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k Paper IF Citations

109 TowardLaLgoldLstandardLforLbenchmarkingLgeneLsetLenrichmentLanalysisaLBriefingshinhBioinformaticsYL
2021YLeeYLhghZhhi 13.4 30

108 βelanoblastLtranscriptomeLanalysisLrevealsLpathwaysLpromotingLmelanomaLmetastasisaLNatureh
CommunicationsYL2020YLddYLfff 17.4 33

107 —zγvhelpermLidentificationLandLcorrectionLofLinvalidLgeneLsymbolsLforLhumanLandLmouseaL
F1000ResearchYL2020YLlYLdglf 3.6 3

106 restfulSxmLtLsemanticallyLrichLinterfaceLforLcloudZscaleLgenomicsLwithLuioconductoraLF1000ResearchYL
2019YLkYLed 3.6

105 uiocPkgToolsmLToolkitLforLminingLtheLpackageLecosystemaLF1000ResearchYL2019YLkYLjhe 3.6

104 PanZcancerLgenomeLandLtranscriptomeLanalysesLofLdYillLpaediatricLleukaemiasLandLsolidLtumoursaL
NatureYL2018YLhhhYLfjdZfji 50.4 380

103 IdentificationLofLγovelLTargetsLforLαungLvancerLTherapyLUsingLanLInducedLPluripotentLStemLvellL
βodelaLAnnalshofhthehAmericanhThoracichSocietyYL2018YLdhYLSdejZSdek 4.7 78

102 κrchestratingLaLcommunityZdevelopedLcomputationalLworkshopLandLaccompanyingLtrainingL
materialsaLF1000ResearchYL2018YLjYLdihi 3.6 1

101 RtRRxSeLfunctionsLasLaLtumorLsuppressorLbyLpromotingL˛†ZcateninLphosphorylationbdegradationL
andLinhibitingLpfkLphosphorylationLinLadrenocorticalLcarcinomaaLOncogeneYL2017YLfiYLfhgdZfhhe 9.2 32

100 tutoreactiveLTLvellsLandLvhronicLyungalLInfectionLwriveLxsophagealLvarcinogenesisaLCellhHosthandh
MicrobeYL2017YLedYLgjkZglfaej 23.4 24

99 tSXαfLIsLaLγovelLPluripotencyLyactorLinL—umanLRespiratoryLxpithelialLvellsLandLaLPotentialL
TherapeuticLTargetLinLSmallLvellLαungLvanceraLCancerhResearchYL2017YLjjYLieijZiekd 10.1 12

98 SoftwareLforLtheLIntegrationLofLβultiomicsLxxperimentsLinLuioconductoraLCancerhResearchYL2017YLjjYLeflZege10.1 53

97 ResourcesLforLInterpretingLVariantsLinLPrecisionLzenomicLκncologyLtpplicationsaLFrontiershinh
OncologyYL2017YLjYLedg 5.3 15

96 PublicLdataLandLopenLsourceLtoolsLforLmultiZassayLgenomicLinvestigationLofLdiseaseaLBriefingshinh
BioinformaticsYL2016YLdjYLicfZdh 13.4 38

95 caκmicsVmLanLRLpackageLforLvisualizingLmultidimensionalLcancerLgenomicLdataaLBMChBioinformaticsYL
2016YLdjYLdgd 3.6 4

94
WholeLzenomeLSequencingLofLγewlyLxstablishedLPancreaticLvancerLαinesLIdentifiesLγovelLSomaticL
βutationLUcaehkjzqtVLinLtxonLzuidanceLReceptorLPlexinLtdLasLxnhancerLofLProliferationLandL
InvasionaLPLoShONEYL2016YLddYLecdglkff

3.7 17

93 κnLtheLSelectiveLPackagingLofLzenomicLRγtLbyL—IVZdaLVirusesYL2016YLkYL 6.2 43
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92
PointLβutationsLinLxxonLduLofLtPvLRevealLzastricLtdenocarcinomaLandLProximalLPolyposisLofLtheL
StomachLasLaLyamilialLtdenomatousLPolyposisLVariantaLAmericanhJournalhofhHumanhGeneticsYL2016YL
lkYLkfcZkge

