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l Paper IF Citations

241 xomprehensiveNphenotypicNanalysisNforNidentificationNofNgenesNaffectingNgrowthNunderNethanolN
stressNinNSaccharomycesNcerevisiaecNFEMSdYeastdResearchaN2009aNnaNhgbii 3.1 171

240 ¹dentificationNofNtargetNgenesNconferringNethanolNstressNtoleranceNtoNSaccharomycesNcerevisiaeN
basedNonNyNvNmicroarrayNdataNanalysiscNJournaldofdBiotechnologyaN2007aNfhfaNhibii 3.7 158

239 vgaroseNforNaNbioartificialNpancreascNJournaldofdBiomedicaldMaterialsdResearchdPartdBaN1992aNgkaNnklbll 121

238 TranscriptomeNanalysisNofNparallelbevolvedNzscherichiaNcoliNstrainsNunderNethanolNstresscNBMCd
GenomicsaN2010aNffaNjln 4.5 104

237 yevelopmentNandNexperimentalNverificationNofNaNgenomebscaleNmetabolicNmodelNforN
xorynebacteriumNglutamicumcNMicrobialdCelldFactoriesaN2009aNmaNih 6.4 92

236 xomprehensiveNphenotypicNanalysisNofNsinglebgeneNdeletionNandNoverexpressionNstrainsNofN
SaccharomycesNcerevisiaecNYeastaN2011aNgmaNhinbkf 3.4 90

235 —luxNanalysisNandNmetabolomicsNforNsystematicNmetabolicNengineeringNofNmicroorganismscN
BiotechnologydAdvancesaN2013aNhfaNmfmbgk 17.8 84

234 yifferentialNimportanceNofNtrehaloseNaccumulationNinNSaccharomycesNcerevisiaeNinNresponseNtoN
variousNenvironmentalNstressescNJournaldofdBiosciencedanddBioengineeringaN2010aNfenaNgkgbk 3.3 80

233 RecentNadvancesNinNaminoNacidNproductionNbyNmicrobialNcellscNCurrentdOpiniondindBiotechnologyaN2016
aNigaNfhhbfik 11.4 75

232 OpenαebiusoNanNopenNsourceNsoftwareNforNisotopicallyNnonstationaryNfhxbbasedNmetabolicNfluxN
analysiscNBioMeddResearchdInternationalaN2014aNgefiaNkglefi 3 72

231 znhancedNkefiranNproductionNbyNmixedNcultureNofNΔactobacillusNkefiranofaciensNandNSaccharomycesN
cerevisiaecNJournaldofdBiotechnologyaN2003aNfeeaNihbjh 3.7 72

230 yistinctNrolesNofNtwoNanapleroticNpathwaysNinNglutamateNproductionNinducedNbyNbiotinNlimitationNinN
xorynebacteriumNglutamicumcNJournaldofdBiosciencedanddBioengineeringaN2008aNfekaNjfbm 3.3 69

229 OptimalNproductionNofNglutathioneNbyNcontrollingNtheNspecificNgrowthNrateNofNyeastNinNfedbbatchN
culturecNBiotechnologydanddBioengineeringaN1991aNhmaNfnkbgej 4.9 69

228 weerNvolatileNcompoundsNandNtheirNapplicationNtoNlowbmaltNbeerNfermentationcNJournaldofdBioscienced
anddBioengineeringaN2008aNfekaNhflbgh 3.3 66

227 StudyNonNrolesNofNanapleroticNpathwaysNinNglutamateNoverproductionNofNxorynebacteriumN
glutamicumNbyNmetabolicNfluxNanalysiscNMicrobialdCelldFactoriesaN2007aNkaNfn 6.4 65

226 NisinNproductionNbyNaNmixedbcultureNsystemNconsistingNofNΔactococcusNlactisNandN−luyveromycesN
marxianuscNApplieddanddEnvironmentaldMicrobiologyaN1999aNkjaNhfhibif 4.8 64

225 ¹nteractionsNbetweenNΔactobacillusNkefiranofaciensNandNSaccharomycesNcerevisiaeNinNmixedNcultureN
forNkefiranNproductioncNJournaldofdBiosciencedanddBioengineeringaN2003aNnkaNglnbmi 3.3 63
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224 ¹ntegratedNmetabolicNfluxNandNomicsNanalysisNofNSynechocystisNspcNPxxNkmehNunderNmixotrophicNandN
photoheterotrophicNconditionscNPlantdanddCelldPhysiologyaN2014aNjjaNfkejbfg 4.9 60

223
xomparativeNanalysisNofNtranscriptionalNresponsesNtoNsalineNstressNinNtheNlaboratoryNandNbrewingN
strainsNofNSaccharomycesNcerevisiaeNwithNyNvNmicroarraycNApplieddMicrobiologydanddBiotechnologyaN
2006aNleaNhikbjl

5.7 60

222 zffectNofNaminoNacidsNonNglutathioneNproductionNbyNSaccharomycesNcerevisiaecNApplieddMicrobiologyd
anddBiotechnologyaN1992aNhkaNjhm 5.7 59

221 —uzzyNcontrolNofNethanolNconcentrationNitsNapplicationNtoNmaximumNglutathioneNproductionNinNyeastN
fedbbatchNculturecNBiotechnologydanddBioengineeringaN1993aNifaNinhbjef 4.9 58

220
zffectNofNodhvNoverexpressionNandNodhvNantisenseNRNvNexpressionNonNTweenbiebtriggeredN
glutamateNproductionNbyNxorynebacteriumNglutamicumcNApplieddMicrobiologydanddBiotechnologyaN
2009aNmfaNfenlbfek

