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m Paper IF Citations

198 yenomeLsequenceLofLtheLpalaeopolyploidLsoybeanZLNatureXL2010XLfheXLcijYje 50.4 2997

197 sLchromosomeYbasedLdraftLsequenceLofLtheLhexaploidLbreadLwheatLTTriticumLaestivumULgenomeZL
ScienceXL2014XLefgXLcdgcijj 33.3 1129

196 TheLPaleozoicLoriginLofLenzymaticLligninLdecompositionLreconstructedLfromLecLfungalLgenomesZL
ScienceXL2012XLeehXLcicgYk 33.3 1129

195 MetagenomicLandLfunctionalLanalysisLofLhindgutLmicrobiotaLofLaLwoodYfeedingLhigherLtermiteZL
NatureXL2007XLfgbXLghbYg 50.4 990

194 sLreferenceLgenomeLforLcommonLbeanLandLgenomeYwideLanalysisLofLdualLdomesticationsZLNatureh
GeneticsXL2014XLfhXLibiYce 36.3 772

193 uonvergentLlossesLofLdecayLmechanismsLandLrapidLturnoverLofLsymbiosisLgenesLinLmycorrhizalL
mutualistsZLNaturehGeneticsXL2015XLfiXLfcbYg 36.3 601

192 ReferenceLgenomeLsequenceLofLtheLmodelLplantLSetariaZLNaturehBiotechnologyXL2012XLebXLgggYhc 44.5 573

191 MetagenomicLanalysisLofLtwoLenhancedLbiologicalLphosphorusLremovalLTwtPRULsludgeLcommunitiesZL
NaturehBiotechnologyXL2006XLdfXLcdheYk 44.5 541

190  nsightsLintoLLandLPlantLwvolutionLyarneredLfromLtheLMarchantiaLpolymorphaLyenomeZLCellXL2017XL
cicXLdjiYebfZecg 56.2 538

189 TheLgenomeLofLwucalyptusLgrandisZLNatureXL2014XLgcbXLeghYhd 50.4 497

188 sncientLhybridizationsLamongLtheLancestralLgenomesLofLbreadLwheatZLScienceXL2014XLefgXLcdgbbkd 33.3 419

187 TheLplantLcellLwallYdecomposingLmachineryLunderliesLtheLfunctionalLdiversityLofLforestLfungiZL
ScienceXL2011XLeeeXLihdYg 33.3 417

186 viverseLlifestylesLandLstrategiesLofLplantLpathogenesisLencodedLinLtheLgenomesLofLeighteenL
vothideomycetesLfungiZLPLoShPathogensXL2012XLjXLecbbebei 7.6 387

185 yenomicLislandsLandLtheLecologyLandLevolutionLofLProchlorococcusZLScienceXL2006XLeccXLcihjYib 33.3 362

184 SequencingLgenomesLfromLsingleLcellsLbyLpolymeraseLcloningZLNaturehBiotechnologyXL2006XLdfXLhjbYh 44.5 353

183 SymbiosisLinsightsLthroughLmetagenomicLanalysisLofLaLmicrobialLconsortiumZLNatureXL2006XLffeXLkgbYg 50.4 339

182  nsightsLintoLtheLmaizeLpanYgenomeLandLpanYtranscriptomeZLPlanthCellXL2014XLdhXLcdcYeg 11.6 336
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181 slgalLgenomesLrevealLevolutionaryLmosaicismLandLtheLfateLofLnucleomorphsZLNatureXL2012XLfkdXLgkYhg 50.4 304

180  nsightsLintoLtheLevolutionLofLmitochondrialLgenomeLsizeLfromLcompleteLsequencesLofLuitrullusL
lanatusLandLuucurbitaLpepoLTuucurbitaceaeUZLMolecularhBiologyhandhEvolutionXL2010XLdiXLcfehYfj 8.3 294

179 uomparativeLgenomicsLrevealsLhighLbiologicalLdiversityLandLspecificLadaptationsLinLtheLindustriallyL
andLmedicallyLimportantLfungalLgenusLsspergillusZLGenomehBiologyXL2017XLcjXLdj 18.3 261

178 UseLofLsimulatedLdataLsetsLtoLevaluateLtheLfidelityLofLmetagenomicLprocessingLmethodsZLNatureh
MethodsXL2007XLfXLfkgYgbb 21.6 257

177 MetagenomicLinsightsLintoLevolutionLofLaLheavyLmetalYcontaminatedLgroundwaterLmicrobialL
communityZLISMEhJournalXL2010XLfXLhhbYid 11.9 249

176 wvolutionaryLgenomicsLofLtheLcoldYadaptedLdiatomLxragilariopsisLcylindrusZLNatureXL2017XLgfcXLgehYgfb 50.4 226

175
uomparativeLgenomicsLofLueriporiopsisLsubvermisporaLandLPhanerochaeteLchrysosporiumLprovideL
insightLintoLselectiveLligninolysisZLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaXL2012XLcbkXLgfgjYhe

11.5 225

174 zorizontalLtransferLofLentireLgenomesLviaLmitochondrialLfusionLinLtheLangiospermLsmborellaZL
ScienceXL2013XLefdXLcfhjYie 33.3 219

173 snchoringLandLorderingLNySLcontigLassembliesLbyLpopulationLsequencingLTPOPSwQUZLPlanthJournalXL
2013XLihXLicjYdi 6.9 219

172 sLkorarchaealLgenomeLrevealsLinsightsLintoLtheLevolutionLofLtheLsrchaeaZLProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL2008XLcbgXLjcbdYi 11.5 214

171 uomparativeLgenomicsLofLbiotechnologicallyLimportantLyeastsZLProceedingshofhthehNationalhAcademyh
ofhScienceshofhthehUnitedhStateshofhAmericaXL2016XLcceXLkjjdYi 11.5 212