11 153

91
TγyZ˛–LmodulatesLgenomeZwideLredistributionLofL˛�γpif˛–bTtpjfLandLγyZ˛”uLcRxαLinteractiveL
bindingLonLTPhfLandLtPZdLmotifsLtoLpromoteLanLoncogenicLgeneLprogramLinLsquamousLcanceraL
OncogeneYL2016YLfhYLhjkdZhjlg

9.2 23

90 UpregulationLofLIyγZInducibleLandLwamageZResponseLPathwaysLinLvhronicLzraftZversusZ—ostL
wiseaseaLJournalhofhImmunologyYL2016YLdljYLfglcZfhcf 5.3 30

89 tntagonisticLcrossZregulationLbetweenLSoxlLandLSoxdcLcontrolsLanLantiZtumorigenicLprogramLinL
melanomaaLPLoShGeneticsYL2015YLddYLedccgkjj 6 59

88 tLzenomeZWideLScanLIdentifiesLVariantsLinLγyIuLtssociatedLwithLβetastasisLinLPatientsLwithL
κsteosarcomaaLCancerhDiscoveryYL2015YLhYLlecZfd 24.4 71

87
IntegratedLanalysisLofLwγtLmethylationYLimmunohistochemistryLandLmRγtLexpressionYLdataL
identifiesLaLmethylationLexpressionLindexLUβxIVLrobustlyLassociatedLwithLsurvivalLofLxRZpositiveL
breastLcancerLpatientsaLBreasthCancerhResearchhandhTreatmentYL2015YLdhcYLghjZgii

4.4 6

86 InhibitionLofLSurvivinLwithLYβdhhLInducesLwurableLTumorLResponseLinLtnaplasticLThyroidLvanceraL
ClinicalhCancerhResearchYL2015YLedYLgdefZfe 12.9 23

85 miRfcaLinhibitsLακXLexpressionLandLanaplasticLthyroidLcancerLprogressionaLCancerhResearchYL2015YL
jhYLfijZjj 10.1 55

84 SuperZenhancersLdelineateLdiseaseZassociatedLregulatoryLnodesLinLTLcellsaLNatureYL2015YLhecYLhhkZie 50.4 247

83 κrchestratingLhighZthroughputLgenomicLanalysisLwithLuioconductoraLNaturehMethodsYL2015YLdeYLddhZed 21.6 1949

82 TheLuioconductorLchannelLinLydcccResearchaLF1000ResearchYL2015YLgYLedj 3.6 4

81 TheLuioconductorLchannelLinLydcccResearchaLF1000ResearchYL2015YLgYLedj 3.6 3

80 vharacterizationLofLgenomicLalterationsLinLradiationZassociatedLbreastLcancerLamongLchildhoodL
cancerLsurvivorsYLusingLcomparativeLgenomicLhybridizationLUvz—VLarraysaLPLoShONEYL2015YLdcYLecddicjk 3.7 8

79 wualLinhibitionLofL—wtvLandLxzyRLsignalingLwithLvUwvZdcdLinducesLpotentLsuppressionLofLtumorL
growthLandLmetastasisLinLanaplasticLthyroidLcanceraLOncotargetYL2015YLiYLlcjfZkh 3.3 47

78 zenomeZwideLmethylationLpatternsLinLpapillaryLthyroidLcancerLareLdistinctLbasedLonLhistologicalL
subtypeLandLtumorLgenotypeaLJournalhofhClinicalhEndocrinologyhandhMetabolismYL2014YLllYLxfelZfj 5.6 46

77 —ighLprevalenceLofLβtPeΔdLmutationsLinLvariantLandLIz—VgZfgZexpressingLhairyZcellLleukemiasaL
NaturehGeneticsYL2014YLgiYLkZdc 36.3 183

76 wownregulationLofLIzyuPeLisLassociatedLwithLresistanceLtoLIzydRLtherapyLinLrhabdomyosarcomaaL
OncogeneYL2014YLffYLhiljZjch 9.2 22