5.7 57

219 vdaptationNofNSaccharomycesNcerevisiaeNcellsNtoNhighNethanolNconcentrationNandNchangesNinNfattyN
acidNcompositionNofNmembraneNandNcellNsizecNPLoSdONEaN2008aNhaNegkgh 3.7 57

218 xysteineNadditionNstrategyNforNmaximumNglutathioneNproductionNinNfedbbatchNcultureNofN
SaccharomycesNcerevisiaecNApplieddMicrobiologydanddBiotechnologyaN1992aNhlaNfif 5.7 57

217 RequirementNofNdeNnovoNsynthesisNofNtheNOdh¹NproteinNinNpenicillinbinducedNglutamateNproductionN
byNxorynebacteriumNglutamicumcNApplieddMicrobiologydanddBiotechnologyaN2010aNmkaNnffbge 5.7 56

216 xomparativeNstudyNofNfluxNredistributionNofNmetabolicNpathwayNinNglutamateNproductionNbyNtwoN
coryneformNbacteriacNMetabolicdEngineeringaN2005aNlaNjnbkn 9.7 56

215 vnNonblineNphysiologicalNstateNrecognitionNsystemNforNtheNlysineNfermentationNprocessNbasedNonNaN
metabolicNreactionNmodelcNBiotechnologydanddBioengineeringaN1997aNjjaNflebmf 4.9 55

214 ¹ncreasedNhbhydroxypropionicNacidNproductionNfromNglycerolaNbyNmodificationNofNcentralNmetabolismN
inNzscherichiaNcolicNMicrobialdCelldFactoriesaN2014aNfhaNki 6.4 53

213 ReconstructionNandNverificationNofNaNgenomebscaleNmetabolicNmodelNforNSynechocystisNspcNPxxkmehcN
ApplieddMicrobiologydanddBiotechnologyaN2011aNngaNhilbjm 5.7 53

212 zffectNofNtrehaloseNaccumulationNonNresponseNtoNsalineNstressNinNSaccharomycesNcerevisiaecNYeastaN
2009aNgkaNflbhe 3.4 53

211 xomparativeNstudiesNofNinNvitroNandNinNvivoNfunctionNofNthreeNdifferentNshapedNbioartificialN
pancreasesNmadeNofNagaroseNhydrogelcNBiomaterialsaN1994aNfjaNffhbge 15.6 53

210 vnNalgorithmicNapproachNtoNconstructingNtheNonblineNestimationNsystemNforNtheNspecificNgrowthNratecN
BiotechnologydanddBioengineeringaN1989aNhhaNhjibki 4.9 53

209 ¹ntegratedNtranscriptomicNandNmetabolomicNanalysisNofNtheNcentralNmetabolismNofNSynechocystisNspcN
PxxNkmehNunderNdifferentNtrophicNconditionscNBiotechnologydJournalaN2013aNmaNjlfbme 5.6 44

208 αetabolicNengineeringNofNSaccharomycesNcerevisiaeNtoNimproveNsuccinicNacidNproductionNbasedNonN
metabolicNprofilingcNBiosciencerdBiotechnologydanddBiochemistryaN2014aNlmaNfjfbn 2.1 40

207 ¹nvestigatingNtheNeffectsNofNperturbationsNtoNpgiNandNenoNgeneNexpressionNonNcentralNcarbonN
metabolismNinNzscherichiaNcoliNusingNVfhWxNmetabolicNfluxNanalysiscNMicrobialdCelldFactoriesaN2012aNffaNml 6.4 40

(2012-2014)
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206 xombinatorialNdeletionsNofNglgxNandNphaxzNenhanceNethanolNproductionNinNSynechocystisNspcNPxxN
kmehcNJournaldofdBiotechnologyaN2016aNghnaNfhbfn 3.7 40

205 StableNdisruptionNofNethanolNproductionNbyNdeletionNofNtheNgenesNencodingNalcoholNdehydrogenaseN
isozymesNinNSaccharomycesNcerevisiaecNJournaldofdBiosciencedanddBioengineeringaN2012aNffhaNfngbj 3.3 39

204
−ineticNstudyNofNpolybdVâ��WbhbhydroxybutyricNacidNVP³wWNproductionNandNitsNmolecularNweightN
distributionNcontrolNinNaNfedbbatchNcultureNofNvlcaligenesNeutrophuscNJournaldofdBiosciencedandd
BioengineeringaN1993aNlkaNikjbikn

39

203 αetabolicNvdaptationNtoNNutritionalNStressNinN³umanNxolorectalNxancercNScientificdReportsaN2016aNkaNhmifj4.9 39

202 zngineeringNstrategyNofNyeastNmetabolismNforNhigherNalcoholNproductioncNMicrobialdCelldFactoriesaN
2011aNfeaNle 6.4 38

201 vnNimprovedNphysicobchemicalNmodelNofNhybridizationNonNhighbdensityNoligonucleotideNmicroarrayscN
BioinformaticsaN2008aNgiaNfglmbmj 7.2 38

200
xharacterizationNofNnewNisolatedNRalstoniaNeutrophaNstrainNvbeiNandNkineticNstudyNofNbiodegradableN
copolyesterNpolyVhbhydroxybutyratebcobibhydroxybutyrateWNproductioncNJournaldofdIndustriald
MicrobiologydanddBiotechnologyaN2008aNhjaNfgejbfj

