
Grant W Brown

ListgofgPublicationsgbygYearging
DescendinggOrder

Source:ghttps:wwexalyvcomwauthorupdfw67x3442wgrantuwubrownupublicationsubyuyearvpdf

Version:g2x24ux4ux9g

ThisgdocumentghasgbeenggeneratedgbasedgongthegpublicationsgandgcitationsgrecordedgbygexalyvcomvgForg

theglatestgversiongofgthisgpublicationglisttgvisitgtheglinkggivengabovev

ThegthirdgcolumngisgthegimpactgfactorgoIFpgofgthegjournaltgandgthegfourthgcolumngisgthegnumbergofg

citationsgofgthegarticlev

104
papers

8,838
citations

45
h-index

93
g-index

122
ext. papers

10,183
ext. citations

10.8
avg, IF

5.63
L-index



j Paper IF Citations

104 yighYthroughputLplatformLforLyeastLmorphologicalLprofilingLpredictsLtheLtargetsLofLbioactiveL
compounds[[LNpjfSystemsfBiologyfandfApplicationsXL2022XLiXLd 5 0

103 YeastLgoesLviralkLprobingLSrRSYtoVYcLbiologyLusingL[[LMicrobialfCellXL2022XLjXLiaYid 3.9

102 LSubLisLrequiredLforLeuchromaticLoriginLfiringLandLreplicationLtiming[[LSignalfTransductionfandf
TargetedfTherapyXL2022XLhXLbac 21 1

101 TheLaminoLacidLsubstitutionLaffectsLcellularLresponseLtoLmistranslation[LG3:fGenestfGenomestf
GeneticsXL2021XLbbXL 3.2 2

100 RNwbgiLregulatesLRYloopLresolutionLandLgenomicLstabilityLinLsRtrb]cYdeficientLtumors[LJournalfoff
ClinicalfInvestigationXL2021XLbdbXL 15.9 11

99 TopoisomeraseLzzLdeficiencyLleadsLtoLaLpostreplicativeLstructuralLshiftLinLallLSaccharomycesL
cerevisiaeLchromosomes[LScientificfReportsXL2021XLbbXLbejea 4.9 0

98 MistranslatingLtRNrLidentifiesLaLdeleteriousLScbdPLmutationLinLtheLallele[LBiochemistryfandfCellf
BiologyXL2020XLjiXLgceYgda 3.6 4

97 rLxeneticLMapLofLtheLResponseLtoLuNrLuamageLinLyumanLtells[LCellXL2020XLbicXLeibYejg[ecb 56.2 122

96 themicalYxeneticLznteractionsLwithLtheLProlineLrnalogLLYrzetidineYcYtarboxylicLrcidLin[LG3:fGenestf
GenomestfGeneticsXL2020XLbaXLeddfYedef 3.2 1

95 SonicLhedgehogLacceleratesLuNrLreplicationLtoLcauseLreplicationLstressLpromotingLcancerLinitiationL
inLmedulloblastoma[[LNaturefCancerXL2020XLbXLieaYife 15.4 5

94 rLxenomeYWideLScreenLforLxenesLrffectingLSpontaneousLuirectYRepeatLRecombinationLin[LG3:f
GenestfGenomestfGeneticsXL2020XLbaXLbifdYbigh 3.2 1

93 RadfLRecruitsLvrrorYProneLuNrLPolymerasesLforLMutagenicLRepairLofLssuNrLxapsLonLUndamagedL
Templates[LMolecularfCellXL2019XLhdXLjaaYjbe[ej 17.6 27

92 vxploitingLuNrLReplicationLStressLforLtancerLTreatment[LCancerfResearchXL2019XLhjXLbhdaYbhdj 10.1 76

91 PostYreplicationLrepairkLRadf]yLTwLregulationXLactivityLonLundamagedLtemplatesXLandLrelationshipL
toLcancer[LCriticalfReviewsfinfBiochemistryfandfMolecularfBiologyXL2019XLfeXLdabYddc 8.7 7