75 αineageLofLoriginLinLrhabdomyosarcomaLinformsLpharmacologicalLresponseaLGeneshandhDevelopment
YL2014YLekYLdhjkZld 12.6 64

(2014-2016)
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74 γvIZicLwholeLexomeLsequencingLandLpharmacologicalLvellβinerLanalysesaLPLoShONEYL2014YLlYLedcdijc 3.7 29

73 SRtdbmLqueryLandLuseLpublicLnextZgenerationLsequencingLdataLfromLwithinLRaLBMChBioinformaticsYL
2013YLdgYLdl 3.6 73

72 TheLexomesLofLtheLγvIZicLpanelmLaLgenomicLresourceLforLcancerLbiologyLandLsystemsLpharmacologyaL
CancerhResearchYL2013YLjfYLgfjeZke 10.1 207

71 WholeZgenomeLsequencingLidentifiesLaLrecurrentLfunctionalLsynonymousLmutationLinLmelanomaaL
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2013YLddcYLdfgkdZi 11.5 127

70 tLpolymorphismLinLIRygLaffectsLhumanLpigmentationLthroughLaLtyrosinaseZdependentL
βITybTytPetLpathwayaLCellYL2013YLdhhYLdceeZff 56.2 127

69 RvircosmLanLRLpackageLforLvircosLewLtrackLplotsaLBMChBioinformaticsYL2013YLdgYLegg 3.6 246

68 —arnessingLgenomicsLtoLidentifyLenvironmentalLdeterminantsLofLheritableLdiseaseaLMutationh
ResearchhwhReviewshinhMutationhResearchYL2013YLjheYLiZl 7 25

67 RbdLlossLmodifiesLbutLdoesLnotLinitiateLalveolarLrhabdomyosarcomaaLSkeletalhMuscleYL2013YLfYLej 5.1 7

66 κncogenicLxTSLfusionsLderegulateLxeyfLtargetLgenesLinLxwingLsarcomaLandLprostateLcanceraL
GenomehResearchYL2013YLefYLdjljZkcl 9.7 75

65 vhromothripsisLandLfocalLcopyLnumberLalterationsLdetermineLpoorLoutcomeLinLmalignantL
melanomaaLCancerhResearchYL2013YLjfYLdghgZic 10.1 72

64 ProhibitinLexpressionLisLassociatedLwithLhighLgradeLbreastLcancerLbutLisLnotLaLdriverLofLamplificationL
atLdjqedaffaLPathologyYL2013YLghYLielZfi 1.6 8

63 WholeLgenomeLandLtranscriptomeLsequencingLofLaLufLthymomaaLPLoShONEYL2013YLkYLeichje 3.7 21

62 γvuILzxκmLarchiveLforLfunctionalLgenomicsLdataLsetsZZupdateaLNucleichAcidshResearchYL2013YLgdYLwlldZh 20.1 4393

61 vomparativeLexomeLsequencingLofLmetastaticLlesionsLprovidesLinsightsLintoLtheLmutationalL
progressionLofLmelanomaaLBMChGenomicsYL2012YLdfYLhch 4.5 25

60 v—xΔeLgenomicLandLproteomicLanalysesLrevealLgeneticLinactivationLorLendogenousLactivationL
acrossLtheLicLcellLlinesLofLtheLUSLγationalLvancerLInstituteaLOncogeneYL2012YLfdYLgcfZdk 9.2 18

59 xxclusionLofLtheLjhcZkbLgeneticallyLunstableLregionLatLXqejLasLaLcandidateLlocusLforLprostateL
malignancyLinL—PvXdZlinkedLfamiliesaLGeneshChromosomeshandhCancerYL2012YLhdYLlffZgk 5 6

58 InLvivoLroleLofLalternativeLsplicingLandLserineLphosphorylationLofLtheLmicrophthalmiaZassociatedL
transcriptionLfactoraLGeneticsYL2012YLdldYLdffZgg 4 8

