuralKüetworkKforKzdentifyingKVariableYLengthKrntiviralKPeptides^K
IEEEZJournalZofZBiomedicalZandZHealthZInformaticsWK2020WKceWKdabcYdabj 7.2 36

219 rpproachesKforKrecognizingKdiseaseKgenesKbasedKonKnetwork^KBioMedZResearchZInternationalWK2014WK
cabeWKebgdcd 3 36

218 sioinformaticsKapplicationsKonKrpacheKSpark^KGigaScienceWK2018WKhWK 7.6 35

217 WhichKstatisticalKsignificanceKtestKbestKdetectsKoncomiRürsKinKcancerKtissuespKrnKexploratoryK
analysis^KOncotargetWK2016WKhWKifgbdYifgcd 3.3 34

216 SecProïTskKSupportKVectorKïachineYsasedKtlassifierKforKSecretoryKProteinsKUsingKzmbalancedKuataK
SetsKrppliedKtoKïycobacteriumKtuberculosis^KProteomicsWK2019WKbjWKebjaaaah 4.8 33

215 RepresentationKofKfluctuationKfeaturesKinKpathologicalKkneeKjointKvibroarthrographicKsignalsKusingK
kernelKdensityKmodelingKmethod^KMedicalZEngineeringZandZPhysicsWK2014WKdgWKbdafYbb 2.4 33

214 triticalKevaluationKofKwebYbasedKpredictionKtoolsKforKhumanKproteinKsubcellularKlocalization^K
BriefingsZinZBioinformaticsWK2020WKcbWKbgciYbgea 13.4 33

213 SingleYcellKRürKanalysisKrevealsKtheKpotentialKriskKofKorganYspecificKcellKtypesKvulnerableKtoK
SrRSYtoVYcKinfections^KComputersZinZBiologyZandZMedicineWK2021WKbeaWKbafajc 7 32

212 tomputationalKapproachesKinKdetectingKnonYKcodingKRür^KCurrentZGenomicsWK2013WKbeWKdhbYh 2.6 32

211 imutkKanKensembleKlearningKmethodKforKimbalancedKclassificationKwithKmiRürKdata^KGeneticsZandZ
MolecularZResearchWK2015WKbeWKbcdYdd 1.2 31

210 PPTPPkKaKnovelKtherapeuticKpeptideKpredictionKmethodKusingKphysicochemicalKpropertyKencodingK
andKadaptiveKfeatureKrepresentationKlearning^KBioinformaticsWK2020WKdgWKdjicYdjih 7.2 30

209 siologicalKfunctionsKofKmicroRürs^KRussianZJournalZofZBioorganicZChemistryWK2010WKdgWKhehYfc 1 30

208 PredictionKofKxKProteinYtoupledKReceptorsKwithKSVïYProtKweaturesKandKRandomKworest^KScientificaWK
2016WKcabgWKidajcfd 2.6 30

(2016-2016)
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207 rKtomprehensiveKrnalysisKofKmiRür_isomiRKvxpressionKwithKxenderKuifference^KPLoSZONEWK2016WK
bbWKeabfejff 3.7 29

206 sPKüeuralKüetworkKtouldKyelpKzmproveKPreYmiRürKzdentificationKinKVariousKSpecies^KBioMedZ
ResearchZInternationalWK2016WKcabgWKjfgfgij 3 29

205 rKnovelKcollaborativeKfilteringKmodelKforKLncRürYdiseaseKassociationKpredictionKbasedKonKtheKüaˆflveK
sayesianKclassifier^KBMCZBioinformaticsWK2019WKcaWKdjg 3.6 28

204 ueepïgrSeqYvLkKpredictionKofKhumanKügYmethyladenosineKSmgrTKsitesKwithKLSTïKandKensembleK
learning^KFrontiersZofZComputerZScienceWK2022WKbgWKb 2.2 28

203 üucPosPredkKPredictingKspeciesYspecificKgenomicKnucleosomeKpositioningKviaKfourKdifferentKmodesK
ofKgeneralKPse—üt^KJournalZofZTheoreticalZBiologyWK2018WKefaWKbfYcb 2.3 26

202 enuürYProtkKidentificationKofKuürYbindingKproteinsKbyKapplyingKensembleKlearning^KBioMedZ
ResearchZInternationalWK2014WKcabeWKcjechj 3 26

201 tlassificationKofKSmallKxTPasesKwithKyybridKProteinKweaturesKandKrdvancedKïachineKLearningK
Techniques^KCurrentZBioinformaticsWK2018WKbdWKejcYfaa 4.7 26

200 zTPYPredkKanKinterpretableKmethodKforKpredictingWKtherapeuticKpeptidesKwithKfusedKfeaturesK
lowYdimensionKrepresentation^KBriefingsZinZBioinformaticsWK2021WKccWK 13.4 25

199 ReviewKofKProteinKSubcellularKLocalizationKPrediction^KCurrentZBioinformaticsWK2014WKjWKddbYdec 4.7 25

198 ResearchKprogressKinKproteinKposttranslationalKmodificationKsiteKprediction^KBriefingsZinZFunctionalZ
GenomicsWK2018WKbiWKccaYccj 4.9 24