170 yenomeLsequencingLofLfourLsureobasidiumLpullulansLvarietieslLbiotechnologicalLpotentialXLstressL
toleranceXLandLdescriptionLofLnewLspeciesZLBMChGenomicsXL2014XLcgXLgfk 4.5 193

169 sLwholeYgenomeLshotgunLapproachLforLassemblingLandLanchoringLtheLhexaploidLbreadLwheatL
genomeZLGenomehBiologyXL2015XLchXLdh 18.3 190

168 OriginsLandLrecombinationLofLtheLbacterialYsizedLmultichromosomalLmitochondrialLgenomeLofL
cucumberZLPlanthCellXL2011XLdeXLdfkkYgce 11.6 189

167 snLinsectLherbivoreLmicrobiomeLwithLhighLplantLbiomassYdegradingLcapacityZLPLoShGeneticsXL2010XLhXLecbbccdk6 172

166 wxtensiveLgeneLcontentLvariationLinLtheLtrachypodiumLdistachyonLpanYgenomeLcorrelatesLwithL
populationLstructureZLNaturehCommunicationsXL2017XLjXLdcjf 17.4 168

165
sdaptationLtoLherbivoryLbyLtheLTammarLwallabyLincludesLbacterialLandLglycosideLhydrolaseLprofilesL
differentLfromLotherLherbivoresZLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaXL2010XLcbiXLcfikeYj

11.5 163

164 uomparativeLgenomeLstructureXLsecondaryLmetaboliteXLandLeffectorLcodingLcapacityLacrossL
uochliobolusLpathogensZLPLoShGeneticsXL2013XLkXLecbbedee 6 161

(2013-2012)
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163 uomparativeLyenomicsLofLwarlyYvivergingLMushroomYxormingLxungiLProvidesL nsightsLintoLtheL
OriginsLofLLignocelluloseLvecayLuapabilitiesZLMolecularhBiologyhandhEvolutionXL2016XLeeXLkgkYib 8.3 131

162
 nsightsLintoLtheLredLalgaeLandLeukaryoticLevolutionLfromLtheLgenomeLofLTtangiophyceaeXL
RhodophytaUZLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL2017XL
ccfXLwhehcYwheib

11.5 131

161 uomparativeLgenomicsLofLxyloseYfermentingLfungiLforLenhancedLbiofuelLproductionZLProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL2011XLcbjXLcedcdYi 11.5 131

160  solationLofLSuccinivibrionaceaeLimplicatedLinLlowLmethaneLemissionsLfromLTammarLwallabiesZL
ScienceXL2011XLeeeXLhfhYj 33.3 119

159 uomparativeLgenomicsLofLtheLsocialLamoebaeLvictyosteliumLdiscoideumLandLvictyosteliumL
purpureumZLGenomehBiologyXL2011XLcdXLRdb 18.3 117

158 sLpartsLlistLforLfungalLcellulosomesLrevealedLbyLcomparativeLgenomicsZLNaturehMicrobiologyXL2017XL
dXLcibji 26.6 111

157 MarkerYfreeLcarotenoidYenrichedLriceLgeneratedLthroughLtargetedLgeneLinsertionLusingL
uR SPRYuaskZLNaturehCommunicationsXL2020XLccXLccij 17.4 111

156 MetagenomicLandLmetaproteomicLinsightsLintoLbacterialLcommunitiesLinLleafYcutterLantLfungusL
gardensZLISMEhJournalXL2012XLhXLchjjYibc 11.9 100

155  nvestigationLofLinterYLandLintraspeciesLvariationLthroughLgenomeLsequencingLofLsspergillusLsectionL
NigriZLNaturehGeneticsXL2018XLgbXLchjjYchkg 36.3 100

154 uomparativeLgenomicsLandLtranscriptomicsLdepictLericoidLmycorrhizalLfungiLasLversatileL
saprotrophsLandLplantLmutualistsZLNewhPhytologistXL2018XLdciXLcdceYcddk 9.8 99

153 uomparativeLgenomicsLofLMortierellaLelongataLandLitsLbacterialLendosymbiontLMycoavidusL
cysteinexigensZLEnvironmentalhMicrobiologyXL2017XLckXLdkhfYdkje 5.2 98

152 MegaphylogenyLresolvesLglobalLpatternsLofLmushroomLevolutionZLNaturehEcologyhandhEvolutionXL
2019XLeXLhhjYhij 12.3 98

151 wctomycorrhizalLecologyLisLimprintedLinLtheLgenomeLofLtheLdominantLsymbioticLfungusLuenococcumL
geophilumZLNaturehCommunicationsXL2016XLiXLcdhhd 17.4 97

150 uomparativeLgenomicsLofLtheLwhiteYrotLfungiXLPhanerochaeteLcarnosaLandLPZLchrysosporiumXLtoL
elucidateLtheLgeneticLbasisLofLtheLdistinctLwoodLtypesLtheyLcolonizeZLBMChGenomicsXL2012XLceXLfff 4.5 97

149 uommunityYwideLplasmidLgeneLmobilizationLandLselectionZLISMEhJournalXL2013XLiXLccieYjh 11.9 96

148
snalysisLofLclockYregulatedLgenesLinLNeurosporaLrevealsLwidespreadLposttranscriptionalLcontrolLofL
metabolicLpotentialZLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmerica
XL2014XLcccXLchkkgYibbd

11.5 94

147 MetagenomicLprofilingLrevealsLlignocelluloseLdegradingLsystemLinLaLmicrobialLcommunityL
associatedLwithLaLwoodYfeedingLbeetleZLPLoShONEXL2013XLjXLeiejdi 3.7 87

