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k Paper IF Citations

141 PredictingJtransmembraneJproteinJtopologyJwithJaJhiddenJMarkovJmodellJapplicationJtoJcompleteJ
genomesXJJournalhofhMolecularhBiologyVJ2001VJebgVJghiWjb 6.5 8822

140 PfamlJtheJproteinJfamiliesJdatabaseXJNucleichAcidshResearchVJ2014VJfdVJvdddWeb 20.1 3975

139 TheJPfamJproteinJfamiliesJdatabaseXJNucleichAcidshResearchVJ2012VJfbVJvdkbWebc 20.1 2844

138 TheJPfamJproteinJfamiliesJdatabaseXJNucleichAcidshResearchVJ2004VJedVJvcejWfc 20.1 2720

137 TheJPfamJproteinJfamiliesJdatabaseXJNucleichAcidshResearchVJ2010VJejVJvdccWdd 20.1 2467

136 TheJPfamJproteinJfamiliesJdatabaseJinJdbckXJNucleichAcidshResearchVJ2019VJfiVJvfdiWvfed 20.1 2298

135 TheJPfamJproteinJfamiliesJdatabaseXJNucleichAcidshResearchVJ2002VJebVJdihWjb 20.1 1839

134 TheJPfamJproteinJfamiliesJdatabaseXJNucleichAcidshResearchVJ2008VJehVJvdjcWj 20.1 1806

133 PfamlJclansVJwebJtoolsJandJservicesXJNucleichAcidshResearchVJ2006VJefVJvdfiWgc 20.1 1784

132 sJcombinedJtransmembraneJtopologyJandJsignalJpeptideJpredictionJmethodXJJournalhofhMolecularh
BiologyVJ2004VJeejVJcbdiWeh 6.5 1669

131 TheJPfamJproteinJfamiliesJdatabaseXJNucleichAcidshResearchVJ2000VJdjVJdheWh 20.1 1074

130 sdvantagesJofJcombinedJtransmembraneJtopologyJandJsignalJpeptideJpredictionWWtheJPhobiusJwebJ
serverXJNucleichAcidshResearchVJ2007VJegVJWfdkWed 20.1 1033

129 sutomaticJclusteringJofJorthologsJandJinWparalogsJfromJpairwiseJspeciesJcomparisonsXJJournalhofh
MolecularhBiologyVJ2001VJecfVJcbfcWgd 6.5 959

128 PfamlJaJcomprehensiveJdatabaseJofJproteinJdomainJfamiliesJbasedJonJseedJalignmentsXJProteins:h
StructureuhFunctionhandhBioinformaticsVJ1997VJdjVJfbgWdb 4.2 841

127 PfamlJTheJproteinJfamiliesJdatabaseJinJdbdcXJNucleichAcidshResearchVJ2021VJfkVJvfcdWvfck 20.1 620

126 sJdotWmatrixJprogramJwithJdynamicJthresholdJcontrolJsuitedJforJgenomicJvNsJandJproteinJ
sequenceJanalysisXJGeneVJ1995VJchiVJyucWcb 3.8 563

125 InparanoidlJaJcomprehensiveJdatabaseJofJeukaryoticJorthologsXJNucleichAcidshResearchVJ2005VJeeVJvfihWjb20.1 541
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124 PfamlJmultipleJsequenceJalignmentsJandJzMMWprofilesJofJproteinJdomainsXJNucleichAcidshResearchVJ
1998VJdhVJedbWd 20.1 527

123 InParanoidJilJnewJalgorithmsJandJtoolsJforJeukaryoticJorthologyJanalysisXJNucleichAcidshResearchVJ
2010VJejVJvckhWdbe 20.1 500

122 PfamJeXclJceceJmultipleJalignmentsJandJprofileJzMMsJmatchJtheJmajorityJofJproteinsXJNucleichAcidsh
ResearchVJ1999VJdiVJdhbWd 20.1 488

121 KalignWWanJaccurateJandJfastJmultipleJsequenceJalignmentJalgorithmXJBMChBioinformaticsVJ2005VJhVJdkj 3.6 476

120 InParanoidJjlJorthologyJanalysisJbetweenJdieJproteomesVJmostlyJeukaryoticXJNucleichAcidshResearchVJ
2015VJfeVJvdefWk 20.1 337