57
tdvancedLboneLformationLinLmiceLwithLaLdominantZnegativeLmutationLinLtheLthyroidLhormoneL
receptorL˛†LgeneLdueLtoLactivationLofLWntb˛†ZcateninLproteinLsignalingaLJournalhofhBiologicalh
ChemistryYL2012YLekjYLdjkdeZdjkee

5.4 30
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56 tbstractLgkhimLUsingLembryonicLmelanoblastLtranscriptomeLanalysisLtoLidentifyLnovelLmechanismsL
promotingLmetastaticLmelanomaL2012YL 7

55 zenomeZwideLmethylationLprofilingLinLarchivalLformalinZfixedLparaffinZembeddedLtissueLsamplesaL
MethodshinhMolecularhBiologyYL2012YLkefYLdcjZdk 1.4 5

54 tLmethylZdeviatorLepigenotypeLofLestrogenLreceptorZpositiveLbreastLcarcinomaLisLassociatedLwithL
malignantLbiologyaLAmericanhJournalhofhPathologyYL2011YLdjlYLhhZih 5.8 13

53 PreferentialLlocalizationLofLhumanLoriginsLofLwγtLreplicationLatLtheLhTZendsLofLexpressedLgenesLandL
atLevolutionarilyLconservedLwγtLsequencesaLPLoShONEYL2011YLiYLedjfck 3.7 37

52 xxomeLsequencingLidentifiesLzRIγetLasLfrequentlyLmutatedLinLmelanomaaLNaturehGeneticsYL2011YL
gfYLggeZi 36.3 385

51 InterferonZ˛‡LlinksLultravioletLradiationLtoLmelanomagenesisLinLmiceaLNatureYL2011YLgilYLhgkZhf 50.4 209

50 xvidenceLforLanLunanticipatedLrelationshipLbetweenLundifferentiatedLpleomorphicLsarcomaLandL
embryonalLrhabdomyosarcomaaLCancerhCellYL2011YLdlYLdjjZld 24.3 142

49 IdentificationLofLanLinhibitorLofLtheLxWSZyαIdLoncogenicLtranscriptionLfactorLbyLhighZthroughputL
screeningaLJournalhofhthehNationalhCancerhInstituteYL2011YLdcfYLlieZjk 9.7 156

48 zenomeZwideLdepletionLofLreplicationLinitiationLeventsLinLhighlyLtranscribedLregionsaLGenomeh
ResearchYL2011YLedYLdkeeZfe 9.7 95

47 xpigenomicLalterationsLandLgeneLexpressionLprofilesLinLrespiratoryLepitheliaLexposedLtoLcigaretteL
smokeLcondensateaLOncogeneYL2010YLelYLfihcZig 9.2 214

46 —ighLfrequenciesLofLleukemiaLstemLcellsLinLpoorZoutcomeLchildhoodLprecursorZuLacuteL
lymphoblasticLleukemiasaLLeukemiaYL2010YLegYLdkhlZii 10.7 45

45 tssessmentLofLautomatedLimageLanalysisLofLbreastLcancerLtissueLmicroarraysLforLepidemiologicL
studiesaLCancerhEpidemiologyhBiomarkershandhPreventionYL2010YLdlYLlleZl 4 43

44 trchivalLfineZneedleLaspirationLcytopathologyLUyγtvVLsamplesmLuntappedLresourceLforLclinicalL
molecularLprofilingaLJournalhofhMolecularhDiagnosticsYL2010YLdeYLjflZgh 5.1 83

43 VorinostatLinhibitsLbrainLmetastaticLcolonizationLinLaLmodelLofLtripleZnegativeLbreastLcancerLandL
inducesLwγtLdoubleZstrandLbreaksaLClinicalhCancerhResearchYL2009YLdhYLidgkZhj 12.9 119

42 tnalysesLofLresectedLhumanLbrainLmetastasesLofLbreastLcancerLrevealLtheLassociationLbetweenL
upZregulationLofLhexokinaseLeLandLpoorLprognosisaLMolecularhCancerhResearchYL2009YLjYLdgfkZgh 6.6 163

41 ΔineticLcomplexityLofLtheLglobalLresponseLtoLglucocorticoidLreceptorLactionaLEndocrinologyYL2009YL
dhcYLdjiiZjg 4.8 78

