
Ting Xiao

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/6702351/publications.pdf

Version: 2024-02-01

30

papers

877

citations

14

h-index

623734

28

g-index

501196

33

all docs

33

docs citations

33

times ranked

1555

citing authors



Ting Xiao

2

# Article IF Citations

1 Integrative Proteomic Characterization of Human Lung Adenocarcinoma. Cell, 2020, 182, 245-261.e17. 28.9 300

2 An Approach to Studying Lung Cancer-related Proteins in Human Blood. Molecular and Cellular
Proteomics, 2005, 4, 1480-1486. 3.8 121

3 Cathepsin D Is Secreted from M-BE Cells:â€‰ Its Potential Role as a Biomarker of Lung Cancer. Journal of
Proteome Research, 2007, 6, 1083-1092. 3.7 58

4 Prognostic significance of matrix metalloproteinase-1 levels in peripheral plasma and tumour tissues
of lung cancer patients. Lung Cancer, 2010, 69, 341-347. 2.0 51

5 Secretory/releasing proteome-based identification of plasma biomarkers in HBV-associated
hepatocellular carcinoma. Science China Life Sciences, 2013, 56, 638-646. 4.9 28

6 Single nucleotide variant profiles of viable single circulating tumour cells reveal CTC behaviours in
breast cancer. Oncology Reports, 2018, 39, 2147-2159. 2.6 28

7 The ovarian cancerâ€•derived secretory/releasing proteome: A repertoire of tumor markers. Proteomics,
2012, 12, 1883-1891. 2.2 26

8 Heterogeneity of tumor-infiltrating lymphocytes ascribed to local immune status rather than
neoantigens by multi-omics analysis of glioblastoma multiforme. Scientific Reports, 2017, 7, 6968. 3.3 26

9 A high-risk luminal A dominant breast cancer subtype with increased mobility. Breast Cancer Research
and Treatment, 2019, 175, 459-472. 2.5 26

10 iTRAQ-based quantitative analysis of cancer-derived secretory proteome reveals TPM2 as a potential
diagnostic biomarker of colorectal cancer. Frontiers of Medicine, 2016, 10, 278-285. 3.4 23

11 Nidogen-1: a candidate biomarker for ovarian serous cancer. Japanese Journal of Clinical Oncology,
2015, 45, 176-182. 1.3 21

12 Characterization of Distinct T Cell Receptor Repertoires in Tumor and Distant Non-tumor Tissues
from Lung Cancer Patients. Genomics, Proteomics and Bioinformatics, 2019, 17, 287-296. 6.9 20

13 Post-surgical resection prognostic value of combined OPN, MMP7, and PSG9 plasma biomarkers in
hepatocellular carcinoma. Frontiers of Medicine, 2019, 13, 250-258. 3.4 16

14
Non-SMC Condensin I Complex Subunit D2 Is a Prognostic Factor in Triple-Negative Breast Cancer for
the Ability to Promote Cell Cycle and Enhance Invasion. American Journal of Pathology, 2020, 190,
37-47.

3.8 16

15 DJ-1 as a potential biomarker for the early diagnosis in lung cancer patients. Tumor Biology, 2017, 39,
101042831771462. 1.8 15

16 Impact of Molecular Testing in the Diagnosis of Thyroid Fine Needle Aspiration Cytology: Data from
Mainland China. Disease Markers, 2014, 2014, 1-6. 1.3 14

17 Cigarette smoke suppresses the ubiquitin-dependent degradation of OLC1. Biochemical and Biophysical
Research Communications, 2011, 407, 753-757. 2.1 13

18 Identification of Human Tissue Kallikrein 6 as a Potential Marker of Laryngeal Cancer Based on the
Relevant Secretory/Releasing Protein Database. Disease Markers, 2014, 2014, 1-8. 1.3 10



3

Ting Xiao

# Article IF Citations

19
Detection of <scp>BRAF</scp> c.1799<scp>T</scp>â€‰&gt;â€‰<scp>A</scp> (p.<scp>V</scp>600<scp>E</scp>)
mutation using residual routine fineâ€•needle aspiration specimens of papillary thyroid carcinoma.
Diagnostic Cytopathology, 2015, 43, 786-790.

1.0 9

20 PSG9 promotes angiogenesis by stimulating VEGFA production and is associated with poor prognosis
in hepatocellular carcinoma. Science China Life Sciences, 2017, 60, 528-535. 4.9 9

21 An immunohistochemical analysisâ€•based decision tree model for estimating the risk of lymphatic
metastasis in pN0 squamous cell carcinomas of the lung. Histopathology, 2011, 59, 882-891. 2.9 6

22 Proteomic and Phosphoproteomic Maps of Lung Squamous Cell Carcinoma From Chinese Patients.
Frontiers in Oncology, 2020, 10, 963. 2.8 6

23 Four-protein model for predicting prognostic risk of lung cancer. Frontiers of Medicine, 2022, 16,
618-626. 3.4 6

24 Risk stratification of indeterminate thyroid nodules by novel multigene testing: a study of Asians with
a high risk of malignancy. Molecular Oncology, 2022, 16, 1680-1693. 4.6 5

25 A time-resolved proteotranscriptomics atlas of the human placenta reveals pan-cancer
immunomodulators. Signal Transduction and Targeted Therapy, 2020, 5, 110. 17.1 4

26
Elevated expression of lung development-related protein HSP90Î² indicates poor prognosis in non-small
cell lung cancer through affecting the cell cycle and apoptosis. Signal Transduction and Targeted
Therapy, 2021, 6, 82.

17.1 4

27
Proteomics study of Mycoplasma pneumoniae pneumonia reveals the Fc fragment of the IgG-binding
protein as a serum biomarker and implicates potential therapeutic targets. Frontiers of Medicine, 2022,
16, 378-388.

3.4 4

28 Integrated analysis of the rhesus monkey liver transcriptome during development and human primary
HCC AFP-related gene expression. Molecular Therapy - Nucleic Acids, 2021, 25, 406-415. 5.1 4

29 Systems biology analysis of the lung cancerâ€‘related secretome. Oncology Reports, 2018, 40, 1103-1118. 2.6 2

30 Characterization of molecular and immune landscape of microvascular invasion in hepatocellular
carcinoma and prognostic significance.. Journal of Clinical Oncology, 2022, 40, e16162-e16162. 1.6 0