119 OrthologyVJparalogyJandJproposedJclassificationJforJparalogJsubtypesXJTrendshinhGeneticsVJ2002VJcjVJhckWdb8.5 299

118
SequenceJofJtheJhumanJimmunoglobulinJdiversityJRvSJsegmentJlocuslJaJsystematicJanalysisJprovidesJ
noJevidenceJforJtheJuseJofJvIRJsegmentsVJinvertedJvJsegmentsVJLminorLJvJsegmentsJorJvWvJ
recombinationXJJournalhofhMolecularhBiologyVJ1997VJdibVJgjiWki

6.5 265

117 snJzMMJposteriorJdecoderJforJsequenceJfeatureJpredictionJthatJincludesJhomologyJinformationXJ
BioinformaticsVJ2005VJdcJSupplJcVJidgcWi 7.2 246

116 yenomicJgeneJclusteringJanalysisJofJpathwaysJinJeukaryotesXJGenomehResearchVJ2003VJceVJjigWjd 9.7 243

115 xsTlJaJnovelJdomainJinJPIKWrelatedJkinasesXJTrendshinhBiochemicalhSciencesVJ2000VJdgVJddgWi 10.3 243

114 KaligndlJhighWperformanceJmultipleJalignmentJofJproteinJandJnucleotideJsequencesJallowingJ
externalJfeaturesXJNucleichAcidshResearchVJ2009VJeiVJjgjWhg 20.1 214

113 sutomaticJclusteringJofJorthologsJandJinparalogsJsharedJbyJmultipleJproteomesXJBioinformaticsVJ
2006VJddVJekWcg 7.2 200

112 SpatialJmapsJofJprostateJcancerJtranscriptomesJrevealJanJunexploredJlandscapeJofJheterogeneityXJ
NaturehCommunicationsVJ2018VJkVJdfck 17.4 195

111 TheJimprintJofJsomaticJhypermutationJonJtheJrepertoireJofJhumanJgermlineJVJgenesXJJournalhofh
MolecularhBiologyVJ1996VJdghVJjceWci 6.5 178

110 InParanoidJhlJeukaryoticJorthologJclustersJwithJinparalogsXJNucleichAcidshResearchVJ2008VJehVJvdheWh 20.1 176

109 ModularJarrangementJofJproteinsJasJinferredJfromJanalysisJofJhomologyXJProteinhScienceVJ1994VJeVJfjdWkd6.3 174

108 MembraneJtopologyJofJtheJvrosophilaJORjebJodorantJreceptorXJFEBShLettersVJ2007VJgjcVJghbcWf 3.8 165

107 sutomatedJorthologJinferenceJfromJphylogeneticJtreesJandJcalculationJofJorthologyJreliabilityXJ
BioinformaticsVJ2002VJcjVJkdWk 7.2 148

(2002-1998)
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106 sJgeneralJmodelJofJyJproteinWcoupledJreceptorJsequencesJandJitsJapplicationJtoJdetectJremoteJ
homologsXJProteinhScienceVJ2006VJcgVJgbkWdc 6.3 139

105 VolumeJchangesJinJproteinJevolutionXJJournalhofhMolecularhBiologyVJ1994VJdehVJcbhiWij 6.5 139

104 StandardizedJbenchmarkingJinJtheJquestJforJorthologsXJNaturehMethodsVJ2016VJceVJfdgWeb 21.6 133

103 ylobalJnetworksJofJfunctionalJcouplingJinJeukaryotesJfromJcomprehensiveJdataJintegrationXJ
GenomehResearchVJ2009VJckVJccbiWch 9.7 123

102 ImprovedJandJautomatedJpredictionJofJeffectiveJsiRNsXJBiochemicalhandhBiophysicalhResearchh
CommunicationsVJ2004VJeckVJdhfWif 3.4 115

101 snalysisJofJproteinJdomainJfamiliesJinJuaenorhabditisJelegansXJGenomicsVJ1997VJfhVJdbbWch 4.3 106