4.2 38

199 xbmetabolicNfluxNanalysisNforNmevalonatebproducingNstrainNofNzscherichiaNcolicNJournaldofdBioscienced
anddBioengineeringaN2017aNfghaNfllbfmg 3.3 35

198 ¹mageNanalysisNofNmycelialNmorphologyNinNvirginiamycinNproductionNbyNbatchNcultureNofN
StreptomycesNvirginiaecNJournaldofdBiosciencedanddBioengineeringaN1996aNmfaNlbfg 34

197 αodellingNandNoptimizationNofNenvironmentalNconditionsNforNkefiranNproductionNbyNΔactobacillusN
kefiranofacienscNApplieddMicrobiologydanddBiotechnologyaN2001aNjlaNkhnbik 5.7 33

196 —astProsoNscreeningNofNreactionNknockoutNstrategiesNforNmetabolicNengineeringcNBioinformaticsaN2014
aNheaNnmfbl 7.2 32

195 αetabolicNengineeringNâ��N¹ntegratingNmethodologiesNofNmolecularNbreedingNandNbioprocessN
systemsNengineeringcNJournaldofdBiosciencedanddBioengineeringaN2002aNniaNjkhbjlh 3.3 32

194 αetabolicNengineeringNofNSynechocystisNspcNPxxNkmehNforNenhancedNethanolNproductionNbasedNonN
fluxNbalanceNanalysiscNBioprocessdanddBiosystemsdEngineeringaN2017aNieaNlnfblnk 3.7 31

193
¹nvestigationNofNphosphorylationNstatusNofNOdh¹NproteinNduringNpenicillinbNandNTweenNiebtriggeredN
glutamateNoverproductionNbyNxorynebacteriumNglutamicumcNApplieddMicrobiologydandd
BiotechnologyaN2011aNnfaNfihbjf

5.7 31

192 vnalysisNofNadaptationNtoNhighNethanolNconcentrationNinNSaccharomycesNcerevisiaeNusingNyNvN
microarraycNBioprocessdanddBiosystemsdEngineeringaN2009aNhgaNkmfbm 3.7 31

191 fhNxbmetabolicNfluxNanalysisNinNheterologousNcellulaseNproductionNbyNwacillusNsubtilisN
genomebreducedNstraincNJournaldofdBiotechnologyaN2014aNflnaNigbn 3.7 30

190 ¹dentificationNofNalcoholNstressNtoleranceNgenesNofNspcNPxxNkmehNusingNadaptiveNlaboratoryN
evolutioncNBiotechnologydfordBiofuelsaN2017aNfeaNhel 7.8 29

189 αetabolomicNanalysisNofNacidNstressNresponseNinNSaccharomycesNcerevisiaecNJournaldofdBiosciencedandd
BioengineeringaN2015aNfgeaNhnkbiei 3.3 29
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188 αetabolicNfluxNcontrolNanalysisNofNbranchNpointsoNanNimprovedNapproachNtoNobtainNfluxNcontrolN
coefficientsNfromNlargeNperturbationNdatacNMetabolicdEngineeringaN2004aNkaNhnfbiee 9.7 29

187 αaximizingNyellowNpigmentNproductionNinNfedbbatchNcultureNofNαonascusNspcNJournaldofdBioscienced
anddBioengineeringaN2000aNneaNhkhbl 3.3 29

186 OptimizationNofNagitationNandNaerationNconditionsNforNmaximumNvirginiamycinNproductioncNAppliedd
MicrobiologydanddBiotechnologyaN1999aNjfaNfkibn 5.7 29

185 vNvectorNlibraryNforNsilencingNcentralNcarbonNmetabolismNgenesNwithNantisenseNRNvsNinNzscherichiaN
colicNApplieddanddEnvironmentaldMicrobiologyaN2014aNmeaNjkiblh 4.8 28

184 αaximumNproductionNstrategyNforNbiodegradableNcopolymerNPV³wbcob³VWNinNfedbbatchNcultureNofN
vlcaligenesNeutrophusN1999aNkgaNjfmbjgj 28

183  enomebwideNexpressionNanalysisNofNSaccharomycesNpastorianusNorthologousNgenesNusingN
oligonucleotideNmicroarrayscNJournaldofdBiosciencedanddBioengineeringaN2010aNffeaNkegbl 3.3 27

182
xomparisonNofNtranscriptionalNresponsesNtoNosmoticNstressesNinducedNbyNNaxlNandNsorbitolNadditionsN
inNSaccharomycesNcerevisiaeNusingNyNvNmicroarraycNJournaldofdBiosciencedanddBioengineeringaN2006aN
fegaNjkmblf

3.3 27

181 αiningNofNbiologicalNdataN¹¹oNassessingNdataNstructureNandNclassNhomogeneityNbyNclusterNanalysiscN
MetabolicdEngineeringaN2000aNgaNggmbhm 9.7 27

180 OnblineNstateNrecognitionNinNaNyeastNfedbbatchNcultureNusingNerrorNvectorscNBiotechnologydandd
BioengineeringaN1995aNilaNfkjblh 4.9 27

179 VfhWxbmetabolicNfluxNanalysisNinNSbadenosylbΔbmethionineNproductionNbyNSaccharomycesNcerevisiaecN
JournaldofdBiosciencedanddBioengineeringaN2015aNfgeaNjhgbm 3.3 26