90 TheLendonucleaseLtuecLcleavesLmRNrsLatLstalledLribosomesLduringLNoLxoLuecay[LELifeXL2019XLiXL 8.9 69

89 SystematicLanalysisLofLcomplexLgeneticLinteractions[LScienceXL2018XLdgaXL 33.3 128

88 UnificationLofLProteinLrbundanceLuatasetsLYieldsLaLQuantitativeLSaccharomycesLcerevisiaeL
Proteome[LCellfSystemsXL2018XLgXLbjcYcaf[ed 10.6 186
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87 uNrLReplicationLProfilingLUsingLueepLSequencing[LMethodsfinfMolecularfBiologyXL2018XLbghcXLbjfYcah 1.4 3

86 TheLbuddingLyeastLRStLcomplexLmaintainsLploidyLbyLpromotingLspindleLpoleLbodyLinsertion[LJournalf
offCellfBiologyXL2018XLcbhXLceefYcegc 7.3 3

85 MappingLuNrLdamageYdependentLgeneticLinteractionsLinLyeastLviaLpartyLmatingLandLbarcodeLfusionL
genetics[LMolecularfSystemsfBiologyXL2018XLbeXLehjif 12.2 15

84 wlapLendonucleaseLoverexpressionLdrivesLgenomeLinstabilityLandLuNrLdamageLhypersensitivityLinLaL
PtNrYdependentLmanner[LNucleicfAcidsfResearchXL2018XLegXLfgdeYfgfa 20.1 18

83 tXYfegbLisLaLuNrLxYquadruplexLstabilizerLwithLselectiveLlethalityLinLsRtrb]cLdeficientLtumours[L
NaturefCommunicationsXL2017XLiXLbeedc 17.4 251

82 ProgerinYznducedLReplicationLStressLwacilitatesLPrematureLSenescenceLinLyutchinsonYxilfordL
ProgeriaLSyndrome[LMolecularfandfCellularfBiologyXL2017XLdhXL 4.8 38

81 xenomeYScaleLxeneticLznteractionsLandLtellLzmagingLtonfirmLtytokinesisLasLueleteriousLtoL
TransientLTopoisomeraseLzzLueficiencyLin[LG3:fGenestfGenomestfGeneticsXL2017XLhXLddhjYddjb 3.2 5

80 PYbodyLproteinsLregulateLtranscriptionalLrewiringLtoLpromoteLuNrLreplicationLstressLresistance[L
NaturefCommunicationsXL2017XLiXLffi 17.4 18

79 wunctionalLannotationLofLchemicalLlibrariesLacrossLdiverseLbiologicalLprocesses[LNaturefChemicalf
BiologyXL2017XLbdXLjicYjjd 11.7 48

78 zntersectionLofLcalorieLrestrictionLandLmagnesiumLinLtheLsuppressionLofLgenomeYdestabilizingL
RNrYuNrLhybrids[LNucleicfAcidsfResearchXL2016XLeeXLiihaYiiie 20.1 20

77 rnalysisLofLReplicatingLYeastLthromosomesLbyLuNrLtombing[LColdfSpringfHarborfProtocolsXL2016XL
cabgXLpdb[protaifbbi 1.2 13

76 yvLsLzsLaLweedbackLznhibitorLofLuNrLvndLResection[LMolecularfCellXL2016XLgbXLeafYebi 17.6 92

75 yighYthroughputLfluorescenceLmicroscopicLanalysisLofLproteinLabundanceLandLlocalizationLinL
buddingLyeast[LCriticalfReviewsfinfBiochemistryfandfMolecularfBiologyXL2016XLfbXLbbaYj 8.7 8

74 SingleYMoleculeLrnalysisLofLReplicatingLYeastLthromosomes[LColdfSpringfHarborfProtocolsXL2016XL
cabgXLpdb[topahhhie 1.2 4

73 SlxeLandLRttbahLcontrolLcheckpointLsignallingLandLuNrLresectionLatLdoubleYstrandLbreaks[LNucleicf
AcidsfResearchXL2016XLeeXLggjYic 20.1 33