146 LargeYscaleLgenomeLsequencingLofLmycorrhizalLfungiLprovidesLinsightsLintoLtheLearlyLevolutionLofL
symbioticLtraitsZLNaturehCommunicationsXL2020XLccXLgcdg 17.4 86
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145 yenomeLexpansionLandLlineageYspecificLgeneticLinnovationsLinLtheLforestLpathogenicLfungiL
srmillariaZLNaturehEcologyhandhEvolutionXL2017XLcXLckecYckfc 12.3 85

144 TheLgenomeLofLwineLyeastLvekkeraLbruxellensisLprovidesLaLtoolLtoLexploreLitsLfoodYrelatedL
propertiesZLInternationalhJournalhofhFoodhMicrobiologyXL2012XLcgiXLdbdYk 5.8 85

143 uomparativeLgenomicsLprovidesLinsightsLintoLtheLlifestyleLandLrevealsLfunctionalLheterogeneityLofL
darkLseptateLendophyticLfungiZLScientifichReportsXL2018XLjXLhedc 4.9 84

142 TheLSequencesLofLcgbfLMutantsLinLtheLModelLRiceLVarietyLβitaakeLxacilitateLRapidLxunctionalL
yenomicLStudiesZLPlanthCellXL2017XLdkXLcdcjYcdec 11.6 80

141 LinkingLsecondaryLmetabolitesLtoLgeneLclustersLthroughLgenomeLsequencingLofLsixLdiverseLspeciesZL
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL2018XLccgXLwigeYwihc 11.5 78

140 uompleteLgenomeLsequenceLofLtheLfilamentousLanoxygenicLphototrophicLbacteriumLuhloroflexusL
aurantiacusZLBMChGenomicsXL2011XLcdXLeef 4.5 77

139 LeucoagaricusLgongylophorusLproducesLdiverseLenzymesLforLtheLdegradationLofLrecalcitrantLplantL
polymersLinLleafYcutterLantLfungusLgardensZLAppliedhandhEnvironmentalhMicrobiologyXL2013XLikXLeiibYj 4.8 75

138 MassiveLlateralLtransferLofLgenesLencodingLplantLcellLwallYdegradingLenzymesLtoLtheLmycoparasiticL
fungusLTrichodermaLfromLitsLplantYassociatedLhostsZLPLoShGeneticsXL2018XLcfXLecbbiedd 6 71

137 xungalLandLplantLgeneLexpressionLinLtheLTulasnellaLcalosporaYSerapiasLvomeraceaLsymbiosisL
providesLcluesLaboutLnitrogenLpathwaysLinLorchidLmycorrhizasZLNewhPhytologistXL2017XLdceXLehgYeik 9.8 69

136 snalysisLofLtheLPhlebiopsisLgiganteaLgenomeXLtranscriptomeLandLsecretomeLprovidesLinsightLintoLitsL
pioneerLcolonizationLstrategiesLofLwoodZLPLoShGeneticsXL2014XLcbXLecbbfigk 6 67

135 cbcLgenomeslLsLtestLcaseLforLpredictingLlifestylesLandLemergenceLofLpathogensZLStudieshinhMycology
XL2020XLkhXLcfcYcge 22.2 63

134 TheLgenomeLprovidesLinsightLintoLadaptiveLradiationLandLrevealsLanLextraordinarilyLpolymorphicL
chromosomeLwithLaLuniqueLhistoryZLELifeXL2018XLiXL 8.9 63

133
TranscriptomicLatlasLofLmushroomLdevelopmentLrevealsLconservedLgenesLbehindLcomplexL
multicellularityLinLfungiZLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaXL2019XLcchXLifbkYifcj

11.5 62

132 YoungLinversionLwithLmultipleLlinkedLQTLsLunderLselectionLinLaLhybridLzoneZLNaturehEcologyhandh
EvolutionXL2017XLcXLcck 12.3 59

131 yenomeLdiversityLinLtrachypodiumLdistachyonlLdeepLsequencingLofLhighlyLdiverseLinbredLlinesZL
PlanthJournalXL2014XLikXLehcYif 6.9 58

130 yenomeYWideLSequencingLofLfcLRiceLTOryzaLsativaLLZULMutatedLLinesLRevealsLviverseLMutationsL
 nducedLbyLxastYNeutronL rradiationZLMolecularhPlantXL2016XLkXLcbijYjc 14.4 57

129 StrandYSpecificLRNsYSeqLsnalysesLofLxruitingLtodyLvevelopmentLinLuoprinopsisLcinereaZLPLoShONEXL
2015XLcbXLebcfcgjh 3.7 55

128 sLcomparativeLgenomicsLstudyLofLdeLsspergillusLspeciesLfromLsectionLxlaviZLNaturehCommunicationsXL
2020XLccXLccbh 17.4 54

(2020-2017)
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127 uomparativeLyenomicsLinLSwitchgrassLUsingLhcXgjgLzighYQualityLwxpressedLSequenceLTagsZLPlanth
GenomeXL2008XLcXL 4.4 53

126 PezizomycetesLgenomesLrevealLtheLmolecularLbasisLofLectomycorrhizalLtruffleLlifestyleZLNatureh
EcologyhandhEvolutionXL2018XLdXLckghYckhg 12.3 52

125
yenomeYwideLassociationLstudiesLandLexpressionYbasedLquantitativeLtraitLlociLanalysesLrevealLrolesL
ofLzuTdLinLcaffeoylquinicLacidLbiosynthesisLandLitsLregulationLbyLdefenseYresponsiveLtranscriptionL
factorsLinLPopulusZLNewhPhytologistXL2018XLddbXLgbdYgch

9.8 51

124 TheLgenomicLlandscapeLofLmolecularLresponsesLtoLnaturalLdroughtLstressLinLPanicumLhalliiZLNatureh
CommunicationsXL2018XLkXLgdce 17.4 51

123 vraftLNuclearLyenomeLSequenceLofLtheLzalophilicLandLtetaYuaroteneYsccumulatingLyreenLslgaL
StrainLuusPckacjZLGenomehAnnouncementsXL2017XLgXL 49