197 zdentificationKofKcytokineKviaKanKimprovedKgeneticKalgorithm^KFrontiersZofZComputerZScienceWK2015WKjWKgedYgfb2.2 23

196 PredictionKofKbioYsequenceKmodificationsKandKtheKassociationsKwithKdiseases^KBriefingsZinZFunctionalZ
GenomicsWK2021WKcaWKbYbi 4.9 23

195 rnticancerKpeptidesKpredictionKwithKdeepKrepresentationKlearningKfeatures^KBriefingsZinZ
BioinformaticsWK2021WKccWK 13.4 23

194 vxploitingKuiscriminativeKRegionsKofKsrainKSlicesKsasedKonKcuKtüüsKforKrlzheimerâ��sKuiseaseK
tlassification^KIEEEZAccessWK2019WKhWKbibecdYbibedd 3.5 22

193 SelectingKvssentialKïicroRürsKUsingKaKüovelKVotingKïethod^KMolecularZTherapyZmZNucleicZAcidsWK
2019WKbiWKbgYcd 10.7 21

192 —ineticKmodelsKofKspikeYtimingKdependentKplasticityKandKtheirKfunctionalKconsequencesKinKdetectingK
correlations^KBiologicalZCyberneticsWK2007WKjhWKibYjh 2.8 21

191 yrlignYzzkKefficientKultraYlargeKmultipleKsequenceKalignmentKandKphylogeneticKtreeKreconstructionK
withKdistributedKandKparallelKcomputing^KAlgorithmsZforZMolecularZBiologyWK2017WKbcWKcf 1.8 20

190 zdentificationKofKSubYxolgiKproteinKlocalizationKbyKuseKofKdeepKrepresentationKlearningKfeatures^K
BioinformaticsWK2020WK 7.2 20
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189 PredictionKofKdrugYtargetKinteractionsKbasedKonKmultiYlayerKnetworkKrepresentationKlearning^K
NeurocomputingWK2021WKedeWKiaYij 5.4 20

188 rnalysisKofKgeneKexpressionKprofilesKofKlungKcancerKsubtypesKwithKmachineKlearningKalgorithms^K
BiochimicaZEtZBiophysicaZActaZmZMolecularZBasisZofZDiseaseWK2020WKbiggWKbgficc 6.9 19

187 SpecifyingKarchitectureKofKknowledgeKgraphKwithKdataKgraphWKinformationKgraphWKknowledgeKgraphK
andKwisdomKgraphK2017WK 19

186 rKuiscussionKofKïicroRürsKinKtancers^KCurrentZBioinformaticsWK2014WKjWKefdYegc 4.7 19

185 ïachineKlearningKandKitsKapplicationsKinKplantKmolecularKstudies^KBriefingsZinZFunctionalZGenomicsWK
2020WKbjWKeaYei 4.9 19

184 tirRürPLkKrKwebKserverKforKtheKidentificationKofKcircRürKbasedKonKextremeKlearningKmachine^K
ComputationalZandZStructuralZBiotechnologyZJournalWK2020WKbiWKideYiec 6.8 19

183 ueeprTTkKaKhybridKcategoryKattentionKneuralKnetworkKforKidentifyingKfunctionalKeffectsKofKuürK
sequences^KBriefingsZinZBioinformaticsWK2021WKccWK 13.4 19

182 rKtonvolutionalKüeuralKüetworkKUsingKuinucleotideKOneYhotKvncoderKforKidentifyingKuürK
ügYïethyladenineKSitesKinKtheKRiceKxenome^KNeurocomputingWK2021WKeccWKcbeYccb 5.4 19

181 gmrYRicePredkKrKïethodKforKzdentifyingKuürKYïethyladenineKSitesKinKtheKRiceKxenomeKsasedKonK
weatureKwusion^KFrontiersZinZPlantZScienceWK2020WKbbWKe 6.2 18

180 üetworkYbasedKmethodKforKminingKnovelKyPVKinfectionKrelatedKgenesKusingKrandomKwalkKwithK
restartKalgorithm^KBiochimicaZEtZBiophysicaZActaZmZMolecularZBasisZofZDiseaseWK2018WKbigeWKcdhgYcdid 6.9 18

179 zmprovedKmethodKforKpredictingKproteinKfoldKpatternsKwithKensembleKclassifiers^KGeneticsZandZ
MolecularZResearchWK2012WKbbWKbheYib 1.2 18

178 VirtualKüeuroroboticsKSVüRTKtoKrccelerateKuevelopmentKofKPlausibleKüeuromorphicKsrainK
rrchitectures^KFrontiersZinZNeuroroboticsWK2007WKbWKb 3.4 18

177 rccurateKzdentificationKofKtancerlectinsKthroughKyybridKïachineKLearningKTechnology^K
InternationalZJournalZofZGenomicsWK2016WKcabgWKhgaegeb 2.5 18

176 RicyeruskKrKuatabaseKworKtollectingKRiceKYieldYrelatedKxenesKwithKsiologicalKrnalysis^KInternationalZ
JournalZofZBiologicalZSciencesWK2018WKbeWKjgfYjha 11.2 17