178
znhancedNaceticNacidNandNsuccinicNacidNproductionNunderNmicroaerobicNconditionsNbyN
xorynebacteriumNglutamicumNharboringNzscherichiaNcoliNtranshydrogenaseNgeneNpntvwcNJournaldofd
GeneraldanddApplieddMicrobiologyaN2014aNkeaNffgbm

1.5 25

177 yevelopmentNofNanNautomatedNcultureNsystemNforNlaboratoryNevolutioncNJournaldofdthedAssociationd
fordLaboratorydAutomationaN2014aNfnaNilmbmg 25

176 TheNRwb¹ΔbkNaxisNcontrolsNselfbrenewalNandNendocrineNtherapyNresistanceNbyNfinebtuningN
mitochondrialNactivitycNOncogeneaN2017aNhkaNjfijbjfjl 9.2 24

175 UtilizationNofNSaccharomycesNcerevisiaeNrecombinantNstrainNincapableNofNbothNethanolNandNglycerolN
biosynthesisNforNanaerobicNbioproductioncNApplieddMicrobiologydanddBiotechnologyaN2013aNnlaNimffbn 5.7 24

174 zxperimentalNdeterminationNofNgroupNfluxNcontrolNcoefficientsNinNmetabolicNnetworkscN
BiotechnologydanddBioengineeringaN1998aNjmaNfinbjh 4.9 24

173 zvaluatingNVfhWxNenrichmentNdataNofNfreeNaminoNacidsNforNpreciseNmetabolicNfluxNanalysiscN
BiotechnologydJournalaN2011aNkaNfhllbml 5.6 23

172 αoleNfractionNcontrolNofNpolyVhbhydroxybutyricbcobhbhydroxyvalericWNacidNinNfedbbatchNcultureNofN
vlcaligenesNeutrophuscNJournaldofdBiosciencedanddBioengineeringaN1996aNmfaNiggbigm 23

171 vbsoluteNquantitationNofNglycolyticNintermediatesNrevealsNthermodynamicNshiftsNinNSaccharomycesN
cerevisiaeNstrainsNlackingNP—−fNorNZW—fNgenescNJournaldofdBiosciencedanddBioengineeringaN2015aNfgeaNgmebk3.3 22

(2015-2004)
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170
SaccharomycesNcerevisiaeNandNyNvNmicroarrayNanalysesoNwhatNdidNweNlearnNfromNitNforNaNbetterN
understandingNandNexploitationNofNyeastNbiotechnologytcNApplieddMicrobiologydanddBiotechnologyaN
2010aNmlaNhnfbiee

5.7 22

169 OptimumNautoregulatorNadditionNstrategyNforNmaximumNvirginiamycinNproductionNinNbatchNcultureN
ofNStreptomycesNvirginiaecNBiotechnologydanddBioengineeringaN1995aNikaNihlbig 4.9 22

168 PredictionNofNxrossbresistanceNandNxollateralNSensitivityNbyN eneNzxpressionNprofilesNandN enomicN
αutationscNScientificdReportsaN2017aNlaNfieen 4.9 21

167 ProductionNofN lutamateNandN lutamatebRelatedNvminoNvcidsoNαolecularNαechanismNvnalysisNandN
αetabolicNzngineeringN2006aNfbhm 21

166 PreciseNmetabolicNfluxNanalysisNofNcoryneformNbacteriaNbyNgasNchromatographybmassNspectrometryN
andNverificationNbyNnuclearNmagneticNresonancecNJournaldofdBiosciencedanddBioengineeringaN2006aNfegaNifhbgi3.3 21

165 xlusteringNgeneNexpressionNpatternNandNextractingNrelationshipNinNgeneNnetworkNbasedNonNartificialN
neuralNnetworkscNJournaldofdBiosciencedanddBioengineeringaN2003aNnkaNigfbm 3.3 21

164 OptogeneticNswitchNforNcontrollingNtheNcentralNmetabolicNfluxNofNzscherichiaNcolicNMetabolicd
EngineeringaN2019aNjjaNkmblj 9.7 20

163 ³ighbyieldingNriceNTakanariNhasNsuperiorNphotosyntheticNresponseNtoNaNcommercialNriceN−oshihikariN
underNfluctuatingNlightcNJournaldofdExperimentaldBotanyaN2019aNleaNjgmlbjgnl 7 20

162 PhenotypicNconvergenceNinNbacterialNadaptiveNevolutionNtoNethanolNstresscNBMCdEvolutionarydBiology
aN2015aNfjaNfme 3 20

161 ¹nNsilicoNscreeningNofNtripleNreactionNknockoutNzscherichiaNcoliNstrainsNforNoverproductionNofNusefulN
metabolitescNJournaldofdBiosciencedanddBioengineeringaN2013aNffjaNggfbm 3.3 20

160
¹mprovingNproteinNsecretionNofNaNtransglutaminasebsecretingNxorynebacteriumNglutamicumN
recombinantNstrainNonNtheNbasisNofNfhxNmetabolicNfluxNanalysiscNJournaldofdBiosciencedandd
BioengineeringaN2011aNffgaNjnjbkef

3.3 20

159
zxtractingNtheNhiddenNfeaturesNinNsalineNosmoticNtoleranceNinNSaccharomycesNcerevisiaeNfromNyNvN
microarrayNdataNusingNtheNselfborganizingNmapoNbiosynthesisNofNaminoNacidscNApplieddMicrobiologyd
anddBiotechnologyaN2007aNljaNifjbgk

5.7 20

158 αiningNofNbiologicalNdataN¹oNidentifyingNdiscriminatingNfeaturesNviaNmeanNhypothesisNtestingcN
MetabolicdEngineeringaN2000aNgaNgfmbgl 9.7 20