100 sutomaticJassessmentJofJalignmentJqualityXJNucleichAcidshResearchVJ2005VJeeVJicdbWj 20.1 102

99 uomprehensiveJsequenceJanalysisJofJtheJcjdJpredictedJopenJreadingJframesJofJyeastJchromosomeJ
IIIXJProteinhScienceVJ1992VJcVJchiiWkb 6.3 98

98 QualityJassessmentJofJmultipleJalignmentJprogramsXJFEBShLettersVJ2002VJgdkVJcdhWeb 3.8 95

97 xunuoupJeXblJdatabaseJofJgenomeWwideJfunctionalJcouplingJnetworksXJNucleichAcidshResearchVJ2014VJ
fdVJvejbWj 20.1 89

96 ScoredistlJaJsimpleJandJrobustJproteinJsequenceJdistanceJestimatorXJBMChBioinformaticsVJ2005VJhVJcbj 3.6 89

95 KalignVJKalignvuJandJMumsalJwebJserversJforJmultipleJsequenceJalignmentXJNucleichAcidshResearchVJ
2006VJefVJWgkhWk 20.1 79

94 vomainJtreeWbasedJanalysisJofJproteinJarchitectureJevolutionXJMolecularhBiologyhandhEvolutionVJ2008
VJdgVJdgfWhf 8.3 70

93 sJcomprehensiveJstructuralVJbiochemicalJandJbiologicalJprofilingJofJtheJhumanJNUvIXJhydrolaseJ
familyXJNaturehCommunicationsVJ2017VJjVJcgfc 17.4 62

92 PredictingJproteinJfunctionJfromJdomainJcontentXJBioinformaticsVJ2008VJdfVJchjcWi 7.2 60

91 ReliabilityJofJtransmembraneJpredictionsJinJwholeWgenomeJdataXJFEBShLettersVJ2002VJgedVJfcgWj 3.8 58

90 siRNsdblJaJdatabaseJofJsiRNsJsequencesXJNucleichAcidshResearchVJ2005VJeeVJvcecWf 20.1 51

89 OrthoviseaselJaJdatabaseJofJhumanJdiseaseJorthologsXJHumanhMutationVJ2004VJdfVJccdWk 4.7 48
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88 NetworkWbasedJIdentificationJofJnovelJcancerJgenesXJMolecularhandhCellularhProteomicsVJ2010VJkVJhfjWgg 7.6 46

87 LetterJtoJtheJeditorlJSeqXMLJandJOrthoXMLlJstandardsJforJsequenceJandJorthologyJinformationXJ
BriefingshinhBioinformaticsVJ2011VJcdVJfjgWj 13.4 44

86 sJworkbenchJforJlargeWscaleJsequenceJhomologyJanalysisXJBioinformaticsVJ1994VJcbVJebcWi 7.2 44

85 WhatQsJinJaJgenomeqXJNatureVJ1992VJegjVJdji 50.4 44

84 sJnovelJtransmembraneJtopologyJofJpresenilinJbasedJonJreconcilingJexperimentalJandJ
computationalJevidenceXJFEBShJournalVJ2005VJdidVJdidiWee 5.7 43

83 PrognosticJsignificanceJinJbreastJcancerJofJaJgeneJsignatureJcapturingJstromalJPvyxJsignalingXJ
AmericanhJournalhofhPathologyVJ2013VJcjdVJdbeiWfi 5.8 42

82 uomparativeJinteractomicsJwithJxuncoupJdXbXJNucleichAcidshResearchVJ2012VJfbVJvjdcWj 20.1 41

81 vynamicJzebrafishJinteractomeJrevealsJtranscriptionalJmechanismsJofJdioxinJtoxicityXJPLoShONEVJ
2010VJgVJecbfhg 3.7 41

80 ImprovedJprofileJzMMJperformanceJbyJassessmentJofJcriticalJalgorithmicJfeaturesJinJSsMJandJ
zMMwRXJBMChBioinformaticsVJ2005VJhVJkk 3.6 40