175 tïSrkKaKheterogeneousKtPU_xPUKcomputingKsystemKforKmultipleKsimilarKRür_uürKsequenceK
alignment^KBMCZBioinformaticsWK2017WKbiWKdbf 3.6 17

174 PredictingKRürKsecondaryKstructureKbasedKonKtheKclassKinformationKandKyopfieldKnetwork^K
ComputersZinZBiologyZandZMedicineWK2009WKdjWKcagYbe 7 17

173 tomputationalKrnalysisKofKmiRürKTargetKzdentification^KCurrentZBioinformaticsWK2012WKhWKfbcYfcf 4.7 17

172 rKnetworkYbasedKmethodKforKtheKidentificationKofKputativeKgenesKrelatedKtoKinfertility^KBiochimicaZEtZ
BiophysicaZActaZmZGeneralZSubjectsWK2016WKbigaWKchbgYce 4 17

(2016-2021)
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171 ScYncuürPredkKrKSequenceYsasedKPredictorKforKzdentifyingKüonYcodingKuürKin^KFrontiersZinZ
MicrobiologyWK2018WKjWKcbhe 5.7 17

170 vxplorationKofKtheKcorrelationKbetweenKxPtRsKandKdrugsKbasedKonKaKlearningKtoKrankKalgorithm^K
ComputersZinZBiologyZandZMedicineWK2020WKbbjWKbadgga 7 16

169 ResearchKonKtloudKuatabases^KRuanZJianZXueZBaooJournalZofZSoftwareWK2012WKcdWKbbeiYbbgg 16

168 vxploringKurugKTreatmentKPatternsKsasedKonKtheKrctionKofKurugKandKïultilayerKüetworkKïodel^K
InternationalZJournalZofZMolecularZSciencesWK2020WKcbWK 6.3 16

167 LatestKïachineKLearningKTechniquesKforKsiomedicineKandKsioinformatics^KCurrentZBioinformaticsWK
2019WKbeWKbhgYbhh 4.7 15

166 ReviewKandKcomparativeKanalysisKofKmachineKlearningYbasedKphageKvirionKproteinKidentificationK
methods^KBiochimicaZEtZBiophysicaZActaZmZProteinsZandZProteomicsWK2020WKbigiWKbeaeag 4 15

165 uifferentialKexpressionKofKmicroRürYcbKwithKpotentialKtargetKcodingKPcfKinKtheKfifthKinstarKlarvaeK
posteriorKsilkKglandKofKtheKsilkworm^KMolecularZBiologyWK2011WKefWKfhgYfib 1.2 15

164 vPdkKanKensembleKpredictorKthatKaccuratelyKidentifiesKtypeKzzzKsecretedKeffectors^KBriefingsZinZ
BioinformaticsWK2021WKccWKbjbiYbjci 13.4 15

163 SupervisedKsrainKTumorKSegmentationKsasedKonKxradientKandKtontextYSensitiveKweatures^KFrontiersZ
inZNeuroscienceWK2019WKbdWKbee 5.1 14

162 PredictionKandKcharacterizationKofKmicroRürsKfromKelevenKfishKspeciesKbyKcomputationalKmethods^K
SaudiZJournalZofZBiologicalZSciencesWK2015WKccWKdheYib 4 14

161 rnalogYdigitalKsimulationsKofKfullKconductanceYbasedKnetworksKofKspikingKneuronsKwithKspikeKtimingK
dependentKplasticity^KNetwork:ZComputationZinZNeuralZSystemsWK2006WKbhWKcbbYdd 0.7 14

160 sasicKpolarKandKhydrophobicKpropertiesKareKtheKmainKcharacteristicsKthatKaffectKtheKbindingKofK
transcriptionKfactorsKtoKmethylationKsites^KBioinformaticsWK2020WKdgWKecgdYecgi 7.2 13

159 ReconstructingKevolutionaryKtreesKinKparallelKforKmassiveKsequences^KBMCZSystemsZBiologyWK2017WKbbWKbaa3.5 13

158 znKsilicoKuetectionKofKüovelKïicroRürsKxenesKinKSoybeanKxenome^KAgriculturalZSciencesZinZChinaWK
2011WKbaWKbddgYbdef 13

157 TaxonomyKdimensionKreductionKforKcolorectalKcancerKprediction^KComputationalZBiologyZandZ
ChemistryWK2019WKidWKbahbga 3.6 13

156 ïolecularKdesignKinKdrugKdiscoverykKaKcomprehensiveKreviewKofKdeepKgenerativeKmodels^KBriefingsZinZ
BioinformaticsWK2021WKccWK 13.4 13

155 tWLyYSVïkKrKsupportKvectorKmachineYbasedKtoolKforKidentifyingKcellKwallKlyticKenzymes^K
ComputationalZBiologyZandZChemistryWK2020WKihWKbahdae 3.6 12

154 srainlabkKrKPythonKToolkitKtoKridKinKtheKuesignWKSimulationWKandKrnalysisKofKSpikingKüeuralKüetworksK
withKtheKüeotorticalKSimulator^KFrontiersZinZNeuroinformaticsWK2009WKdWKbg 3.9 12

Quan Zou
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153 znvestigationKandKdevelopmentKofKmaizeKfusedKnetworkKanalysisKwithKmultiYomics^KPlantZPhysiologyZ
andZBiochemistryWK2019WKbebWKdiaYdih 5.4 11