40 αargeZscaleLprofilingLofLarchivalLlymphLnodesLrevealsLpervasiveLremodelingLofLtheLfollicularL
lymphomaLmethylomeaLCancerhResearchYL2009YLilYLjhkZig 10.1 46

39 vanineLtumorLcrossZspeciesLgenomicsLuncoversLtargetsLlinkedLtoLosteosarcomaLprogressionaLBMCh
GenomicsYL2009YLdcYLieh 4.5 184
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38 TRtIαLinducesLapoptosisLinLtripleZnegativeLbreastLcancerLcellsLwithLaLmesenchymalLphenotypeaL
BreasthCancerhResearchhandhTreatmentYL2009YLddfYLedjZfc 4.4 138

37 tnalysisLofLtheLmatrixLmetalloproteinaseLfamilyLrevealsLthatLββPkLisLoftenLmutatedLinLmelanomaaL
NaturehGeneticsYL2009YLgdYLhdkZec 36.3 131

36 tLmolecularLfunctionLmapLofLxwingTsLsarcomaaLPLoShONEYL2009YLgYLehgdh 3.7 135

35 InteractionLofLtheLglucocorticoidLreceptorLwithLtheLchromatinLlandscapeaLMolecularhCellYL2008YLelYLiddZeg17.6 263

34 —ighZresolutionLmappingLandLcharacterizationLofLopenLchromatinLacrossLtheLgenomeaLCellYL2008YL
dfeYLfddZee 56.2 988

33 RareLstructuralLvariantsLdisruptLmultipleLgenesLinLneurodevelopmentalLpathwaysLinLschizophreniaaL
ScienceYL2008YLfecYLhflZgf 33.3 1443

32 SuppressorLroleLofLactivatingLtranscriptionLfactorLeLUtTyeVLinLskinLcanceraLProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2008YLdchYLdijgZl 11.5 65

31 βolecularLgradingLofLductalLcarcinomaLinLsituLofLtheLbreastaLClinicalhCancerhResearchYL2008YLdgYLkeggZhe 12.9 50

30 zxκmetadbmLpowerfulLalternativeLsearchLengineLforLtheLzeneLxxpressionLκmnibusaLBioinformaticsYL
2008YLegYLejlkZkcc 7.2 93

29 wetectionLofLnovelLampliconsLinLprostateLcancerLbyLcomprehensiveLgenomicLprofilingLofLprostateL
cancerLcellLlinesLusingLoligonucleotideZbasedLarrayvz—aLPLoShONEYL2007YLeYLejil 3.7 14

28 IdentificationLandLanalysisLofLfunctionalLelementsLinLdRLofLtheLhumanLgenomeLbyLtheLxγvκwxLpilotL
projectaLNatureYL2007YLggjYLjllZkdi 50.4 4121

27 vonstitutiveLymsZlikeLtyrosineLkinaseLfLactivationLresultsLinLspecificLchangesLinLgeneLexpressionLinL
myeloidLleukaemicLcellsaLBritishhJournalhofhHaematologyYL2007YLdfkYLicfZdh 4.5 27

26 βodelingLsynovialLsarcomamLtimingLisLeverythingaLCancerhCellYL2007YLddYLfchZj 24.3 15

25 ZoomZinLcomparativeLgenomicLhybridisationLarraysLforLtheLcharacterisationLofLvariableLbreakpointL
contiguousLgeneLsyndromesaLJournalhofhMedicalhGeneticsYL2007YLggYLehl 5.8 19

24 zxκquerymLaLbridgeLbetweenLtheLzeneLxxpressionLκmnibusLUzxκVLandLuiovonductoraL
BioinformaticsYL2007YLefYLdkgiZj 7.2 1086

23 tLsingleLIzydLalleleLisLaLmajorLdeterminantLofLsmallLsizeLinLdogsaLScienceYL2007YLfdiYLddeZh 33.3 472

22 xwingTsLsarcomamLgeneralLinsightsLfromLaLrareLmodelaLCancerhCellYL2006YLlYLffdZe 24.3 5