72 MTvbLwunctionsLwithLMPybLinLuoubleYStrandLsreakLRepair[LGeneticsXL2016XLcadXLbehYfh 4 12

71 vxploringLQuantitativeLYeastLPhenomicsLwithLSingleYtellLrnalysisLofLuNrLuamageLwoci[LCellfSystems
XL2016XLdXLcgeYchh[eba 10.6 16

70 Smcf]gLMediatedLSumoylationLofLtheLSgsbYTopdYRmibLtomplexLPromotesLRemovalLofL
RecombinationLzntermediates[LCellfReportsXL2016XLbgXLdgiYdhi 10.6 45
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69 TheLMonoterpeneLtarvacrolLxeneratesLvndoplasmicLReticulumLStressLinLtheLPathogenicLwungusL
tandidaLalbicans[LAntimicrobialfAgentsfandfChemotherapyXL2015XLfjXLefieYjc 5.9 43

68 uampeningLuNrLdamageLcheckpointLsignallingLviaLcoordinatedLsRtTLdomainLinteractions[LEMBOf
JournalXL2015XLdeXLbhaeYbh 13 35

67 TerminationLofLReplicationLStressLSignalingLviaLtoncertedLrctionLofLtheLSlxeLScaffoldLandLtheLPPeL
Phosphatase[LGeneticsXL2015XLcabXLjdhYej 4 13

66 rLhighYthroughputLconfocalLfluorescenceLmicroscopyLplatformLtoLstudyLuNrLreplicationLstressLinL
yeastLcells[LMethodsfinfMolecularfBiologyXL2015XLbdaaXLbYbc 1.4 0

65 vewbLisLaLmasterLregulatorLofLtyβbYmediatedLfunctions[LCellfReportsXL2015XLbbXLcbaYj 10.6 14

64 rssemblyLofLSlxeLsignalingLcomplexesLbehindLuNrLreplicationLforks[LEMBOfJournalXL2015XLdeXLcbicYjh 13 30

63 LeveragingLuNrLdamageLresponseLsignalingLtoLidentifyLyeastLgenesLcontrollingLgenomeLstability[L
G3:fGenestfGenomestfGeneticsXL2015XLfXLjjhYbaag 3.2 14

62 xeneticLRegulationLofLunacLLocalizationLuuringLtheLuNrLuamageLResponse[LG3:fGenestfGenomestf
GeneticsXL2015XLfXLbjdhYee 3.2 5

61 MappingLtheLcellularLresponseLtoLsmallLmoleculesLusingLchemogenomicLfitnessLsignatures[LScienceXL
2014XLdeeXLcaiYbb 33.3 174

60 rLroleLforLUSPhLinLuNrLreplication[LMolecularfandfCellularfBiologyXL2014XLdeXLbdcYef 4.8 45

59 yaploinsufficiencyLofLanLRsYvcwbYtondensinLzzLcomplexLleadsLtoLaberrantLreplicationLandL
aneuploidy[LCancerfDiscoveryXL2014XLeXLieaYfd 24.4 57

58 wanconiLanemiaLsignalingLandLMusibLcooperateLtoLsafeguardLdevelopmentLandLcrosslinkLrepair[L
NucleicfAcidsfResearchXL2014XLecXLjiahYca 20.1 3

57 Topd˛†LisLanLRNrLtopoisomeraseLthatLworksLwithLfragileLXLsyndromeLproteinLtoLpromoteLsynapseL
formation[LNaturefNeuroscienceXL2013XLbgXLbcdiYeh 25.5 92

56 rLhighYthroughputLyeastLassayLidentifiesLsynergisticLdrugLcombinations[LAssayfandfDrugf
DevelopmentfTechnologiesXL2013XLbbXLcjjYdah 2.1 16

55 xlobalLanalysisLofLSUMOLchainLfunctionLrevealsLmultipleLrolesLinLchromatinLregulation[LJournalfoff
CellfBiologyXL2013XLcabXLbefYgd 7.3 47

54 TheLzNOiaLchromatinLremodelingLcomplexLpreventsLpolyploidyLandLmaintainsLnormalLchromatinL
structureLatLcentromeres[LGenesfandfDevelopmentXL2012XLcgXLcfjaYgad 12.6 47