157 xonstructionNofNaN enomebScaleNαetabolicNαodelNofNvrthrospiraNplatensisNN¹zSbhnNandNαetabolicN
yesignNforNxyanobacterialNwioproductioncNPLoSdONEaN2015aNfeaNeefiiihe 3.7 20

156 TransomicsNdatabdrivenaNensembleNkineticNmodelingNforNsystemblevelNunderstandingNandN
engineeringNofNtheNcyanobacteriaNcentralNmetabolismcNMetabolicdEngineeringaN2019aNjgaNglhbgmh 9.7 20

155 vnNinNsilicoNplatformNforNtheNdesignNofNheterologousNpathwaysNinNnonnativeNmetaboliteNproductioncN
BMCdBioinformaticsaN2012aNfhaNnh 3.6 19

154
UnderstandingNtheNmechanismNofNheatNstressNtoleranceNcausedNbyNhighNtrehaloseNaccumulationNinN
SaccharomycesNcerevisiaeNusingNyNvNmicroarraycNJournaldofdBiosciencedanddBioengineeringaN2012aN
ffhaNjgkbm

3.3 18

153 ΔearningNfromNquantitativeNdataNtoNunderstandNcentralNcarbonNmetabolismcNBiotechnologydAdvancesaN
2017aNhjaNnlfbnme 17.8 18
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152
OnblineNfaultNdiagnosisNforNoptimalNriceN˛–bamylaseNproductionNprocessNofNaNtemperaturebsensitiveN
mutantNofNSaccharomycesNcerevisiaeNbyNanNautoassociativeNneuralNnetworkcNJournaldofdBioscienced
anddBioengineeringaN1997aNmhaNihjbiig

18

151 αultivariableNcontrolNofNalcoholNconcentrationsNinNtheNproductionNofNpolyhydroxyalkanoatesNVP³vsWN
byNParacoccusNdenitrificanscNBiotechnologydanddBioengineeringaN2001aNliaNffkbgi 4.9 18

150 vpplicationNofNadaptiveNlaboratoryNevolutionNtoNovercomeNaNfluxNlimitationNinNanNzscherichiaNcoliN
productionNstraincNBiotechnologydanddBioengineeringaN2018aNffjaNfjigbfjjf 4.9 17

149 OnblineNmonitoringNofNfungalNcellNconcentrationNbyNdielectricNspectroscopycNJournaldofdBiotechnology
aN1999aNknaNffjbfgh 3.7 17

148 ProfileNcontrolNofNtheNspecificNgrowthNrateNinNfedbbatchNexperimentscNApplieddMicrobiologydandd
BiotechnologyaN1989aNheaNglk 5.7 17

147 αetabolomeNanalysisNofNSaccharomycesNcerevisiaeNandNoptimizationNofNcultureNmediumNforN
SbadenosylbΔbmethionineNproductioncNAMBdExpressaN2016aNkaNhm 4.1 17

146 vNpyruvateNcarbonNfluxNtuggingNstrategyNforNincreasingNgahbbutanediolNproductionNandNreducingN
ethanolNsubgenerationNinNtheNyeastcNBiotechnologydfordBiofuelsaN2018aNffaNfme 7.8 16

145 ´„´‡xbbasedNmetabolicNfluxNanalysisNofNSaccharomycesNcerevisiaeNwithNaNreducedNxrabtreeNeffectcN
JournaldofdBiosciencedanddBioengineeringaN2015aNfgeaNfiebi 3.3 16

144 αodelbbasedNanalysisNofNnonbspecificNbindingNforNbackgroundNcorrectionNofNhighbdensityN
oligonucleotideNmicroarrayscNBioinformaticsaN2009aNgjaNhkbif 7.2 16

143 ¹nvestigatingNtheNeffectivenessNofNyNvNmicroarrayNanalysisNforNidentifyingNtheNgenesNinvolvedNinN
lblactateNproductionNbyNSaccharomycesNcerevisiaecNApplieddMicrobiologydanddBiotechnologyaN2009aNmiaNffinbjn5.7 16

142 wioprocessNfaultNdetectionNbyNnonlinearNmultivariateNanalysisoNapplicationNofNanNartificialN
autoassociativeNneuralNnetworkNandNwaveletNfilterNbankcNBiotechnologydProgressaN1998aNfiaNlnbml 2.8 16

141 vpplicationNofNaNmathematicalNmodelNandNyifferentialNzvolutionNalgorithmNapproachNtoNoptimizationN
ofNbacteriocinNproductionNbyNΔactococcusNlactisNxlcNBioprocessdanddBiosystemsdEngineeringaN2005aNgmaNfjbgk3.7 16

140 αaximumNvirginiamycinNproductionNbyNoptimizationNofNcultivationNconditionsNinNbatchNcultureNwithN
autoregulatorNadditioncNBiotechnologydanddBioengineeringaN1996aNinaNihlbii 4.9 16

139 αetabolicNengineeringNofNmevalonatebproducingNzscherichiaNcoliNstrainsNbasedNonNthermodynamicN
analysiscNMetabolicdEngineeringaN2018aNilaNfbn 9.7 15

138
TranscriptomeNanalysisNofNtheNcyanobacteriumNSynechocystisNspcNPxxNkmehNandNmechanismsNofN
photoinhibitionNtoleranceNunderNextremeNhighNlightNconditionscNJournaldofdBiosciencedandd
BioengineeringaN2018aNfgkaNjnkbkeg