79 sJNovelJsuKRdWvependentJRoleJofJxibroblastWverivedJuXuLcfJinJwpithelialWtoWMesenchymalJ
TransitionJandJMetastasisJofJtreastJuancerXJClinicalhCancerhResearchVJ2019VJdgVJeibdWeici 12.9 37

78 xunShiftlJaJdatabaseJofJfunctionJshiftJanalysisJonJproteinJsubfamiliesXJNucleichAcidshResearchVJ2005VJ
eeVJvckiWdbb 20.1 37

77 uomputationalJantisenseJoligoJpredictionJwithJaJneuralJnetworkJmodelXJBioinformaticsVJ2002VJcjVJcghiWig7.2 37

76 wvolutionJofJproteinJdomainJarchitecturesXJMethodshinhMolecularhBiologyVJ2012VJjghVJcjiWdch 1.4 35

75 uomprehensiveJanalysisJofJorthologousJproteinJdomainsJusingJtheJzOPSJdatabaseXJGenomeh
ResearchVJ2003VJceVJdegeWhd 9.7 34

74 IntegratedJgraphicalJanalysisJofJproteinJsequenceJfeaturesJpredictedJfromJsequenceJcompositionXJ
Proteins:hStructureuhFunctionhandhBioinformaticsVJ2001VJfgVJdhdWie 4.2 34

73 vomainJarchitectureJconservationJinJorthologsXJBMChBioinformaticsVJ2011VJcdVJedh 3.6 32

72 zieranoidlJhierarchicalJorthologyJinferenceXJJournalhofhMolecularhBiologyVJ2013VJfdgVJdbidWdbjc 6.5 31

71 sJlargeWscaleJbenchmarkJofJgeneJprioritizationJmethodsXJScientifichReportsVJ2017VJiVJfhgkj 4.9 30

(2017-2010)
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70 xunctionalJassociationJnetworksJasJpriorsJforJgeneJregulatoryJnetworkJinferenceXJBioinformaticsVJ
2014VJebVJicebWj 7.2 30

69 xunuoupJflJnewJspeciesVJdataVJandJvisualizationXJNucleichAcidshResearchVJ2018VJfhVJvhbcWvhbi 20.1 29

68 StatisticalJassessmentJofJcrosstalkJenrichmentJbetweenJgeneJgroupsJinJbiologicalJnetworksXJPLoSh
ONEVJ2013VJjVJegfkfg 3.7 28

67 LargeWscaleJpredictionJofJfunctionJshiftJinJproteinJfamiliesJwithJaJfocusJonJenzymaticJfunctionXJ
Proteins:hStructureuhFunctionhandhBioinformaticsVJ2005VJhbVJigjWhj 4.2 26

66 ulassificationJofJtransmembraneJproteinJfamiliesJinJtheJuaenorhabditisJelegansJgenomeJandJ
identificationJofJhumanJorthologsXJGenomehResearchVJ2000VJcbVJchikWjk 9.7 26

65 OrthologyJconfersJintronJpositionJconservationXJBMChGenomicsVJ2010VJccVJfcd 4.5 25

64 yearingJupJtoJhandleJtheJmosaicJnatureJofJlifeJinJtheJquestJforJorthologsXJBioinformaticsVJ2018VJefVJedeWedk7.2 25

63 ImprovingJprofileJzMMJdiscriminationJbyJadaptingJtransitionJprobabilitiesXJJournalhofhMolecularh
BiologyVJ2004VJeejVJjfiWgf 6.5 24

62 PathwsXlJaJwebJserverJforJnetworkJcrosstalkJbasedJpathwayJannotationXJNucleichAcidshResearchVJ
2016VJffVJWcbgWk 20.1 22

61 MaxLinklJnetworkWbasedJprioritizationJofJgenesJtightlyJlinkedJtoJaJdiseaseJseedJsetXJBioinformaticsVJ
2014VJebVJdhjkWkb 7.2 22

60 uomparativeJanalysisJandJunificationJofJdomainWdomainJinteractionJnetworksXJBioinformaticsVJ2009VJ
dgVJebdbWg 7.2 22