152 rKüovelKrpproachKsasedKonKaKWeightedKznteractiveKüetworkKtoKPredictKrssociationsKofKïiRürsKandK
uiseases^KInternationalZJournalZofZMolecularZSciencesWK2018WKcaWK 6.3 11

151
ïultipleKSequenceKrlignmentKsasedKonKaKSuffixKTreeKandKtenterYStarKStrategykKrKLinearKïethodKforK
ïultipleKüucleotideKSequenceKrlignmentKonKSparkKParallelKwramework^KJournalZofZComputationalZ
BiologyWK2017WKceWKbcdaYbcec

1.7 11

150 tonstructionKandKdetectionKofKexpressionKvectorsKofKmicroRürYjaKinKsmüKcells^KJournalZofZZhejiangZ
University:ZScienceZBWK2011WKbcWKfchYdd 4.5 11

149 vditorialKSThematicKzssuekKïachineKLearningKTechniquesKforKProteinKStructureWKxenomicsKwunctionK
rnalysisKandKuiseaseKPredictionT^KCurrentZProteomicsWK2016WKbdWKhhYhi 0.7 11

148 zdentificationKofKuvPKdomainYcontainingKproteinsKbyKaKmachineKlearningKmethodKandKexperimentalK
analysisKofKtheirKexpressionKinKhumanKyttKtissues^KScientificZReportsWK2016WKgWKdjgff 4.9 11

147 PredictionKofKtumorKmetastasisKfromKsequencingKdataKinKtheKeraKofKgenomeKsequencing^KBriefingsZinZ
FunctionalZGenomicsWK2019WKbiWKebcYebi 4.9 11

146 mrïLkKanKautomatedKmachineKlearningKpipelineKwithKaKmicrobiomeKrepositoryKforKhumanKdiseaseK
classification^KDatabase:ZtheZJournalZofZBiologicalZDatabasesZandZCurationWK2020WKcacaWK 5 10

145 xenomicKrnalysisKofKïicroRürKPromotersKandKTheirKtisYrctingKvlementsKinKSoybean^KAgriculturalZ
SciencesZinZChinaWK2010WKjWKbfgbYbfha 10

144 rpplicationKandKuevelopmentKofKrrtificialKzntelligenceKandKzntelligentKuiseaseKuiagnosis^KCurrentZ
PharmaceuticalZDesignWK2020WKcgWKdagjYdahf 3.3 10

143 rnKinKsilicoKapproachKtoKidentificationWKcategorizationKandKpredictionKofKnucleicKacidKbindingKproteins 10

142 RwhyYmcxkKzdentificationKofKRürKücYmethylguanosineKmodificationKsitesKbasedKonKrandomKforestK
andKhybridKfeatures^KMethodsWK2021WK 4.6 10

141 rnalysisKofKtheKchemicalKtoxicityKeffectsKusingKtheKenrichmentKofKxeneKOntologyKtermsKandK—vxxK
pathways^KBiochimicaZEtZBiophysicaZActaZmZGeneralZSubjectsWK2016WKbigaWKcgbjYcg 4 10

140 TranscriptionKfactorsYuürKinteractionsKinKricekKidentificationKandKverification^KBriefingsZinZ
BioinformaticsWK2020WKcbWKjegYjfg 13.4 10

139 zdentifyingKcellKtypesKtoKinterpretKscRürYseqKdatakKhowWKwhyKandKmoreKpossibilities^KBriefingsZinZ
FunctionalZGenomicsWK2020WKbjWKcigYcjb 4.9 9

138 OralKmicrobialKcommunityKassemblyKunderKtheKinfluenceKofKperiodontitis^KPLoSZONEWK2017WKbcWKeabiccfj3.7 9

137 tomputationalKidentificationKofKmicroRürsKandKtheirKtargetsKinKperennialKRyegrassKSLoliumK
perenneT^KAppliedZBiochemistryZandZBiotechnologyWK2014WKbhdWKbabbYcc 3.2 9

136 senchmarkKcomparisonKofKabKinitioKmicroRürKidentificationKmethodsKandKsoftware^KGeneticsZandZ
MolecularZResearchWK2012WKbbWKefcfYdi 1.2 9

(2012-2019)
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135 webTWrSkKaKresourceKforKdiseaseKcandidateKsusceptibilityKgenesKidentifiedKbyKtranscriptomeYwideK
associationKstudy^KNucleicZAcidsZResearchWK2021WK 20.1 9

134 iTTtrYRwkKaKrandomKforestKpredictorKforKtumorKTKcellKantigens^KJournalZofZTranslationalZMedicineWK
2021WKbjWKeej 8.5 9

133 rKcomprehensiveKreviewKofKtheKimbalanceKclassificationKofKproteinKpostYtranslationalKmodifications^K
BriefingsZinZBioinformaticsWK2021WKccWK 13.4 9

132 ProcessingKOptimizationKofKTypedKResourcesKwithKSynchronizedKStorageKandKtomputationK
rdaptationKinKwogKtomputing^KWirelessZCommunicationsZandZMobileZComputingWK2018WKcabiWKbYbd 1.9 9

