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44 yntinostatLdecreasesLimmuneLsuppressionLtoLpromoteLantiatumorLresponsesLinLaLHyRfXLbreastL
tumorLmicroenvironmentbbLCanceriImmunologyiResearchYL2022YL 12.5 1

43 womparativeLgenomicsLofLtadpoleLshrimpsLUwrustaceaYLvranchiopodaYLNotostracaVnLxynamicL
genomeLevolutionLagainstLtheLbackdropLofLmorphologicalLstasisbLGenomicsYL2021YLeegYLhejgahekf 4.3 1

42 xecreasedLuctivatedLwxhLTLwellLRepertoireLxiversityLufterLuntiretroviralLTherapyLinLHIVaecHwVL
woinfectionLworrelatesLwithLwxhLTLwellLRecoverybLViraliImmunologyYL2021YLghYLjffajge 1.7 0

41 wellLwallLproteinLvariationYLbreakainducedLreplicationYLandLsubtelomereLdynamicsLinLwandidaL
glabratabLMoleculariMicrobiologyYL2021YLeejYLfjdafkj 4.1 5

40 TranscriptionalLprogramsLofLneoantigenaspecificLTILLinLantiaPxaeatreatedLlungLcancersbLNatureYL2021YL
imjYLefjaegf 50.4 40

39 PervasiveLpromoterLhypermethylationLofLsilencedLTyRTLallelesLinLhumanLcancersbLCellulariOncologyi
sDordrechttYL2020YLhgYLlhkalje 7.2 2

38 uLmedicalLstudentLscholarlyLconcentrationsLprogramnLscholarlyLselfaefficacyLandLimpactLonLfutureL
researchLactivitiesbLMedicaliEducationiOnlineYL2020YLfiYLekljfed 4.4 5

37 xeLnovoLgenomeLassemblyLofLwandidaLglabrataLrevealsLcellLwallLproteinLcomplementLandLstructureL
ofLdispersedLtandemLrepeatLarraysbLMoleculariMicrobiologyYL2020YLeegYLefdmaeffh 4.1 7

36
SomaticLmitochondrialLmutationLdiscoveryLusingLultraadeepLsequencingLofLtheLmitochondrialL
genomeLrevealsLspatialLtumorLheterogeneityLinLheadLandLneckLsquamousLcellLcarcinomabLCanceri
LettersYL2020YLhkeYLhmajd

9.9 7

35 MitochondrialLgenomeLdiversityLandLevolutionLinLvranchiopodaLUwrustaceaVbLZoologicaliLettersYL2019
YLiYLei 3 10

34 TheLTerabaseLSearchLynginenLaLlargeascaleLrelationalLdatabaseLofLshortareadLsequencesbL
BioinformaticsYL2019YLgiYLjjiajkd 7.2 2

33
uLprimaryLbreastLcancerLwithLdistinctLfociLofLestrogenLreceptoraalphaLpositiveLandLnegativeLcellsL
derivedLfromLtheLsameLclonalLoriginLasLrevealedLbyLwholeLexomeLsequencingbLBreastiCanceri
ResearchiandiTreatmentYL2018YLekdYLhfiahgd

4.4

32 MYwLdrivesLoverexpressionLofLtelomeraseLRNuLUhTRcTyRwVLinLprostateLcancerbLJournaliofiPathologyYL
2018YLfhhYLeeafh 9.4 34

31 zunctionalLcharacterizationLofLalternativelyLsplicedLGSNLinLheadLandLneckLsquamousLcellLcarcinomabL
TranslationaliResearchYL2018YLfdfYLedmaeem 11 7

30 wMPKfLandLvwLaGLareLassociatedLwithLtypeLeLinterferonainducedLHIVLrestrictionLinLhumansbLSciencei
AdvancesYL2018YLhYLeaatdlhg 14.3 30

29
WholeLGenomeLvisulfiteLSequencingLUWGvSVLRobustlyLMeasuresLtheLPharmacodynamicLyffectLofL
xecitabinecVorinostatLypigeneticLTreatmentLinLRelapsedLPediatricLuLLLxemonstratingLPotentL
HypomethylationLussociatedLwithLUpregulationLofLPRwfLandLTPigLTargetsbLBloodYL2018YLegfYLmelamel

2.2

28 TranscriptionalLprofilingLidentifiesLnovelLregulatorsLofLmacrophageLpolarizationbLPLoSiONEYL2018YL
egYLedfdljdf 3.7 47
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27 PropertiesLofLLINyaeLproteinsLandLrepeatLelementLexpressionLinLtheLcontextLofLamyotrophicLlateralL
sclerosisbLMobileiDNAYL2018YLmYLgi 4.4 19

26 yTSfLisLaLprostateLbasalLcellLmarkerLandLisLhighlyLexpressedLinLprostateLcancersLaberrantlyL
expressingLpjgbLProstateYL2018YLklYLlmjamdh 4.2 8

25 WholeayxomeLSequencingLofLMetaplasticLvreastLwarcinomaLIndicatesLMonoclonalityLwithL
ussociatedLxuctalLwarcinomaLwomponentbLClinicaliCanceriResearchYL2017YLfgYLhlkiahllh 12.9 25