122 sLgenomeYwideLscanLforLevidenceLofLselectionLinLaLmaizeLpopulationLunderLlongYtermLartificialL
selectionLforLearLnumberZLGeneticsXL2014XLckhXLjdkYfb 4 47

121 sLgenomeLresourceLforLgreenLmilletLSetariaLviridisLenablesLdiscoveryLofLagronomicallyLvaluableLlociZL
NaturehBiotechnologyXL2020XLejXLcdbeYcdcb 44.5 43

120 yenomicLmechanismsLofLclimateLadaptationLinLpolyploidLbioenergyLswitchgrassZLNatureXL2021XLgkbXLfejYfff50.4 42

119
uharacterizationLofLfourLendophyticLfungiLasLpotentialLconsolidatedLbioprocessingLhostsLforL
conversionLofLlignocelluloseLintoLadvancedLbiofuelsZLAppliedhMicrobiologyhandhBiotechnologyXL2017XL
cbcXLdhbeYdhcj

5.7 41

118 TheLPhyscomitrellaLpatensLgeneLatlasLprojectlLlargeYscaleLRNsYseqLbasedLexpressionLdataZLPlanth
JournalXL2018XLkgXLchjYcjd 6.9 40

117 yenomeYwideLassociationLanalysisLofLstalkLbiomassLandLanatomicalLtraitsLinLmaizeZLBMChPlanth
BiologyXL2019XLckXLfg 5.3 39

116 TheLgeneticsLofLdivergenceLandLreproductiveLisolationLbetweenLecotypesLofLPanicumLhalliiZLNewh
PhytologistXL2015XLdbgXLfbdYcf 9.8 39

115 sLwillowLsexLchromosomeLrevealsLconvergentLevolutionLofLcomplexLpalindromicLrepeatsZLGenomeh
BiologyXL2020XLdcXLej 18.3 39

114 xacileLrecoveryLofLindividualLhighYmolecularYweightXLlowYcopyYnumberLnaturalLplasmidsLforLgenomicL
sequencingZLAppliedhandhEnvironmentalhMicrobiologyXL2006XLidXLfjkkYkbh 4.8 39

113 PhylogenomicsLofLwndogonaceaeLandLevolutionLofLmycorrhizasLwithinLMucoromycotaZLNewh
PhytologistXL2019XLdddXLgccYgdg 9.8 37

112
QTLLˆ�LenvironmentLinteractionsLunderlieLadaptiveLdivergenceLinLswitchgrassLacrossLaLlargeL
latitudinalLgradientZLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL
2019XLcchXLcdkeeYcdkfc

11.5 36

111 tlueprintLforLaLpopYupLSsRSYuoVYdLtestingLlabZLNaturehBiotechnologyXL2020XLejXLikcYiki 44.5 36

110 SparseLpaniclecLisLrequiredLforLinflorescenceLdevelopmentLinLSetariaLviridisLandLmaizeZLNatureh
PlantsXL2017XLeXLcibgf 11.5 35
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109 xeathermossLandLepiphyticLNostocLcooperateLdifferentlylLexpandingLtheLspectrumLofL
plantYcyanobacteriaLsymbiosisZLISMEhJournalXL2017XLccXLdjdcYdjee 11.9 35

108 PreferentialLretentionLofLgenesLfromLoneLparentalLgenomeLafterLpolyploidyLillustratesLtheLnatureL
andLscopeLofLtheLgenomicLconflictsLinducedLbyLhybridizationZLPLoShGeneticsXL2018XLcfXLecbbidhi 6 34

107
sLnewLreferenceLgenomeLforLSorghumLbicolorLrevealsLhighLlevelsLofLsequenceLsimilarityLbetweenL
sweetLandLgrainLgenotypeslLimplicationsLforLtheLgeneticsLofLsugarLmetabolismZLBMChGenomicsXL2019
XLdbXLfdb

4.5 33

106 viversityLandLpopulationLstructureLofLnorthernLswitchgrassLasLrevealedLthroughLexomeLcaptureL
sequencingZLPlanthJournalXL2015XLjfXLjbbYcg 6.9 33

105
sssociationLmappingXLtranscriptomicsXLandLtransientLexpressionLidentifyLcandidateLgenesLmediatingL
plantYpathogenLinteractionsLinLaLtreeZLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaXL2018XLccgXLccgieYccgij

11.5 33

104 yenomeYWideLsnalysisLofLLeafLxallLviseaseLPutativeLwffectorsZLFrontiershinhMicrobiologyXL2018XLkXLdih 5.7 32

103 uonstructionLandLcomparisonLofLthreeLreferenceYqualityLgenomeLassembliesLforLsoybeanZLPlanth
JournalXL2019XLcbbXLcbhhYcbjd 6.9 32

102 uompleteLgenomeLsequenceLofLRhodospirillumLrubrumLtypeLstrainLTScUZLStandardshinhGenomich
SciencesXL2011XLfXLdkeYebd 31

101 sLgenomeLassemblyLandLtheLsomaticLgeneticLandLepigeneticLmutationLrateLinLaLwildLlongYlivedL
perennialLPopulusLtrichocarpaZLGenomehBiologyXL2020XLdcXLdgk 18.3 31

100 yenomeYwideLassociationsLwithLfloweringLtimeLinLswitchgrassLusingLexomeYcaptureLsequencingL
dataZLNewhPhytologistXL2017XLdceXLcgfYchk 9.8 29

99 uompleteLgenomeLsequenceLofLMethanoculleusLmarisnigriLRomesserLetLalZLckjcLtypeLstrainL×RcZL
StandardshinhGenomichSciencesXL2009XLcXLcjkYkh 28

98 troadLyenomicLSamplingLRevealsLaLSmutLPathogenicLsncestryLofLtheLxungalLuladeL
UstilaginomycotinaZLMolecularhBiologyhandhEvolutionXL2018XLegXLcjfbYcjgf 8.3 28