131 zdentifyKRürYassociatedKsubcellularKlocalizationsKbasedKonKmultiYlabelKlearningKusingKthouRsKfYstepsK
rule^KBMCZGenomicsWK2021WKccWKfg 4.5 9

130 xoalsKandKapproachesKforKeachKprocessingKstepKforKsingleYcellKRürKsequencingKdata^KBriefingsZinZ
BioinformaticsWK2021WKccWK 13.4 8

129 clpiRürpredkKaKtwoYlayeredKintegratedKalgorithmKforKidentifyingKpiRürsKandKtheirKfunctionsKbasedK
onKLwvYxïKfeatureKselection^KRNAZBiologyWK2020WKbhWKijcYjac 4.8 8

128 TheKregulationKofKsilkwormKfibroinKLKchainKproductionKbyKmiRürYjgfKandKmiRürYbjcgKinKinsectK
cells^KRussianZJournalZofZBioorganicZChemistryWK2012WKdiWKehhYib 1 8

127 rKüovelKtenterKStarKïultipleKSequenceKrlignmentKrlgorithmKsasedKonKrffineKxapKPenaltyKandK
—Ysand^KPhysicsZProcediaWK2012WKddWKdccYdch 8

126 SystemYlevelKinsightsKintoKtheKcellularKinteractomeKofKaKnonYmodelKorganismkKinferringWKmodellingK
andKanalysingKfunctionalKgeneKnetworkKofKsoybeanKSxlycineKmaxT^KPLoSZONEWK2014WKjWKebbdjah 3.7 8

125 vcologicalKandKnetworkKanalysesKidentifyKfourKmicrobialKspeciesKwithKpotentialKsignificanceKforKtheK
diagnosis_treatmentKofKulcerativeKcolitisKSUtT^KBMCZMicrobiologyWK2021WKcbWKbdi 4.5 8

124 rKcomprehensiveKoverviewKandKcriticalKevaluationKofKgeneKregulatoryKnetworkKinferenceK
technologies^KBriefingsZinZBioinformaticsWK2021WKccWK 13.4 8

123 ySïgrPkKaKhighYprecisionKpredictorKforKtheKyomoKügYmethyladenosineKSm^gKrTKbasedKonKmultipleK
weightsKandKfeatureKstitching^KRNAZBiologyWK2021WKbiWKbiicYbijc 4.8 8

122
zdentifyingKuürKüeYmethylcytosineKsitesKinKtheKrosaceaeKgenomeKwithKaKdeepKlearningKmodelK
relyingKonKdistributedKfeatureKrepresentation^KComputationalZandZStructuralZBiotechnologyZJournalWK
2021WKbjWKbgbcYbgbj

6.8 8

121 rdvancedKïachineKLearningKTechniquesKforKsioinformatics^KIEEEoACMZTransactionsZonZ
ComputationalZBiologyZandZBioinformaticsWK2019WKbgWKbbicYbbid 3 7

120 zdentificationKofKmicroRürKgenesKandKtheirKmRürKtargetsKinKwestucaKarundinacea^KAppliedZ
BiochemistryZandZBiotechnologyWK2014WKbhcWKdihfYih 3.2 7

119 tomputationalKidentificationKofKmiRürKgenesKandKtheirKtargetsKinKmulberry^KRussianZJournalZofZPlantZ
PhysiologyWK2014WKgbWKfdhYfec 1.6 7

118 yybridKpseudoYrelevanceKfeedbackKforKmicroblogKretrieval^KJournalZofZInformationZScienceWK2013WKdjWKhhdYhii2 7

Quan Zou
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117 sidirectionalKvalueKdrivenKdesignKbetweenKeconomicalKplanningKandKtechnicalKimplementationK
basedKonKdataKgraphWKinformationKgraphKandKknowledgeKgraphK2017WK 7

116 üovelKrepresentationKofKRürKsecondaryKstructureKusedKtoKimproveKpredictionKalgorithms^KGeneticsZ
andZMolecularZResearchWK2011WKbaWKbjigYji 1.2 7

115 ReviewKofKProgressKinKPredictingKProteinKïethylationKSites^KCurrentZOrganicZChemistryWK2019WKcdWKbggdYbgha1.7 7

114 SequenceKrepresentationKapproachesKforKsequenceYbasedKproteinKpredictionKtasksKthatKuseKdeepK
learning^KBriefingsZinZFunctionalZGenomicsWK2021WKcaWKgbYhd 4.9 7

113 uetailsKinKtheKevaluationKofKcircularKRürKdetectionKtoolskKReplyKtoKthenKandKthuang^KPLoSZ
ComputationalZBiologyWK2019WKbfWKebaagjbg 5 6

112 yierarchicalKsupportKvectorKmachineKbasedKstructuralKclassificationKwithKfusedKhierarchies^K
NeurocomputingWK2016WKcbeWKigYjc 5.4 6

111 vfficientKcomputationKofKmotifKdiscoveryKonKzntelKïanyKzntegratedKtoreKSïztTKrrchitecture^KBMCZ
BioinformaticsWK2018WKbjWKcic 3.6 6