3.3 15

137 αetabolicNengineeringNofNisopropylNalcoholbproducingNzscherichiaNcoliNstrainsNwithNxbmetabolicNfluxN
analysiscNBiotechnologydanddBioengineeringaN2017aNffiaNglmgbglnh 4.9 15

136 αolecularNmechanismsNandNmetabolicNengineeringNofNglutamateNoverproductionNinN
xorynebacteriumNglutamicumcNSubsCellulardBiochemistryaN2012aNkiaNgkfbmf 5.5 15

135 ProteomicNanalysisNofNresponsesNtoNosmoticNstressNinNlaboratoryNandNsakebbrewingNstrainsNofN
SaccharomycesNcerevisiaecNProcessdBiochemistryaN2009aNiiaNkilbkjh 4.8 15

(2009-1997)
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134 ¹mprovementNofNΔblactateNproductionNbyNxYwgNgeneNdisruptionNinNaNrecombinantNSaccharomycesN
cerevisiaeNstrainNunderNlowNp³NconditioncNBiosciencerdBiotechnologydanddBiochemistryaN2008aNlgaNhekhbk 2.1 15

133 PhysiologicalNanalysisNofNyeastNcellsNbyNflowNcytometryNduringNserialbrepitchingNofNlowbmaltNbeerN
fermentationcNJournaldofdBiosciencedanddBioengineeringaN2007aNfehaNijfbk 3.3 15

132 xharacterizationNandNenzymaticNdegradationNofNmicrobialNcopolyesterNPVh³wbcobh³VWsNproducedNbyN
metabolicNreactionNmodelbbasedNsystemcNPolymerdDegradationdanddStabilityaN2006aNnfaNgnifbgnje 4.7 15

131 αetabolicNfluxNofNtheNoxidativeNpentoseNphosphateNpathwayNunderNlowNlightNconditionsNinN
SynechocystisNspcNPxxNkmehcNJournaldofdBiosciencedanddBioengineeringaN2018aNfgkaNhmbih 3.3 14

130 αetabolicN—luxNvnalysisNofNtheNSynechocystisNspcNPxxNkmehN˛�nrtvwxyNαutantNRevealsNaNαechanismN
forNαetabolicNvdaptationNtoNNitrogenbΔimitedNxonditionscNPlantdanddCelldPhysiologyaN2017aNjmaNjhlbjij 4.9 14

129 ReliableNαetabolicN—luxNzstimationNinNzscherichiaNcoliNxentralNxarbonNαetabolismNUsingN¹ntracellularN
—reeNvminoNvcidscNMetabolitesaN2014aNiaNiembge 5.6 14

128 SystemsNmetabolicNengineeringoNtheNcreationNofNmicrobialNcellNfactoriesNbyNrationalNmetabolicNdesignN
andNevolutioncNAdvancesdindBiochemicaldEngineeringuBiotechnologyaN2013aNfhfaNfbgh 1.7 14

127 SimultaneousNcontrolNofNapparentNextractNandNvolatileNcompoundsNconcentrationsNinNlowbmaltNbeerN
fermentationcNApplieddMicrobiologydanddBiotechnologyaN2006aNlhaNjinbjm 5.7 14

126 αagnesiumNstarvationNimprovesNproductionNofNmalonylbxovbderivedNmetabolitesNinNzscherichiaNcolicN
MetabolicdEngineeringaN2019aNjgaNgfjbggh 9.7 14

125 zffectNofNmalicNenzymeNonNethanolNproductionNbyNSynechocystisNspcNPxxNkmehcNJournaldofdBioscienced
anddBioengineeringaN2015aNffnaNmgbi 3.3 13

124 zffectNofNxarbonNandNNitrogenNvdditionsNonNxonsumptionNvctivityNofNvpparentNzxtractNofNYeastN
xellsNinNaNwrewingNProcesscNJournaldofdthedAmericandSocietydofdBrewingdChemistsaN2002aNkeaNfkhbfkn 1.9 13

123 vNmaximumNproductionNstrategyNofNlysineNbasedNonNaNsimplifiedNmodelNderivedNfromNaNmetabolicN
reactionNnetworkcNMetabolicdEngineeringaN1999aNfaNgnnbhem 9.7 13

122 TargetedNproteomeNanalysisNofNsinglebgeneNdeletionNstrainsNofNSaccharomycesNcerevisiaeNlackingN
enzymesNinNtheNcentralNcarbonNmetabolismcNPLoSdONEaN2017aNfgaNeeflglig 3.7 13

121
³eterologousNexpressionNofNbacterialNphosphoenolNpyruvateNcarboxylaseNandNzntnerbyoudoroffN
pathwayNinNSaccharomycesNcerevisiaeNforNimprovementNofNisobutanolNproductioncNJournaldofd
BiosciencedanddBioengineeringaN2017aNfgiaNgkhbgle

3.3 12

120
NanobscaleNliquidNchromatographyNcoupledNtoNtandemNmassNspectrometryNusingNtheNmultipleN
reactionNmonitoringNmodeNbasedNquantitativeNplatformNforNanalyzingNmultipleNenzymesNassociatedN
withNcentralNmetabolicNpathwaysNofNSaccharomycesNcerevisiaeNusingNultraNfastNmassNspectrometrycN
JournaldofdBiosciencedanddBioengineeringaN2015aNffnaNfflbge