97 sLfungalLtranscriptionLfactorLessentialLforLstarchLdegradationLaffectsLintegrationLofLcarbonLandL
nitrogenLmetabolismZLPLoShGeneticsXL2017XLceXLecbbhiei 6 26

96 TheLcompleteLgenomeLsequenceLofLStaphylothermusLmarinusLrevealsLdifferencesLinLsulfurL
metabolismLamongLheterotrophicLurenarchaeotaZLBMChGenomicsXL2009XLcbXLcfg 4.5 26

95 uompleteLgenomeLsequenceLofLMethanocorpusculumLlabreanumLtypeLstrainLZZLStandardshinh
GenomichSciencesXL2009XLcXLckiYdbe 26

94  nsightsLintoLtheLeffectsLofLlongYtermLartificialLselectionLonLseedLsizeLinLmaizeZLGeneticsXL2014XLckjXLfbkYdc4 25

93 yenomicLandLfunctionalLanalysesLofLfungalLandLbacterialLconsortiaLthatLenableLlignocelluloseL
breakdownLinLgoatLgutLmicrobiomesZLNaturehMicrobiologyXL2021XLhXLfkkYgcc 26.6 23

92 yenomicLandLyeneticL nsightsL ntoLaLuosmopolitanLxungusXLTwurotialesUZLFrontiershinhMicrobiologyXL
2018XLkXLebgj 5.7 23

(2018-2017)
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91 RevealingLtheLtranscriptomicLcomplexityLofLswitchgrassLbyLPactioLlongYreadLsequencingZL
BiotechnologyhforhBiofuelsXL2018XLccXLcib 7.8 22

90 yradualLpolyploidLgenomeLevolutionLrevealedLbyLpanYgenomicLanalysisLofLtrachypodiumLhybridumL
andLitsLdiploidLprogenitorsZLNaturehCommunicationsXL2020XLccXLehib 17.4 22

89 PwsTmossLTPhyscomitrellaLwxpressionLstlasLToolUlLaLunifiedLgeneLexpressionLatlasLforLtheLmodelL
plantLPhyscomitrellaLpatensZLPlanthJournalXL2020XLcbdXLchgYcii 6.9 21

88 yenomeLsequenceLofLtheLmodelLriceLvarietyLβitaakeXZLBMChGenomicsXL2019XLdbXLkbg 4.5 21

87 RegulationLofLYeastYtoYzyphaeLTransitionLinLYarrowiaLlipolyticaZLMSphereXL2018XLeXL 5 20

86 OverexpressionLofLaLserineLhydroxymethyltransferaseLincreasesLbiomassLproductionLandLreducesL
recalcitranceLinLtheLbioenergyLcropLPopulusZLSustainablehEnergyhandhFuelsXL2019XLeXLckgYdbi 5.8 18

85
SharedLyenomicLRegionsLtetweenLverivativesLofLaLLargeLSegregatingLPopulationLofLMaizeL
 dentifiedLUsingLtulkedLSegregantLsnalysisLSequencingLandLTraditionalLLinkageLsnalysisZLG3:hGeneswh
GenomeswhGeneticsXL2015XLgXLcgkeYhbd

3.2 18

84 MediationLofLplantYmycorrhizalLinteractionLbyLaLlectinLreceptorYlikeLkinaseZLNaturehPlantsXL2019XLgXLhihYhjb11.5 18

83 ResolvingLtheLMortierellaceaeLphylogenyLthroughLsynthesisLofLmultiYgeneLphylogeneticsLandL
phylogenomicsZLFungalhDiversityXL2020XLcbfXLdhiYdjk 17.6 18

82 vraftLNuclearLyenomeLSequenceLofLtheLLiquidLzydrocarbonYsccumulatingLyreenLMicroalgaLRaceLtL
TShowaUZLGenomehAnnouncementsXL2017XLgXL 16

81 SecretomeLsnalysisLfromLtheLwctomycorrhizalLsscomyceteZLFrontiershinhMicrobiologyXL2018XLkXLcfc 5.7 16

80 MultiYomicLsnalysesLofLwxtensivelyLvecayedLPinusLcontortaLRevealLwxpressionLofLaLviverseLsrrayLofL
LignocelluloseYvegradingLwnzymesZLAppliedhandhEnvironmentalhMicrobiologyXL2018XLjfXL 4.8 16

79 vraftLyenomeLSequenceLofLMicrodochiumLbolleyiXLaLvarkLSeptateLxungalLwndophyteLofLteachL
yrassZLGenomehAnnouncementsXL2016XLfXL 16

78 wxtensiveLyeneticLviversityLisLPresentLwithinLNorthLsmericanLSwitchgrassLyermplasmZLPlanth
GenomeXL2018XLccXLcibbgg 4.4 16

77 sncientLpolymorphismsLcontributeLtoLgenomeYwideLvariationLbyLlongYtermLbalancingLselectionLandL
divergentLsortingLinLtoecheraLstrictaZLGenomehBiologyXL2019XLdbXLcdh 18.3 15

76 yenomeLSequenceLofLtheLetheneYLandLvinylLchlorideYoxidizingLactinomyceteLNocardioidesLspZLstrainL
×ShcfZLJournalhofhBacteriologyXL2011XLckeXLeekkYfbb 3.5 15

75 yeneYrichLUVLsexLchromosomesLharborLconservedLregulatorsLofLsexualLdevelopmentZLScienceh
AdvancesXL2021XLiXL 14.3 15

74 yeneLfamilyLexpansionsLandLtranscriptomeLsignaturesLuncoverLfungalLadaptationsLtoLwoodLdecayZL
EnvironmentalhMicrobiologyXL2021XLdeXLgichYgied 5.2 15
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73 vraftLyenomeLSequenceLofLTuberLborchiiLVittadZXLaLWhitishLwdibleLTruffleZLGenomehAnnouncementsXL
2018XLhXL 14