59 MetaTMJWJaJconsensusJmethodJforJtransmembraneJproteinJtopologyJpredictionXJBMChBioinformatics
VJ2009VJcbVJecf 3.6 22

58 ProfiledJsupportJvectorJmachinesJforJantisenseJoligonucleotideJefficacyJpredictionXJBMCh
BioinformaticsVJ2004VJgVJceg 3.6 21

57 sJnovelJmethodJforJcrosstalkJanalysisJofJbiologicalJnetworkslJimprovingJaccuracyJofJpathwayJ
annotationXJNucleichAcidshResearchVJ2017VJfgVJej 20.1 20

56 QualityJcriteriaJforJfindingJgenesJwithJhighJmRNsWproteinJexpressionJcorrelationJandJcoexpressionJ
correlationXJGeneVJ2012VJfkiVJddjWeh 3.8 18

55 TheJQuestJforJOrthologsJbenchmarkJserviceJandJconsensusJcallsJinJdbdbXJNucleichAcidshResearchVJ
2020VJfjVJWgejWWgfg 20.1 17

54 sJgenomeWwideJIRWinducedJRsvgcJfociJRNsiJscreenJidentifiesJuvuieJinvolvedJinJchromatinJ
remodelingJforJvNsJrepairXJCellhDiscoveryVJ2015VJcVJcgbef 22.3 17

53 OverviewJandJcomparisonJofJorthologJdatabasesXJDrughDiscoveryhToday:hTechnologiesVJ2006VJeVJceiWfe 7.1 17
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52 jSquidlJaJJavaJappletJforJgraphicalJonWlineJnetworkJexplorationXJBioinformaticsVJ2008VJdfVJcfhiWj 7.2 16

51 siRNsJspecificityJsearchingJincorporatingJmismatchJtoleranceJdataXJBioinformaticsVJ2008VJdfVJcechWi 7.2 15

50 PfamslyzerlJdomainWcentricJhomologyJsearchXJBioinformaticsVJ2007VJdeVJeejdWe 7.2 14

49 xunctionalJcharacterizationJinJuaenorhabditisJelegansJofJtransmembraneJwormWhumanJorthologsXJ
BMChGenomicsVJ2004VJgVJjg 4.5 14

48 sssessmentJofJproteinJdistanceJmeasuresJandJtreeWbuildingJmethodsJforJphylogeneticJtreeJ
reconstructionXJMolecularhBiologyhandhEvolutionVJ2005VJddVJddgiWhf 8.3 13

47 TheJuhironomusJtentansJgenomeJsequenceJandJtheJorganizationJofJtheJtalbianiJringJgenesXJBMCh
GenomicsVJ2014VJcgVJjck 4.5 12

46 OrthoviseaselJtrackingJdiseaseJgeneJorthologsJacrossJcbbJspeciesXJBriefingshinhBioinformaticsVJ2011VJ
cdVJfheWie 13.4 12

45 xocusingJonJRISuJassemblyJinJmammalianJcellsXJBiochemicalhandhBiophysicalhResearchh
CommunicationsVJ2008VJehjVJibeWj 3.4 12

44 OrthoyUIlJgraphicalJpresentationJofJOrthostrapperJresultsXJBioinformaticsVJ2002VJcjVJcdidWe 7.2 12

43 viscoveringJviralJgenomesJinJhumanJmetagenomicJdataJbyJpredictingJunknownJproteinJfamiliesXJ
ScientifichReportsVJ2018VJjVJdj 4.9 11

42 wvolutionJofJProteinJvomainJsrchitecturesXJMethodshinhMolecularhBiologyVJ2019VJckcbVJfhkWgbf 1.4 11

41 ImprovedJorthologyJinferenceJwithJzieranoidJdXJBioinformaticsVJ2017VJeeVJccgfWccgk 7.2 11

40 OptimalJsparsityJcriteriaJforJnetworkJinferenceXJJournalhofhComputationalhBiologyVJ2013VJdbVJekjWfbj 1.7 11

39 tenchmarkingJhomologyJdetectionJproceduresJwithJlowJcomplexityJfiltersXJBioinformaticsVJ2009VJ
dgVJdgbbWg 7.2 11