3.3 12

119 yataNpreprocessingNandNoutputNevaluationNofNanNautoassociativeNneuralNnetworkNmodelNforNonlineN
faultNdetectionNinNvirginiamycinNproductioncNJournaldofdBiosciencedanddBioengineeringaN2002aNniaNlebll 3.3 12

118 znhancementNofNfajbdiaminopentaneNproductionNinNaNrecombinantNstrainNofNxorynebacteriumN
glutamicumNbyNTweenNieNadditioncNJournaldofdGeneraldanddApplieddMicrobiologyaN2016aNkgaNigbj 1.5 12

117 ¹nvestigationNofNusefulNcarbonNtracersNforNxbmetabolicNfluxNanalysisNofNbyNconsideringNfiveN
experimentallyNdeterminedNfluxNdistributionscNMetabolicdEngineeringdCommunicationsaN2016aNhaNfmlbfnj 6.5 12

Hiroshi Shimizu
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116 —luxNbalanceNanalysisNofNcyanobacteriaNrevealsNselectiveNuseNofNphotosyntheticNelectronNtransportN
componentsNunderNdifferentNspectralNlight´ conditionscNPhotosynthesisdResearchaN2020aNfihaNhfbih 3.7 12

115 αetabolicNimpactNofNnutrientNstarvationNinNmevalonatebproducingNzscherichiaNcolicNBioresourced
TechnologyaN2017aNgijaNfkhibfkie 11 11

114 xlassificationNofNfermentationNperformanceNbyNmultivariateNanalysisNbasedNonNmeanNhypothesisN
testingcNJournaldofdBiosciencedanddBioengineeringaN2002aNniaNgjfbgjl 3.3 11

113 ¹ntegratedNvnalysisNofNtheNTranscriptomeNandNαetabolomeNofNxorynebacteriumNglutamicumNduringN
Penicillinb¹nducedN lutamicNvcidNProductioncNBiotechnologydJournalaN2018aNfhaNefleekfg 5.6 10

112 yynamicNchangeNinNpromoterNactivationNduringNlysineNbiosynthesisNinNzscherichiaNcoliNcellscNMoleculard
BioSystemsaN2008aNiaNfgmbhi 10

111 αodelNpredictiveNcontrollerNforNbiodegradableNpolyhydroxyalkanoateNproductionNinNfedbbatchN
culturecNJournaldofdBiotechnologyaN2002aNnjaNfjlbkn 3.7 10

110
 xbαSdαSNsurveyNofNcollisionbinducedNdissociationNofNtertbbutyldimethylsilylbderivatizedNaminoN
acidsNandNitsNapplicationNtoNVfhWxbmetabolicNfluxNanalysisNofNzscherichiaNcoliNcentralNmetabolismcN
AnalyticaldanddBioanalyticaldChemistryaN2016aNiemaNkfhhbie

4.4 10

109 αetabolicNcharacterizationNofNculturedNmammalianNcellsNbyNmassNbalanceNanalysisaNtracerNlabelingN
experimentsNandNcomputerbaidedNsimulationscNJournaldofdBiosciencedanddBioengineeringaN2015aNfgeaNlgjbhf3.3 9

108 znhancedNdipicolinicNacidNproductionNduringNtheNstationaryNphaseNinNwacillusNsubtilisNbyNblockingN
acetoinNsynthesiscNBiosciencerdBiotechnologydanddBiochemistryaN2015aNlnaNgelhbme 2.1 9

107 SSyesignoNxomputationalNmetabolicNpathwayNdesignNbasedNonNfluxNvariabilityNusingNelementaryNfluxN
modescNBiotechnologydanddBioengineeringaN2015aNffgaNljnbkm 4.9 9

106
RobustnessNofNcascadeNp³NandNdissolvedNoxygenNcontrolNinNsymbioticNnisinNproductionNprocessN
systemNofNΔactococcusNlactisNandN−luyveromycesNmarxianuscNJournaldofdBiosciencedandd
BioengineeringaN2006aNfefaNglibk

3.3 9

105 xomputationalNpredictionNofNimpactNofNreroutingNtheNcarbonNfluxNinNmetabolicNpathwayNonNcellN
growthNandNnisinNproductionNbyNΔactococcusNlactiscNBiochemicaldEngineeringdJournalaN2006aNgmaNggebghe 4.2 9

104 zffectNofNpreciseNcontrolNofNfluxNratioNbetweenNtheNglycolyticNpathwaysNonNmevalonateNproductionNinN
zscherichiaNcolicNBiotechnologydanddBioengineeringaN2019aNffkaNfemebfemm 4.9 9

103 xomparisonNofNmetabolicNprofilesNofNyeastsNbasedNonNtheNdifferenceNofNtheNxrabtreeNpositiveNandN
negativecNJournaldofdBiosciencedanddBioengineeringaN2020aNfgnaNjgbjm 3.3 9

102 xbmetabolicNfluxNanalysisNofNethanolbassimilatingNSaccharomycesNcerevisiaeNforN
SbadenosylbΔbmethionineNproductioncNMicrobialdCelldFactoriesaN2018aNflaNmg 6.4 9

101 xbαetabolicN—luxNvnalysisNRevealsNzffectNofNPhenolNonNxentralNxarbonNαetabolismNincNFrontiersdind
MicrobiologyaN2019aNfeaNfefe 5.7 8

100 vnalysisNofNheminNeffectNonNlactateNreductionNinNΔactococcusNlactiscNJournaldofdBiosciencedandd
BioengineeringaN2007aNfehaNjgnbhi 3.3 8