72 uonservedLwhiteYrotLenzymaticLmechanismLforLwoodLdecayLinLtheLtasidiomycotaLgenusL
PycnoporusZLDNAhResearchXL2020XLdiXL 4.5 13

71 wxpressionLofLusZymesLisLdeterminedLbyLcompositionalLchangesLinLwheatLstrawLgeneratedLbyL
hydrothermalLorLionicLliquidLpretreatmentsZLBiotechnologyhforhBiofuelsXL2017XLcbXLeg 7.8 13

70 TheLfungusLthatLcameLinLfromLtheLcoldlLdryLrotSsLpreYadaptedLabilityLtoLinvadeLbuildingsZLISMEh
JournalXL2018XLcdXLikcYjbc 11.9 12

69 uompleteLgenomeLsequenceLofLuandidatusLRuthiaLmagnificaZLStandardshinhGenomichSciencesXL2010XL
eXLcheYie 12

68 snLectomycorrhizalLfungusLaltersLsensitivityLtoLjasmonateXLsalicylateXLgibberellinXLandLethyleneLinL
hostLrootsZLPlantwhCellhandhEnvironmentXL2020XLfeXLcbfiYcbhj 8.4 12

67 uomparativeLyenomicsLofLtheLwctomycorrhizalLSisterLSpeciesLandLTtasidiomycotalLtoletalesUL
RevealsLaLvivergenceLofLtheLMatingLTypeLLocusZLG3:hGeneswhGenomeswhGeneticsXL2017XLiXLciigYcijk 3.2 11

66 uomparativeLgenomicsLofLuoniophoraLolivaceaLrevealsLdifferentLpatternsLofLgenomeLexpansionLinL
toletalesZLBMChGenomicsXL2017XLcjXLjje 4.5 11

65 yenomeLSequenceLofLtheLPlantLyrowthLPromotingLxungusLSerendipitaLvermiferaLsubspZLbesciilLTheL
xirstLNativeLStrainLfromLNorthLsmericaZLPhytobiomeshJournalXL2018XLdXLhdYhe 4.8 11

64
uompleteLyenomeLSequenceLofLsnaeromyxobacterLspZLxwcbkYgXLanLsnaerobicXLMetalYReducingL
tacteriumL solatedLfromLaLuontaminatedLSubsurfaceLwnvironmentZLGenomehAnnouncementsXL2015XL
eXL

10

63 vraftLyenomeLSequenceLofLuoniochaetaLligniariaLNRRLLebhchXLaLLignocellulolyticLxungusLforL
tioabatementLofL nhibitorsLinLPlantLtiomassLzydrolysatesZLGenomehAnnouncementsXL2017XLgXL 10

62 snnotationLofLtheLuorymbiaLterpeneLsynthaseLgeneLfamilyLshowsLbroadLconservationLbutLdynamicL
evolutionLofLphysicalLclustersLrelativeLtoLwucalyptusZLHeredityXL2018XLcdcXLjiYcbf 3.6 10

61 MultipleLMaizeLReferenceLyenomesL mpactLtheL dentificationLofLVariantsLbyLyenomeYWideL
sssociationLStudyLinLaLviverseL nbredLPanelZLPlanthGenomeXL2019XLcdXLcjbbhk 4.4 10

60
yeneticsLofLmatingLinLmembersLofLtheLuhaetomiaceaeLasLrevealedLbyLexperimentalLandLgenomicL
characterizationLofLreproductionLinLMyceliophthoraLheterothallicaZLFungalhGeneticshandhBiologyXL
2016XLjhXLkYck

3.9 10

59 wxperimentallyLValidatedLReconstructionLandLsnalysisLofLaLyenomeYScaleLMetabolicLModelLofLanL
snaerobicLNeocallimastigomycotaLxungusZLMSystemsXL2021XLhXL 7.6 10

58 vraftLyenomeLSequenceLofLtheLWhiteYRotLxungusLObbaLrivulosaLesYdZLGenomehAnnouncementsXL
2016XLfXL 9

57 vraftLgenomeLsequenceLofLaLmonokaryoticLmodelLbrownYrotLfungusLStcdZLGenomicshDataXL2017XLcfXLdcYde 9

56 vraftLyenomeLSequenceLofLaLRareLSmutLRelativeXLTilletiariaLanomalaLUtuLkgcZLGenomeh
AnnouncementsXL2014XLdXL 9

(2014-2018)
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55 TheLSetariaLviridisLgenomeLandLdiversityLpanelLenablesLdiscoveryLofLaLnovelLdomesticationLgene 9

54 OverexpressionLofLaLPrefoldinL˛†LsubunitLgeneLreducesLbiomassLrecalcitranceLinLtheLbioenergyLcropL
PopulusZLPlanthBiotechnologyhJournalXL2020XLcjXLjgkYjic 11.6 9

53 xungalLecologicalLstrategiesLreflectedLinLgeneLtranscriptionLYLaLcaseLstudyLofLtwoLlitterL
decomposersZLEnvironmentalhMicrobiologyXL2020XLddXLcbjkYccbe 5.2 9

52 yenomeLsequencingLofLevolvedLaspergilliLpopulationsLrevealsLrobustLgenomesXLtransversionsLinLsZL
flavusXLandLsexualLaberrancyLinLnonYhomologousLendYjoiningLmutantsZLBMChBiologyXL2019XLciXLjj 7.3 9

51 uomparativeLgenomicsLrevealsLdynamicLgenomeLevolutionLinLhostLspecialistLectomycorrhizalLfungiZL
NewhPhytologistXL2021XLdebXLiifYikd 9.8 9

50 vraftLyenomeLSequencesLofLThreeLMonokaryoticL solatesLofLtheLWhiteYRotLtasidiomyceteLxungusL
vichomitusLsqualensZLMicrobiologyhResourcehAnnouncementsXL2019XLjXL 1.3 8