38 vynamicJcontactJmapsJofJproteinJstructuresXJJournalhofhMolecularhGraphicshandhModellingVJ1998VJchVJ
cWgVJee 2.8 10

37 PredictionJofJfunctionJdivergenceJinJproteinJfamiliesJusingJtheJsubstitutionJrateJvariationJ
parameterJalphaXJMolecularhBiologyhandhEvolutionVJ2006VJdeVJcfbhWce 8.3 10

36 uonspicuousJaccumulationJofJtranscriptionJelongationJrepressorJhrpcebauscgbJonJtheJintronWrichJ
talbianiJringJeJgeneXJChromosomaVJ2004VJcceVJdffWgi 2.8 10

35 tenchmarkingJtheJnextJgenerationJofJhomologyJinferenceJtoolsXJBioinformaticsVJ2016VJedVJdhehWfc 7.2 10

(2016-2008)
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34 yeneSPIvwRJWJgeneJregulatoryJnetworkJinferenceJbenchmarkingJwithJcontrolledJnetworkJandJdataJ
propertiesXJMolecularhBioSystemsVJ2017VJceVJcebfWcecd 9

33 zieranoivtlJaJdatabaseJofJorthologsJinferredJbyJzieranoidXJNucleichAcidshResearchVJ2017VJfgVJvhjiWvhkb 20.1 9

32 svoidingJpitfallsJinJLcWregularisedJinferenceJofJgeneJnetworksXJMolecularhBioSystemsVJ2015VJccVJdjiWkh 8

31 MycluslJnetworkJclusteringJemployingJsharedJneighborsXJMolecularhBioSystemsVJ2013VJkVJchibWg 8

30 vsSherlJaJstandWaloneJproteinJsequenceJclientJforJvsSVJtheJvistributedJsnnotationJSystemXJ
BioinformaticsVJ2009VJdgVJceeeWf 7.2 8

29 uhromoWheellJaJnewJspinJonJeukaryoticJchromosomeJvisualizationXJBioinformaticsVJ2004VJdbVJgihWi 7.2 7

28 xusionJtranscriptJdetectionJusingJspatialJtranscriptomicsXJBMChMedicalhGenomicsVJ2020VJceVJccb 3.7 7

27 svoidingJpitfallsJinJgeneJRcoSexpressionJmetaWanalysisXJGenomicsVJ2014VJcbeVJdcWeb 4.3 6

26 uhromosomalJclusteringJofJnuclearJgenesJencodingJmitochondrialJandJchloroplastJproteinsJinJ
srabidopsisXJTrendshinhGeneticsVJ2006VJddVJgjkWke 8.5 6

25 WidespreadJeukaryoticJsequencesVJhighlyJsimilarJtoJbacterialJvNsJpolymeraseJIVJlookingJforJ
functionsXJCurrenthBiologyVJ1997VJiVJRfheWg 6.3 5

24 wmployingJconservationJofJcoWexpressionJtoJimproveJfunctionalJinferenceXJBMChSystemshBiologyVJ
2008VJdVJjc 3.5 5

23 PutativeJregulatoryJdomainsJinJtheJhumanJandJmouseJuVsvRJgenesXJGenehFunctionhnhDiseaseVJ2000VJ
cVJjdWjh 5

22 sJgeneralizedJframeworkJforJcontrollingJxvRJinJgeneJregulatoryJnetworkJinferenceXJBioinformaticsVJ
2019VJegVJcbdhWcbed 7.2 5

21 yenomeWwideJfunctionalJassociationJnetworkslJbackgroundVJdataJPJstateWofWtheWartJresourcesXJ
BriefingshinhBioinformaticsVJ2020VJdcVJcddfWcdei 13.4 5

20
vNsJMethylationJLevelsJinJMononuclearJLeukocytesJfromJtheJMotherJandJzerJuhildJsreJsssociatedJ
withJIgwJSensitizationJtoJsllergensJinJwarlyJLifeXJInternationalhJournalhofhMolecularhSciencesVJ2021VJ
ddVJ