21 zenomeZwideLanalysisLofLmeninLbindingLprovidesLinsightsLintoLβxγdLtumorigenesisaLPLoShGeneticsYL
2006YLeYLehd 6 172
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20 StatisticsLforLvhIPZchipLandLwγaseLhypersensitivityLexperimentsLonLγimblezenLarraysaLMethodshinh
EnzymologyYL2006YLgddYLejcZke 1.7 76

19 wγaseZchipmLaLhighZresolutionLmethodLtoLidentifyLwγaseLILhypersensitiveLsitesLusingLtiledL
microarraysaLNaturehMethodsYL2006YLfYLhcfZl 21.6 188

18 zenomeZwideLmappingLofLwγaseLhypersensitiveLsitesLusingLmassivelyLparallelLsignatureLsequencingL
UβPSSVaLGenomehResearchYL2006YLdiYLdefZfd 9.7 363

17 watabaseLofLmRγtLgeneLexpressionLprofilesLofLmultipleLhumanLorgansaLGenomehResearchYL2005YLdhYLggfZhc9.7 101

16 zeneLexpressionLprofilingLofLhumanLsarcomasmLinsightsLintoLsarcomaLbiologyaLCancerhResearchYL2005
YLihYLleeiZfh 10.1 287

15 uioβartLandLuioconductormLaLpowerfulLlinkLbetweenLbiologicalLdatabasesLandLmicroarrayLdataL
analysisaLBioinformaticsYL2005YLedYLfgflZgc 7.2 1069

14 ImpactLofLoverlappingLrecruitmentLonLlinkageLanalysisLofLcomplexLdisordersmLsimulationLstudiesaL
AmericanhJournalhofhMedicalhGeneticshParthAYL2001YLdchYLdgdZg 1

13 αinkageLandLassociationLbetweenLinflammatoryLbowelLdiseaseLandLaLlocusLonLchromosomeLdeaL
AmericanhJournalhofhHumanhGeneticsYL1998YLifYLlhZdcc 11 131

12 zeneticLsusceptibilityLforLhumanLfamilialLessentialLhypertensionLinLaLregionLofLhomologyLwithLbloodL
pressureLlinkageLonLratLchromosomeLdcaLHumanhMolecularhGeneticsYL1997YLiYLecjjZkh 5.6 162

11 vomparisonLofLnonparametricLstatisticsLforLdetectionLofLlinkageLinLnuclearLfamiliesmLsingleZmarkerL
evaluationaLAmericanhJournalhofhHumanhGeneticsYL1997YLidYLdgfdZgg 11 84

10 tnalysisLofLbipolarLdisorderLusingLaffectedLrelativesaLGenetichEpidemiologyYL1997YLdgYLichZdc 2.6 1

9 tnalysisLofLaLcomplexLoligogenicLdiseaseaLGenetichEpidemiologyYL1997YLdgYLkidZi 2.6 1

8 —omozygosityLmappingLofL—allervordenZSpatzLsyndromeLtoLchromosomeLecpdeafZpdfaLNatureh
GeneticsYL1996YLdgYLgjlZkd 36.3 139

7 γonparametricLsimulationZbasedLstatisticsLforLdetectingLlinkageLinLgeneralLpedigreesaLAmericanh
JournalhofhHumanhGeneticsYL1996YLhkYLkijZkc 11 90

6 γvuILzxκmLarchiveLforLfunctionalLgenomicsLdataLsetsâ��update 1

5 zenomicwatavommonsmLaLuioconductorLInterfaceLtoLtheLγvILzenomicLwataLvommons 1

4 SoftwareLforLtheLintegrationLofLmultiZomicsLexperimentsLinLuioconductor 3

3 —zγvhelpermLidentificationLandLcorrectionLofLinvalidLgeneLsymbolsLforLhumanLandLmouse 1
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2 recountZbrainmLaLcuratedLrepositoryLofLhumanLbrainLRγtZseqLdatasetsLmetadata 3

1 TowardsLaLgoldLstandardLforLbenchmarkingLgeneLsetLenrichmentLanalysis 1
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