110 ïiningKSüPsKfromKvSTKsequencesKusingKfiltersKandKensembleKclassifiers^KGeneticsZandZMolecularZ
ResearchWK2010WKjWKicaYde 1.2 6

109 wrameworkKandKimplicationsKofKvirtualKneurorobotics^KFrontiersZinZNeuroscienceWK2008WKcWKbcdYj 5.1 6

108 znterestKfilterKvs^KinterestKoperatorkKwaceKrecognitionKusingKwisherKlinearKdiscriminantKbasedKonK
interestKfilterKrepresentation^KPatternZRecognitionZLettersWK2008WKcjWKbiejYbifh 4.7 6

107 rKspectralKclusteringKwithKselfYweightedKmultipleKkernelKlearningKmethodKforKsingleYcellKRürYseqK
data^KBriefingsZinZBioinformaticsWK2021WKccWK 13.4 6

106 ïinirmdkKaccurateKandKfastKduplicateKremovalKtoolKforKshortKreadsKviaKmultipleKminimizers^K
BioinformaticsWK2021WKdhWKbgaeYbgag 7.2 6

105 RevisitingKgenomeYwideKassociationKstudiesKfromKstatisticalKmodellingKtoKmachineKlearning^K
BriefingsZinZBioinformaticsWK2021WKccWK 13.4 6

104 triticalKdownstreamKanalysisKstepsKforKsingleYcellKRürKsequencingKdata^KBriefingsZinZBioinformaticsWK
2021WKccWK 13.4 6

103 tomputationalKidentificationKandKcharacterizationKofKmiRürsKandKtheirKtargetKgenesKfromKfiveK
cyprinidaeKfishes^KSaudiZJournalZofZBiologicalZSciencesWK2017WKceWKbbcgYbbdf 4 5

102 tonstructionKandKzdentificationKofKtheKRüriKRecombinantKLentiviralKVectorKTargetingKyumanK
uvPuthKxene^KInterdisciplinaryZScienceslZComputationalZLifeZSciencesWK2017WKjWKdfaYdfg 3.5 5

101 PerspectivesKofKsioinformaticsKinKsigKuataKvra^KCurrentZGenomicsWK2019WKcaWKhjYia 2.6 5

100 VtSRrkKrKfastKandKaccurateKmultipleKsequenceKalignmentKalgorithmKwithKaKhighKdegreeKofK
parallelism^KJournalZofZGeneticsZandZGenomicsWK2018WKefWKeahYeba 4 5

(2018-2017)
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99 zdentificationKofKdrugYtargetKinteractionsKviaKmultipleKkernelYbasedKtripleKcollaborativeKmatrixK
factorization^^KBriefingsZinZBioinformaticsWK2022WK 13.4 5

98 uephosSitePredkKrKyighKrccuracyKPredictorKforKProteinKuephosphorylationKSites^KCombinatorialZ
ChemistryZandZHighZThroughputZScreeningWK2017WKcaWKbfdYbfh 1.3 5

97 PredictionKandKzdentificationKofK—rˆ…ppelYLikeKTranscriptionKwactorsKbyKïachineKLearningKïethod^K
CombinatorialZChemistryZandZHighZThroughputZScreeningWK2017WKcaWKfjeYgac 1.3 5

96 yPTreekKReconstructingKphylogeneticKtreesKforKultraYlargeKunalignedKuürKsequencesKviaKü’KmodelK
andKyadoopK2016WK 5

95 ProteinKtomplexesKzdentificationKwithKwamilyYWiseKvrrorKRateKtontrol^KIEEEoACMZTransactionsZonZ
ComputationalZBiologyZandZBioinformaticsWK2020WKbhWKcagcYcahd 3 5

94 xutsalancekKaKserverKforKtheKhumanKgutKmicrobiomeYbasedKdiseaseKpredictionKandKbiomarkerK
discoveryKwithKcompositionalityKaddressed^KBriefingsZinZBioinformaticsWK2021WKccWK 13.4 5

93
PredictionKofKRürYbindingKproteinKandKalternativeKsplicingKeventKassociationsKduringK
epithelialYmesenchymalKtransitionKbasedKonKinductiveKmatrixKcompletion^KBriefingsZinZBioinformaticsWK
2021WKccWK

13.4 5

92 yighYresolutionKtranscriptionKfactorKbindingKsitesKpredictionKimprovedKperformanceKandK
interpretabilityKbyKdeepKlearningKmethod^KBriefingsZinZBioinformaticsWK2021WKccWK 13.4 5

91 rsPuLkPredictingKRürYsindingKProteinsKUsingKueepKLearning^KIEEEZJournalZofZBiomedicalZandZHealthZ
InformaticsWK2021WKcfWKdggiYdghg 7.2 5

90 tombiningKSparseKxroupKLassoKandKLinearKïixedKïodelKzmprovesKPowerKtoKuetectKxeneticKVariantsK
UnderlyingKQuantitativeKTraits^KFrontiersZinZGeneticsWK2019WKbaWKchb 4.5 4

89 cmwSïkKaKscalableKtPUYïztKcoordinatedKdrugYfindingKtoolKbyKfrequentKsubgraphKmining^KBMCZ
BioinformaticsWK2018WKbjWKji 3.6 4

