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The Genetic Structure of Chinese Hui Ethnic Group Revealed by Complete Mitochondrial Genome

119 Analyses Using Massively Parallel Sequencing. Genes, 2020, 11, 42 3

Genetic polymorphisms and phylogenetic analyses of the FHTsang Tibetan from Lhasa based on 30
slowly and moderately mutated Y-STR loci. Forensic Sciences Research, 2020, 1-8

Development and Validation of a Novel Five-Dye Short Tandem Repeat Panel for Forensic

117 |dentification of 11 Species. Frontiers in Genetics, 2020, 11, 1005 4-5

A set of novel multi-allelic SNPs for forensic application developed through massively parallel
sequencing and its examples of population genetic studies. Electrophoresis, 2020, 41, 2036-2046

Genetic Structural Differentiation Analyses of Intercontinental Populations and Ancestry Inference
115 of the Chinese Hui Group Based on a Novel Developed Autosomal AIM-InDel Genotyping System. 3 4
BioMed Research International, 2020, 2020, 2124370

Cloning, expression and enzyme activity delineation of two novel CANT1 mutations: the

disappearance of dimerization may indicate the change of protein conformation and even function.
Orphanet Journal of Rare Diseases, 2020, 15, 240




(2019-2020)

A Highly Polymorphic Panel Consisting of Microhaplotypes and Compound Markers with the NGS

I3 and Its Forensic Efficiency Evaluations in Chinese Two Groups. Genes, 2020, 11, 42 3

The validation study of a novel assay with 30 slow and moderate mutation Y-STR markers for
criminal investigation and database applications. International Journal of Legal Medicine, 2020, 134, 491-499

Detection and analysis of the cause of false-tetra-allelic patterns of locus D10S1435 at the

11z sequence level. International Journal of Legal Medicine, 2020, 134, 833-843

31 O

MicroRNA-214-3p modified tetrahedral framework nucleic acids target survivin to induce tumour
cell apoptosis. Cell Proliferation, 2020, 53, e12708

Multiple genetic analyses to investigate the polymorphisms of Chinese Mongolian population with

an efficient short tandem repeat panel. Croatian Medical Journal, 2019, 60, 191-200 16 5

109

Polymorphism analyses of 19 STRs in Labrador Retriever population from China and its 3
heterozygosity comparisons with other retriever breeds. Molecular Biology Reports, 2019, 46, 1577-1 584>

The endocytic pathways of carbon dots in human adenoid cystic carcinoma cells. Cell Proliferation,

107 2019, 52, e12586 79 11

P34HB electrospun fibres promote bone regeneration in vivo. Cell Proliferation, 2019, 52, e12601

The massive assimilation of indigenous East Asian populations in the origin of Muslim Hui people

195 inferred from paternal Y chromosome. American Journal of Physical Anthropology, 2019, 169, 341-347

25 10

Genetic distribution and forensic evaluation of multiplex autosomal short tandem repeats in the
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