53 tomparativeLchemogenomicsLtoLexamineLtheLmechanismLofLactionLofLdnaYtargetedL
platinumYacridineLanticancerLagents[LACSfChemicalfBiologyXL2012XLhXLbijcYjab 4.9 34

52 uissectingLuNrLdamageLresponseLpathwaysLbyLanalysingLproteinLlocalizationLandLabundanceL
changesLduringLuNrLreplicationLstress[LNaturefCellfBiologyXL2012XLbeXLjggYhg 23.4 322
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51 xenomeLrearrangementsLcausedLbyLdepletionLofLessentialLuNrLreplicationLproteinsLinL
SaccharomycesLcerevisiae[LGeneticsXL2012XLbjcXLbehYga 4 19

50 vndogenousLuNrLreplicationLstressLresultsLinLexpansionLofLdNTPLpoolsLandLaLmutatorLphenotype[L
EMBOfJournalXL2012XLdbXLijfYjah 13 76

49 RMzbLpromotesLuNrLreplicationLforkLprogressionLandLrecoveryLfromLreplicationLforkLstress[L
MolecularfandfCellularfBiologyXL2012XLdcXLdafeYge 4.8 22

48 sLMLandLRMzbLalleviateLRPrLinhibitionLofLTopozzz˛–LdecatenaseLactivity[LPLoSfONEXL2012XLhXLeebcai 3.7 5

47
NewLazoleLantifungalLagentsLwithLnovelLmodesLofLactionkLsynthesisLandLbiologicalLstudiesLofLnewL
tridentateLligandsLbasedLonLpyrazoleLandLtriazole[LEuropeanfJournalfoffMedicinalfChemistryXL2011XL
egXLebbhYce

6.8 58

46 MmsbLandLMmsccLstabilizeLtheLreplisomeLduringLreplicationLstress[LMolecularfBiologyfoffthefCellXL
2011XLccXLcdjgYeai 3.5 15

45 PuttingLgeneticLinteractionsLinLcontextLthroughLaLglobalLmodularLdecomposition[LGenomefResearchXL
2011XLcbXLbdhfYih 9.7 55

44
TheLsuddingLYeastLNSaccharomycesLcerevisiaeNLasLaLurugLuiscoveryLToolLtoLzdentifyLPlantYuerivedL
NaturalLProductsLwithLrntiYProliferativeLProperties[LEvidenceubasedfComplementaryfandfAlternativef
MedicineXL2011XLcabbXLjfebea

2.3 9

43 tlusteringLwithLOverlapLforLxeneticLznteractionLNetworksLviaLLocalLSearchLOptimization[LLecturef
NotesfinfComputerfScienceXL2011XLdcgYddi 0.9

42 QuantitativeLanalysisLofLfitnessLandLgeneticLinteractionsLinLyeastLonLaLgenomeLscale[LNaturef
MethodsXL2010XLhXLbabhYce 21.6 251

41 uiversityLofLeukaryoticLuNrLreplicationLoriginsLrevealedLbyLgenomeYwideLanalysisLofLchromatinL
structure[LPLoSfGeneticsXL2010XLgXLebaabajc 6 104

40 yumanLtopoisomeraseLzzzalphaLisLaLsingleYstrandedLuNrLdecatenaseLthatLisLstimulatedLbyLsLMLandL
RMzb[LJournalfoffBiologicalfChemistryXL2010XLcifXLcbecgYdg 5.4 51

39 TheLMMSccLYTONSLLcomplexLmediatesLrecoveryLfromLreplicationLstressLandLhomologousL
recombination[LMolecularfCellXL2010XLeaXLgbjYdb 17.6 85

38 uissectingLtheLuNrLdamageLresponseLusingLfunctionalLgenomicsLapproachesLinLS[Lcerevisiae[LDNAf
RepairXL2009XLiXLbbbaYh 4.3 4

37 tomparativeLgenomeLhybridizationLonLtilingLmicroarraysLtoLdetectLaneuploidiesLinLyeast[LMethodsfinf
MolecularfBiologyXL2009XLfeiXLbYbi 1.4 7