6.3 5

19
uomparisonJofJtheJhumanJgermlineJandJrearrangedJVzJrepertoireJrevealsJcomplementarityJ
betweenJgermlineJvariabilityJandJsomaticJmutationXJAnnalshofhthehNewhYorkhAcademyhofhSciencesVJ
1995VJihfVJcjbWd

6.5 4

18 sutomaticJextractionJofJreliableJregionsJfromJmultipleJsequenceJalignmentsXJBMChBioinformaticsVJ
2007VJjJSupplJgVJSk 3.6 4

17 SfixemWWgraphicalJsequenceJfeatureJdisplayJinJJavaXJBioinformaticsVJ2004VJdbVJdfjjWkb 7.2 4
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16 PathwayWspecificJmodelJestimationJforJimprovedJpathwayJannotationJbyJnetworkJcrosstalkXJ
ScientifichReportsVJ2020VJcbVJcegjg 4.9 4

15 xunuoupJglJxunctionalJsssociationJNetworksJinJsllJvomainsJofJLifeVJSupportingJvirectedJLinksJandJ
TissueWSpecificityXJJournalhofhMolecularhBiologyVJ2021VJfeeVJchhjeg 6.5 4

14 vomainoidlJdomainWorientedJorthologyJinferenceXJBMChBioinformaticsVJ2019VJdbVJgde 3.6 3

13 transitionJpriorsJforJproteinJhiddenJMarkovJmodelslJanJempiricalJstudyJtowardsJmaximumJ
discriminationXJJournalhofhComputationalhBiologyVJ2004VJccVJcjcWke 1.7 3

12 TheJuXJelegansJexpressionJpatternJdatabaselJaJbeginningJ1996VJcdVJeibWeib 3

11 TreevomlJaJgraphicalJwebJtoolJforJanalysingJdomainJarchitectureJevolutionXJBioinformaticsVJ2016VJ
edVJdejfWg 7.2 2

10 NetworkJanalysisJofJfunctionalJgenomicsJdatalJapplicationJtoJavianJsexWbiasedJgeneJexpressionXJ
ScientifichWorldhJournaluhTheVJ2012VJdbcdVJcebfkc 2.2 2

9 NovelxamebbbWWuncharacterizedJhumanJproteinJdomainsJconservedJacrossJmodelJorganismsXJBMCh
GenomicsVJ2006VJiVJfj 4.5 2

8 wxploringJtheJfoundationJofJgenomicslJaJnorthernJblotJreferenceJsetJforJtheJcomparativeJanalysisJ
ofJtranscriptJprofilingJtechnologiesXJComparativehandhFunctionalhGenomicsVJ2004VJgVJgjfWkg 2

7 UncoveringJcancerJgeneJregulationJbyJaccurateJregulatoryJnetworkJinferenceJfromJuninformativeJ
dataXJNpjhSystemshBiologyhandhApplicationsVJ2020VJhVJei 5 1

6 wxperimentalJvalidationJofJpredictedJcancerJgenesJusingJxRwTXJMethodshandhApplicationshinh
FluorescenceVJ2018VJhVJbegbbi 3.1 1

5 vrugJrepurposingJimprovesJdiseaseJtargetingJccWfoldJandJcanJbeJaugmentedJbyJnetworkJmoduleJ
targetingVJappliedJtoJuOVIvWckXJScientifichReportsVJ2021VJccVJdbhji 4.9 1

4 MetauNVJWJaJconsensusJapproachJtoJinferJaccurateJcopyJnumbersJfromJlowJcoverageJdataXJBMCh
MedicalhGenomicsVJ2020VJceVJih 3.7 1

3 PerturbationWbasedJgeneJregulatoryJnetworkJinferenceJtoJunravelJoncogenicJmechanismsXJScientifich
ReportsVJ2020VJcbVJcfcfk 4.9 0

2 yenerationJofJRealisticJyeneJRegulatoryJNetworksJbyJwnrichingJforJxeedWxorwardJLoopsXXJFrontiersh
inhGeneticsVJ2022VJceVJjcghkd 4.5

1 NetworkJurosstalkJasJaJtasisJforJvrugJRepurposingXXJFrontiershinhGeneticsVJ2022VJceVJikdbkb 4.5
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