24
IntegratedLunalysisLofLWholeaGenomeLwhIPaSeqLandLRNuaSeqLxataLofLPrimaryLHeadLandLNeckL
TumorLSamplesLussociatesLHPVLIntegrationLSitesLwithLOpenLwhromatinLMarksbLCanceriResearchYL
2017YLkkYLjiglajiid

10.1 33

23 StereoGenenLrapidLestimationLofLgenomeawideLcorrelationLofLcontinuousLorLintervalLfeatureLdatabL
BioinformaticsYL2017YLggYLgeilageji 7.2 12

22 MutationalLprofilesLofLbreastLcancerLmetastasesLfromLaLrapidLautopsyLseriesLrevealLmultipleL
evolutionaryLtrajectoriesbLJCIiInsightYL2017YLfYL 9.9 15

21 WholeaGenomeLSequencingLofLSalivaryLGlandLudenoidLwysticLwarcinomabLCanceriPreventioni
ResearchYL2016YLmYLfjiakh 3.2 59

20 wharacterizationLofLfunctionallyLactiveLgeneLfusionsLinLhumanLpapillomavirusLrelatedLoropharyngealL
squamousLcellLcarcinomabLInternationaliJournaliofiCancerYL2016YLegmYLgkgalf 7.5 34

19 NUPmlaPHzfgLfusionLisLrecurrentLinLacuteLmyeloidLleukemiaLandLsharesLgeneLexpressionLsignatureL
ofLleukemicLstemLcellsbLLeukemiaiResearchYL2016YLhiYLeak 2.7 5

18 PTvPeLandLPTvPfLRepressLNonconservedLwrypticLyxonsbLCelliReportsYL2016YLekYLedhaeeg 10.6 36

17 wentroacinarLwellsLureLProgenitorsLThatLwontributeLtoLyndocrineLPancreasLRegenerationbLDiabetesYL
2015YLjhYLghmmaidm 0.9 49

16 TransflipLmutationsLproduceLdeletionsLinLpancreaticLcancerbLGenesiChromosomesiandiCancerYL2015YL
ihYLhkfahle 5 6

15 xirectedLtargetingLofLchromatinLtoLtheLnuclearLlaminaLisLmediatedLbyLchromatinLstateLandLuatypeL
laminsbLJournaliofiCelliBiologyYL2015YLfdlYLggaif 7.3 201

14 uriocnLhighathroughputLreadLalignmentLwithLGPUaacceleratedLexplorationLofLtheLseedaandaextendL
searchLspacebLPeerJYL2015YLgYLeldl 3.1 20

13 wlinicalLvalidationLofLKRuSYLvRuzYLandLyGzRLmutationLdetectionLusingLnextagenerationLsequencingbL
AmericaniJournaliofiClinicaliPathologyYL2014YLeheYLlijajj 1.9 115

12 wellularLresolutionLmapsLofLXLchromosomeLinactivationnLimplicationsLforLneuralLdevelopmentYL
functionYLandLdiseasebLNeuronYL2014YLleYLedgaem 13.9 139

11 HaplotypeLcountingLbyLnextagenerationLsequencingLforLultrasensitiveLhumanLxNuLdetectionbL
JournaliofiMoleculariDiagnosticsYL2014YLejYLhmiaidg 5.1 14

10 GibbonLgenomeLandLtheLfastLkaryotypeLevolutionLofLsmallLapesbLNatureYL2014YLiegYLemiafde 50.4 241
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9 RNuaSeqLofLtheLnucleolusLrevealsLabundantLSNORxhhaderivedLsmallLRNusbLPLoSiONEYL2014YLmYLeedkiem 3.7 19

8 ImpactLOfLRadidLOnLTelomereLRecombinationLMechanismsLInLPrimaryLvoneLMarrowLandLvawellL
LymphomasLLackingLTelomerasebLBloodYL2013YLeffYLgldkagldk 2.2

7 SubtelomereLrecombinationLisLfrequentLinLtumorsLlackingLtelomerasebLFASEBiJournalYL2012YLfjYLmggbh 0.9

6 TheLincredibleLshrinkingLworldLofLxNuLmicroarraysbLMoleculariBioSystemsYL2008YLhYLkfjagf 24

5 TransposonLinsertionLsiteLprofilingLchipLUTIPachipVbLProceedingsiofitheiNationaliAcademyiofiSciencesi
ofitheiUnitediStatesiofiAmericaYL2006YLedgYLekjgfak 11.5 36

4 StackingLtheLdecknLdoubleatiledLxNuLmicroarraysbLNatureiMethodsYL2006YLgYLmdgak 21.6 5

3 GeneabreakingnLaLnewLparadigmLforLhumanLretrotransposonamediatedLgeneLevolutionbLGenomei
ResearchYL2005YLeiYLedkgal 9.7 87

2 TheLNwvILdataLmodelbLMethodsiofiBiochemicaliAnalysisYL2001YLhgYLemahg 12

1 yfficientLNpythonicNLaccessLtoLzuSTuLfilesLusingLpyfaidx 14
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