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Customized multiplexing SNP panel for Korean-specific DNA phenotyping in forensic applications.
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Application of the emerging technologies in toxicogenomics: An overview. Biochip Journal, 2016, 10,

288-296.
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Environmental risk assessment of toxicity exposure: High-throughput expression profiling. Biochip
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Identification of potential biomarkers for xylene exposure by microarray analyses of gene expression
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Multiplex genotyping based on the melting temperature of a single locked nucleic acid probe.

Analytical Biochemistry, 2015, 491, 72-74.
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