36 suddingLyeastLMmsccLandLMmsbLregulateLhomologousLrecombinationLinducedLbyLreplisomeL
blockage[LDNAfRepairXL2008XLhXLibbYi 4.3 49

35 TheLNYLandLtYterminiLofLvlgbLcontributeLtoLtheLmaintenanceLofLgenomeLstability[LDNAfRepairXL2008XL
hXLbccbYdc 4.3 16

34 RMzXLaLnewLOsYfoldLcomplexLessentialLforLsloomLsyndromeLproteinLtoLmaintainLgenomeLstability[L
GenesfandfDevelopmentXL2008XLccXLciedYff 12.6 153

(2008-2012)
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33 RegulationLofLrttbahLrecruitmentLtoLstalledLuNrLreplicationLforksLbyLtheLcullinLrttbabLandLtheL
rttbajLacetyltransferase[LMolecularfBiologyfoffthefCellXL2008XLbjXLbhbYia 3.5 49

32 wunctionalLtargetingLofLuNrLdamageLtoLaLnuclearLporeYassociatedLSUMOYdependentLubiquitinL
ligase[LScienceXL2008XLdccXLfjhYgac 33.3 338

31 themicalYgeneticLprofilingLofLimidazo[bXcYa]pyridinesLandLYpyrimidinesLrevealsLtargetLpathwaysL
conservedLbetweenLyeastLandLhumanLcells[LPLoSfGeneticsXL2008XLeXLebaaacie 6 31

30 wunctionalLdissectionLofLproteinLcomplexesLinvolvedLinLyeastLchromosomeLbiologyLusingLaLgeneticL
interactionLmap[LNatureXL2007XLeegXLiagYba 50.4 731

29 xeneticLdissectionLofLparallelLsisterYchromatidLcohesionLpathways[LGeneticsXL2007XLbhgXLbebhYcj 4 79

28 SlxeLregulatesLuNrLdamageLcheckpointYdependentLphosphorylationLofLtheLsRtTLdomainLproteinL
Rttbah]vsce[LMolecularfBiologyfoffthefCellXL2006XLbhXLfdjYei 3.5 75

27 rLsurveyLofLessentialLgeneLfunctionLinLtheLyeastLcellLdivisionLcycle[LMolecularfBiologyfoffthefCellXL
2006XLbhXLehdgYeh 3.5 74

26
sLrPhf]RMzbLpromotesLtheLsLMYdependentLdissolutionLofLhomologousLrecombinationL
intermediates[LProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaXL
2006XLbadXLeagiYhd

11.5 222

25 xenomicLapproachesLforLidentifyingLuNrLdamageLresponseLpathwaysLinLS[Lcerevisiae[LMethodsfinf
EnzymologyXL2006XLeajXLcbdYdf 1.7 2

24 SuppressionLofLgenomicLinstabilityLbyLSLXfLandLSLXiLinLSaccharomycesLcerevisiae[LDNAfRepairXL2006
XLfXLddgYeg 4.3 79

23 TheLsyntheticLgeneticLinteractionLspectrumLofLessentialLgenes[LNaturefGeneticsXL2005XLdhXLbbehYfc 36.3 185

22 RMzb]NtveXLaLsuppressorLofLgenomeLinstabilityXLencodesLaLmemberLofLtheLRecQLhelicase]TopoLzzzL
complex[LEMBOfJournalXL2005XLceXLcaceYdd 13 139

21 zdentificationLofLproteinLcomplexesLrequiredLforLefficientLsisterLchromatidLcohesion[LMolecularf
BiologyfoffthefCellXL2004XLbfXLbhdgYef 3.5 198

20 TheLoriginLrecognitionLcomplexLlinksLreplicationXLsisterLchromatidLcohesionLandLtranscriptionalL
silencingLinLSaccharomycesLcerevisiae[LGeneticsXL2004XLbghXLfhjYjb 4 94