49 yeneticLdeterminantsLofLendophytismLinLtheLsrabidopsisLrootLmycobiomeZLNaturehCommunicationsXL
2021XLcdXLiddi 17.4 8

48 VariationLandL nheritanceLofLSmallLRNssLinLMaizeL nbredsLandLxcLzybridsZLPlanthPhysiologyXL2020XL
cjdXLecjYeec 6.6 8

47 ModulationLofLPlantLandLxungalLyeneLwxpressionLUponLudLwxposureLandLSymbiosisLinLwricoidL
MycorrhizalZLFrontiershinhMicrobiologyXL2020XLccXLefc 5.7 7

46 yenomeLsequencingLofLRigidoporusLmicroporusLprovidesLinsightsLonLgenesLimportantLforLwoodL
decayXLlatexLtoleranceLandLinterspecificLfungalLinteractionsZLScientifichReportsXL2020XLcbXLgdgb 4.9 7

45 yenomeLSequencesLofL ndustriallyLRelevantLSaccharomycesLcerevisiaeLStrainLMeibiXL solatedLfromL
aLSampleLofLvistillersLYeastLandLxourLzaploidLverivativesZLGenomehAnnouncementsXL2013XLcXL 7

44 uompleteLgenomeLsequenceLofLStaphylothermusLmarinusLStetterLandLxialaLckjhLtypeLstrainLxcZL
StandardshinhGenomichSciencesXL2009XLcXLcjeYj 7

43 LaunchingLaLsalivaYbasedLSsRSYuoVYdLsurveillanceLtestingLprogramLonLaLuniversityLcampusZLPLoSh
ONEXL2021XLchXLebdgcdkh 3.7 7

42 yeneticLdissectionLofLnaturalLvariationLinLoilseedLtraitsLofLcamelinaLbyLwholeYgenomeLresequencingL
andLQTLLmappingZLPlanthGenomeXL2021XLcfXLedbccb 4.4 7

41
vraftLyenomeLsssembliesLofLxiveLRobustLYarrowiaLlipolyticaLStrainsLwxhibitingLzighLLipidL
ProductionXLPentoseLSugarLUtilizationXLandLSugarLslcoholLSecretionLfromLUndetoxifiedL
LignocellulosicLtiomassLzydrolysatesZLMicrobiologyhResourcehAnnouncementsXL2018XLiXL

1.3 7

40 vraftLyenomeLsssembliesLofL onicLLiquidYResistantLYarrowiaLlipolyticaLPOcfLandL tsLSuperiorL
wvolvedLStrainXLYluWbbcZLMicrobiologyhResourcehAnnouncementsXL2020XLkXL 1.3 6

39 sLVariableLPolyglutamineLRepeatLsffectsLSubcellularLLocalizationLandLRegulatoryLsctivityLofLaL
sNyUST xOL sLProteinZLG3:hGeneswhGenomeswhGeneticsXL2018XLjXLdhecYdhfc 3.2 6

38 NaturalLvariationLinLgenesLpotentiallyLinvolvedLinLplantLarchitectureLandLadaptationLinLswitchgrassL
TPanicumLvirgatumLLZUZLBMChEvolutionaryhBiologyXL2018XLcjXLkc 3 6

Kerrie Barry
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37 MetagenomeYassembledLgenomesLofLphytoplanktonLcommunitiesLacrossLtheLsrcticLuircle 6

36 vefiningLtheLecoYenzymologicalLroleLofLtheLfungalLstrainLuoniochaetaLspZLdTdZcLinLaLtripartiteL
lignocellulolyticLmicrobialLconsortiumZLFEMShMicrobiologyhEcologyXL2020XLkhXL 4.3 6

35 vesertLtruffleLgenomesLrevealLtheirLreproductiveLmodesLandLnewLinsightsLintoLplantYfungalL
interactionLandLectendomycorrhizalLlifestyleZLNewhPhytologistXL2021XLddkXLdkciYdked 9.8 6

34 yenomeLexpansionLbyLallopolyploidizationLinLtheLfungalLstrainLdTdZcLandLitsLexceptionalL
lignocellulolyticLmachineryZLBiotechnologyhforhBiofuelsXL2019XLcdXLddk 7.8 5

33
uompleteLyenomeLSequenceLofLslkaliphilusLmetalliredigensLStrainLQYMxXLanLslkaliphilicLandL
MetalYReducingLtacteriumL solatedLfromLtoraxYuontaminatedLLeachateLPondsZLGenomeh
AnnouncementsXL2016XLfXL

5

32 TheLueratodonLpurpureusLgenomeLuncoversLstructurallyLcomplexXLgeneLrichLsexLchromosomes 5

31 TranscriptomicLatlasLofLmushroomLdevelopmentLhighlightsLanLindependentLoriginLofLcomplexLmulticellularity 5

30 yenomicLadaptationsLofLtheLgreenLalgaLvunaliellaLsalinaLtoLlifeLunderLhighLsalinityZLAlgalhResearchXL
2020XLgbXLcbckkb 5 5

29 uomparativeLyenomicsLandLTranscriptomicsLToLsnalyzeLxruitingLtodyLvevelopmentLinLxilamentousL
sscomycetesZLGeneticsXL2019XLdceXLcgfgYcghe 4 5

28 SingleYparentLexpressionLdrivesLdynamicLgeneLexpressionLcomplementationLinLmaizeLhybridsZLPlanth
JournalXL2021XLcbgXLkeYcbi 6.9 5

27 LaunchingLaLsalivaYbasedLSsRSYuoVYdLsurveillanceLtestingLprogramLonLaLuniversityLcampus 5

26 ShallowLyenomeLSequencingLforLPhylogenomicsLofLMycorrhizalLxungiLfromLwndangeredLOrchids 4

25 TheLcontributionsLfromLtheLprogenitorLgenomesLofLtheLmesopolyploidLtrassiceaeLareLevolutionarilyL
distinctLbutLfunctionallyLcompatibleZLGenomehResearchXL2021XLecXLikkYjcb 9.7 4