88 uecisionKTreeKtlassificationKïodelKforKPopularityKworecastKofKthineseKtolleges^KJournalZofZAppliedZ
MathematicsWK2014WKcabeWKbYh 1.1 4

87 xenomicKanalysisKofKsilkwormKmicroRürKpromotersKandKclusters^KMolecularZBiologyWK2011WKefWKbjhYcad 1.2 4

86 xïüüctukKzdentificationKofKcircRürYdiseaseKassociationsKbasedKonKvariationalKinferenceKandKgraphK
markovKneuralKnetworks^^KBioinformaticsWK2022WK 7.2 4

85
LaplacianKRegularizedKSparseKRepresentationKbasedKtlassifierKforKzdentifyingKuürK
üeYmethylcytosineKSitesKviaKLcWb_cYmatrixKüorm^KIEEEoACMZTransactionsZonZComputationalZBiologyZ
andZBioinformaticsWK2021WKPPWK

3 4

84 ümRwkKidentificationKofKmultispeciesKRürKcRYOYmethylationKmodificationKsitesKfromKRürKsequences^K
BriefingsZinZBioinformaticsWK2021WK 13.4 4

83 VPTïdbkKaKviralKposttranslationalKmodificationKdatabase^KBriefingsZinZBioinformaticsWK2021WKccWK 13.4 4

82 rnalysisKofKtyclinYuependentK—inaseKbKasKanKzndependentKPrognosticKwactorKforKxastricKtancerK
sasedKonKStatisticalKïethods^KFrontiersZinZCellZandZDevelopmentalZBiologyWK2020WKiWKgcabge 5.7 4

Quan Zou
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81 ïachineKlearningKforKphytopathologykKfromKtheKmolecularKscaleKtowardsKtheKnetworkKscale^K
BriefingsZinZBioinformaticsWK2021WKccWK 13.4 4

80 zdentifyingKproteinYproteinKinterfaceKviaKaKnovelKmultiYscaleKlocalKsequenceKandKstructuralK
representation^KBMCZBioinformaticsWK2019WKcaWKeid 3.6 4

79 iProcLYPST—ütkKrKTwoYLayerKPredictorKforKuiscoveringKVariousKTypesKofKPromotersKbyKPositionK
SpecificKofKüucleotideKtomposition^KIEEEZJournalZofZBiomedicalZandZHealthZInformaticsWK2021WKcfWKcdcjYcddh7.2 4

78 SgRürYRwkKidentificationKofKSgRürKonYtargetKactivityKwithKimbalancedKdatasets^KIEEEoACMZ
TransactionsZonZComputationalZBiologyZandZBioinformaticsWK2021WKPPWK 3 4

77
ïatrixKfactorizationYbasedKdataKfusionKforKtheKpredictionKofKRürYbindingKproteinsKandKalternativeK
splicingKeventKassociationsKduringKepithelialYmesenchymalKtransition^KBriefingsZinZBioinformaticsWK
2021WKccWK

13.4 4

76 üetworkKanalysisKofKtheKhotKspringKmicrobiomeKsketchesKoutKpossibleKnicheKdifferentiationsKamongK
ecologicalKguilds^KEcologicalZModellingWK2020WKedbWKbajbeh 3 3

75 SignificanceYsasedKvssentialKProteinKuiscovery^KIEEEoACMZTransactionsZonZComputationalZBiologyZ
andZBioinformaticsWK2020WKPPWK 3 3

74 yierarchicalKzdentificationKofKïicroRürKwamiliesKforKsiomedicalKrpplications^KJournalZofZ
ComputationalZandZTheoreticalZNanoscienceWK2014WKbbWKiidYiih 0.3 3

73 StringKkernelsKconstructionKandKfusionkKaKsurveyKwithKbioinformaticsKapplication^KFrontiersZofZ
ComputerZScienceWK2022WKbgWKb 2.2 3

72 wTWSVïYSRkKuürYsindingKProteinsKzdentificationKviaKwuzzyKTwinKSupportKVectorKïachinesKonK
SelfYRepresentation^KInterdisciplinaryZScienceslZComputationalZLifeZSciencesWK2021WKb 3.5 3

71 StaemfkKrKnovelKcomputationalKapproachforKaccurateKpredictionKofKmftKsite^KMolecularZTherapyZmZ
NucleicZAcidsWK2021WKcgWKbachYbade 10.7 3

70 ïaintainingKznternalKtonsistencyKofKReportKforKRealYTimeKOLrPKwithKLayerYsasedKView^KLectureZ
NotesZinZComputerZScienceWK2011WKbedYbfe 0.9 3

69 ProbabilityYsasedKsufferKReplacementKrlgorithmKforKwlashYsasedKuatabases^KJisuanjiZ
XuebaooChineseZJournalZofZComputersWK2014WKdgWKbfgiYbfib 3

68 UsingKaKlowKcorrelationKhighKorthogonalityKfeatureKsetKandKmachineKlearningKmethodsKtoKidentifyK
plantKpentatricopeptideKrepeatKcodingKgene_protein^KNeurocomputingWK2021WKeceWKcegYcfe 5.4 3