19 zntegrationLofLchemicalYgeneticLandLgeneticLinteractionLdataLlinksLbioactiveLcompoundsLtoLcellularL
targetLpathways[LNaturefBiotechnologyXL2004XLccXLgcYj 44.5 527

18 xlobalLmappingLofLtheLyeastLgeneticLinteractionLnetwork[LScienceXL2004XLdadXLiaiYbd 33.3 1700

17 vlgbLformsLanLalternativeLRwtLcomplexLimportantLforLuNrLreplicationLandLgenomeLintegrity[LEMBOf
JournalXL2003XLccXLedaeYbd 13 127

16 tdchLkinasesLTuuβsULandLcheckpointLresponseskLlessonsLfromLtwoLyeasts[LMutationfResearchfuf
FundamentalfandfMolecularfMechanismsfoffMutagenesisXL2003XLfdcXLcbYh 3.3 32
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15
rLgenomeYwideLscreenLforLmethylLmethanesulfonateYsensitiveLmutantsLrevealsLgenesLrequiredLforL
SLphaseLprogressionLinLtheLpresenceLofLuNrLdamage[LProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaXL2002XLjjXLbgjdeYj

11.5 234

14 rLconservedLdomainLofLSchizosaccharomycesLpombeLdfpbTWULisLuniquelyLrequiredLforLchromosomeL
stabilityLfollowingLalkylationLdamageLduringLSLphase[LMolecularfandfCellularfBiologyXL2002XLccXLeehhYja 4.8 45

13 SchizosaccharomycesLpombeLyskbpLisLaLpotentialLcdsbpLtargetLrequiredLforLgenomeLintegrity[L
MolecularfandfCellularfBiologyXL2000XLcaXLhjccYdc 4.8 69

12 RegulationLofLchromosomeLreplication[LAnnualfReviewfoffBiochemistryXL2000XLgjXLicjYia 29.1 330

11 SchizosaccharomycesLpombeLyskbpLzsLaLPotentialLtdsbpLTargetLRequiredLforLxenomeLzntegrity[L
MolecularfandfCellularfBiologyXL2000XLcaXLhjccYhjdc 4.8 2

10 PurificationLofLyskbXLaLminichromosomeLmaintenanceLproteinLkinaseLfromLfissionLyeast[LJournalfoff
BiologicalfChemistryXL1998XLchdXLccaidYja 5.4 92

9 tontrollingLinitiationLduringLtheLcellLcycle[LuNrLreplication[LCurrentfBiologyXL1996XLgXLccjYdd 6.3 31

8 zsolationLofLtheLgenesLencodingLtheLfbYkilodaltonLandLciYkilodaltonLsubunitsLofLtrithidiaLfasciculataL
replicationLproteinLr[LMolecularfandfBiochemicalfParasitologyXL1994XLgdXLbdfYec 1.9 28

7 ReplicationLproteinLrLfromLtheLtrypanosomatidLtrithidiaLfasciculataLisLinactiveLinLtheLprimosomeL
assemblyLstepLofLSVeaLuNrLreplication[LMolecularfandfBiochemicalfParasitologyXL1993XLfjXLdcdYf 1.9 8

6 PurificationLandLcharacterizationLofLuNrLligaseLzLfromLtheLtrypanosomatidLtrithidiaLfasciculata[L
NucleicfAcidsfResearchXL1992XLcaXLdjafYba 20.1 11

5 MonoclonalLantibodiesLtoLtheLmajorLnonstructuralLnuclearLproteinLofLminuteLvirusLofLmice[LVirologyXL
1991XLbibXLdfYef 3.6 45

4 tomparativeLanalysisLofLproteinLabundanceLstudiesLtoLquantifyLtheLSaccharomycesLcerevisiaeLproteome 2

3 rLgeneticLmapLofLtheLresponseLtoLuNrLdamageLinLhumanLcells 3

2 wunctionalLrnnotationLofLthemicalLLibrariesLacrossLuiverseLsiologicalLProcesses 1

1 xeneticLscreensLidentifyLconnectionsLbetweenLribosomeLrecyclingLandLnonsenseLmediatedLdecay 1
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