24 PestsXLdiseasesXLandLaridityLhaveLshapedLtheLgenomeLofLuorymbiaLcitriodoraZLCommunicationsh
BiologyXL2021XLfXLgei 6.7 4

23 TheLsquilegiaLgenomelLadaptiveLradiationLandLanLextraordinarilyLpolymorphicLchromosomeLwithLaL
uniqueLhistory 3

22 sLsingleYcellLgenomicsLpipelineLforLenvironmentalLmicrobialLeukaryotesZLIScienceXL2021XLdfXLcbddkb 6.1 3

21 UniqueLgenomicLtraitsLforLcoldLadaptationLinLNaganishiaLvishniaciiXLaLpolyextremophileLyeastL
isolatedLfromLsntarcticaZLFEMShYeasthResearchXL2021XLdcXL 3.1 3

20 SymbioticLnitrogenLfixationLinLtheLreproductiveLstructuresLofLaLbasidiomyceteLfungusZLCurrenth
BiologyXL2021XLecXLekbgYekcfZeh 6.3 3

(2021-)
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19 TheLbiogeographicLdifferentiationLofLalgalLmicrobiomesLinLtheLupperLoceanLfromLpoleLtoLpoleZL
NaturehCommunicationsXL2021XLcdXLgfje 17.4 3

18
uoYcultivationLofLtheLanaerobicLfungusLuaecomycesLchurrovisLwithLMethanobacteriumLbryantiiL
enhancesLtranscriptionLofLcarbohydrateLbindingLmodulesXLdockerinsXLandLpyruvateLformateLlyasesL
onLspecificLsubstratesZLBiotechnologyhforhBiofuelsXL2021XLcfXLdef

7.8 3

17 SuccessionLofLphysiologicalLstagesLhallmarksLtheLtranscriptomicLresponseLofLthe´ fungusLtoL
lignocelluloseZLBiotechnologyhforhBiofuelsXL2020XLceXLhk 7.8 2

16 wvolutionaryLprimingLandLtransitionLtoLtheLectomycorrhizalLhabitLinLanLiconicLlineageLofL
mushroomYformingLfungilLisLpreadaptationLaLrequirementq 2

15 PopulationLgenomicsLandLclimateLadaptationLofLaLufLperennialLgrassXLPanicumLhalliiLTPoaceaeUZLBMCh
GenomicsXL2018XLckXLikd 4.5 2

14 PopulationLgenomicsLprovidesLinsightsLintoLtheLgeneticLbasisLofLadaptiveLevolutionLinLtheL
mushroomYformingLfungusLZZLJournalhofhAdvancedhResearchXL2022XLejXLkcYcbh 13 2

13 MetagenomeYassembledLgenomesLofLphytoplanktonLmicrobiomesLfromLtheLsrcticLandLstlanticL
OceansZZLMicrobiomeXL2022XLcbXLhi 16.6 2

12 TheLSequenceLofLcgbfLMutantsLinLtheLModelLRiceLVarietyLβitaakeLxacilitatesLRapidLxunctionalL
yenomicLStudies 1

11 yeneticLdeterminantsLofLendophytismLinLtheLsrabidopsisLrootLmycobiome 1

10 yenomicLvariationLwithinLtheLmaizeLstiffYstalkLheteroticLgermplasmLpoolZLPlanthGenomeXL2021XLcfXLedbccf4.4 1

9 vraftLyenomeLSequenceLofLtheLwctomycorrhizalLsscomyceteZLMicrobiologyhResourceh
AnnouncementsXL2019XLjXL 1.3 1

8  ntegrativeLgenomicsLrevealsLpathsLtoLsexLdimorphismLinLSalixLpurpureaLLZLHorticulturehResearchXL
2021XLjXLcib 7.7 1

7
sLgeneralistYspecialistLtradeYoffLbetweenLswitchgrassLcytotypesLimpactsLclimateLadaptationLandL
geographicLrangeZZLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL
2022XLcckXLedccjjikcck

11.5 1

6 NaturalLVariationLinLLigninLandLPectinLtiosynthesisYRelatedLyenesLinLSwitchgrassLTPanicumL
virgatumLLZULandLsssociationLofLSNPLVariantsLwithLvryLMatterLTraitsZLBioenergyhResearchXL2020XLceXLikYkk3.1 0

5 wvolutionaryLtransitionLtoLtheLectomycorrhizalLhabitLinLtheLgenomesLofLaLhyperYdiverseLlineageLofL
mushroomYformingLfungiZLNewhPhytologistXL2021XL 9.8 0

4 uocultivationLofLsnaerobicLxungiLwithLRumenLtacteriaLwstablishesLanLsntagonisticLRelationshipZL
MBioXL2021XLcdXLebcffddc 7.8 0

3 urypticLgeneticLstructureLandLcopyYnumberLvariationLinLtheLubiquitousLforestLsymbioticLfungusL
uenococcumLgeophilumZLEnvironmentalhMicrobiologyXL2021XLdeXLhgehYhggh 5.2 0

2 zighYQualityLvraftLNuclearLandLMitochondrialLyenomeLSequenceLofLfZLspZLstrainLkXLtheLuausalLsgentL
ofLtayoudLviseaseLonLvateLPalmZZLPlanthDiseaseXL2022XLPv Sbcddbdfgs 1.5 0

Kerrie Barry
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1 zeterospecificLNeighborLPlantsL mpactLRootLMicrobiomeLviversityLandLMolecularLxunctionLofLRootL
xungiZLFrontiershinhMicrobiologyXL2021XLcdXLhjbdhi 5.7
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