67 rccurateKPredictionKandK—eyKweatureKRecognitionKofKzmmunoglobulin^KAppliedZSciencesZhSwitzerlandi
WK2021WKbbWKgije 2.6 3

66 tharacterizingKviralKcircRürsKandKtheirKapplicationKinKidentifyingKcircRürsKinKviruses^KBriefingsZinZ
BioinformaticsWK2021WK 13.4 3

65 TSYmgrYuLkKTissueYspecificKidentificationKofKügYmethyladenosineKsitesKusingKaKuniversalKdeepK
learningKmodel^KComputationalZandZStructuralZBiotechnologyZJournalWK2021WKbjWKegbjYegcf 6.8 3

64 SubLocvPkKaKnovelKensembleKpredictorKofKsubcellularKlocalizationKofKeukaryoticKmRürKbasedKonK
machineKlearning^KBriefingsZinZBioinformaticsWK2021WKccWK 13.4 3

(2021-2021)
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63 PredictionKofKThermophilicKProteinsKUsingKVotingKrlgorithm^KLectureZNotesZinZComputerZScienceWK
2019WKbjfYcad 0.9 2

62 uiagnosisKofKsrainKuiseasesKviaKïultiYScaleKTimeYSeriesKïodel^KFrontiersZinZNeuroscienceWK2019WKbdWKbjh 5.1 2

61 zterativelyKcollectiveKpredictionKofKdiseaseYgeneKassociationsKthroughKtheKincompleteKnetworkK2017
WK 2

60 rnnotationYretrievalKreinforcementKbyKvisualKcognitionKmodelingKonKmanifold^KNeurocomputingWK
2016WKcbfWKbfaYbfj 5.4 2

59 uuplexwinderkKpredictingKtheKmiRürYmiRürUKduplexKfromKtheKanimalKprecursors^KInternationalZ
JournalZofZBioinformaticsZResearchZandZApplicationsWK2010WKgWKgjYib 0.9 2

58 sinïemPredictkKaKWebKServerKandKSoftwareKforKPredictingKïembraneKProteinKTypes^KCurrentZ
ProteomicsWK2013WKiiiWKbYi 0.7 2

57 xenomeYWideKrnalysisKofKLysïYtontainingKxeneKwamilyKinKWheatkKStructuralKandKPhylogeneticK
rnalysisKduringKuevelopmentKandKuefense^KGenesWK2020WKbcWK 4.2 2

56 üontlasxPYPredkKrobustKandKefficientKpredictionKofKnonYclassicallyKsecretedKproteinsKbyKintegratingK
subsetYspecificKoptimalKmodelsKofKimbalancedKdata^KMicrobialZGenomicsWK2020WKgWK 4.4 2

55 TumorKOriginKuetectionKwithKTissueYSpecificKmiRürKandKuürKmethylationKïarkers 2

54 StudyingKtheKdrugKtreatmentKpatternKbasedKonKtheKactionKofKdrugKandKmultiYlayerKnetworkKmodel 2

53 zmpactKofKTranscatheterKrorticKValveKReplacementKonKRiskKProfilesKofKSurgicalKrorticKValveK
ReplacementKPatients^KCardiovascularZRevascularizationZMedicineWK2020WKcbWKjfjYjgd 1.6 2

52 uissalancekKaKplatformKtoKautomaticallyKbuildKbalanceYbasedKdiseaseKpredictionKmodelsKandK
discoverKmicrobialKbiomarkersKfromKmicrobiomeKdata^KBriefingsZinZBioinformaticsWK2021WKccWK 13.4 2

51 ORSYPredkKrnKoptimizedKreducedKschemeYbasedKidentifierKforKantioxidantKproteins^KProteomicsWK
2021WKcbWKecbaaabh 4.8 2

50 turrentKstatusKandKfutureKprospectsKofKdrugYtargetKinteractionKprediction^KBriefingsZinZFunctionalZ
GenomicsWK2021WKcaWKdbcYdcc 4.9 2

49 rpplicationKofKlearningKtoKrankKinKbioinformaticsKtasks^KBriefingsZinZBioinformaticsWK2021WKccWK 13.4 2

48
ueeprcetkKrKconvolutionalKneuralKnetworkKmodelKwithKhybridKfeaturesKcomposedKofK
physicochemicalKpatternsKandKdistributedKrepresentationKinformationKforKidentificationKofK
üeYacetylcytidineKinKmRür^KBioinformaticsWK2021WK

7.2 2

47 prPredYuRLwkKPlantKRKproteinKpredictorKusingKdeepKrepresentationKlearningKfeatures^KProteomicsWK
2021WKecbaabgb 4.8 2

46 xenomicKanalysisKofKsilkwormKmicroRürKpromotersKandKclusters^KMolekulyarnayaZBiologiyaWK2011WK
efWKccfYda 0.6 2

Quan Zou
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45 ueepïtYiürsPkKueepKlearningKforKmulticlassKidentificationKandKclassificationKofKnucleicKacidYbindingK
proteins^^KComputationalZandZStructuralZBiotechnologyZJournalWK2022WKcaWKcacaYcaci 6.8 2

44 SeedsxraphkKanKefficientKassemblerKforKnextYgenerationKsequencingKdata^KBMCZMedicalZGenomicsWK
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