99 yNvNmicroarrayNanalysisNonSaccharomycesNcerevisiaeNunderNhighNcarbonNdioxideNconcentrationNinN
fermentationNprocesscNBiotechnologydanddBioprocessdEngineeringaN2005aNfeaNijfbikf 3.1 8

(2005-2020)

9



98 xomparativeNTargetedNProteomicsNofNtheNxentralNαetabolismNandNPhotosystemsNinNSigzNαutantN
StrainsNofNspcNPxxNkmehcNMoleculesaN2018aNghaN 4.8 8

97 TreatmentNofNRetinoblastomaNfb¹ntactN³epatocellularNxarcinomaNWithNxyclinbyependentN−inaseNidkN
¹nhibitorNxombinationNTherapycNHepatologyaN2021aNliaNfnlfbfnnh 11.2 8

96 αaximumNvirginiamycinNproductionNbyNoptimizationNofNcultivationNconditionsNinNbatchNcultureNwithN
autoregulatorNadditionN1996aNinaNihl 8

95 —luxNcontrollingNtechnologyNforNcentralNcarbonNmetabolismNforNefficientNmicrobialNbiobproductioncN
CurrentdOpiniondindBiotechnologyaN2020aNkiaNfknbfli 11.4 7

94 ΔightbinducibleNfluxNcontrolNofNtriosephosphateNisomeraseNonNglycolysisNinNzscherichiaNcolicN
BiotechnologydanddBioengineeringaN2019aNffkaNhgngbhhee 4.9 7

93 SystemsNmetabolicNengineeringNforNtheNproductionNofNbiobnylonNprecursorcNBiotechnologydJournalaN
2013aNmaNjfhbi 5.6 7

92 αethodNofNxorynebacteriumNglutamicumNfermentationNtimeNextensionNwithNhighNlysineNproductionN
rateNbyNleucineNadditioncNJournaldofdBiosciencedanddBioengineeringaN1998aNmkaNfmebfmi 7

91 −ineticNmodelingNofNkefiranNproductionNinNmixedNcultureNofNΔactobacillusNkefiranofaciensNandN
SaccharomycesNcerevisiaecNProcessdBiochemistryaN2007aNigaNjlebjln 4.8 7

90
NonisothermalNxrystallizationN−ineticsNofNwiodegradableNRandomN
PolyVhbhydroxybutyratebcobhbhydroxyvalerateWNandNwlockNOnecNJournaldofdChemicaldEngineeringdofd
JapanaN2003aNhkaNkhnbkik

0.8 7

89 vssessmentNofNProteinNxontentNandNPhosphorylationNΔevelNinNspcNPxxNkmehNunderNVariousN rowthN
xonditionsNUsingNQuantitativeNPhosphoproteomicNvnalysiscNMoleculesaN2020aNgjaN 4.8 7

88 xharacterizationNofNoilbproducingNyeastNΔipomycesNstarkeyiNonNglycerolNcarbonNsourceNbasedNonN
metabolomicsNandNxblabelingcNApplieddMicrobiologydanddBiotechnologyaN2018aNfegaNmnenbmnge 5.7 7

87 PulmonaryNTumorNThromboticNαicroangiopathyNbNvntemortemNyiagnosisNWithNPulmonaryNvrteryN
WedgeNwloodNxellNSamplingNinNaNRecurrentNwreastNxancerNPatientcNCirculationdJournalaN2017aNmfaNfnjnbfnke2.9 6

86 PredictionNofN³opelessNPeptidesNUnlikelyNtoNbeNSelectedNforNTargetedNProteomeNvnalysiscNMassd
SpectrometryaN2017aNkaNveejk 1.7 6

85 OnbΔineNzstimationNandNxontrolNofNvpparentNzxtractNxoncentrationNinNΔowbαaltNweerN—ermentationcN
JournaldofdthedInstitutedofdBrewingaN2005aNfffaNfgmbfhk 2 6

84  lutamicNvcidN—ermentationoNyiscoveryNofN lutamicNvcidbProducingNαicroorganismsaNvnalysisNofNtheN
ProductionNαechanismaNαetabolicNzngineeringaNandN¹ndustrialNProductionNProcessN2016aNhhnbhke 6

83 SclerotherapyNforNRectalNVaricesNbyNaNSmallbworeNNeedleNPunctureNThroughNtheN reaterNSciaticN
—oramencNCardioVasculardanddInterventionaldRadiologyaN2018aNifaNhflbhgg 2.7 5

82 vrtPathyesignoNrationalNheterologousNpathwayNdesignNsystemNforNtheNproductionNofNnonnativeN
metabolitescNJournaldofdBiosciencedanddBioengineeringaN2013aNffkaNjgibl 3.3 5

81 vnalysisNofNmetabolicNnetworkNbasedNonNconservationNofNmolecularNstructurecNBioSystemsaN2009aNnjaNfljbm1.9 5

Hiroshi Shimizu
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80 RolesNofNglucoseNandNacetateNasNcarbonNsourcesNinlbhistidineNproductionNwithwrevibacteriumNflavumN
—zRαfjkiNrevealedNbyNmetabolicNfluxNanalysiscNBiotechnologydanddBioprocessdEngineeringaN2002aNlaNflfbfll3.1 5

79 OnblineNrecognitionNofNphysiologicalNstateNinNaNyeastNfedbbatchNculturecNJournaldofdProcessdControlaN
1996aNkaNhlhbhlm 3.9 5

78 yevelopmentNofNaNphysicalNmodelbbasedNalgorithmNforNtheNdetectionNofNsinglebnucleotideN
substitutionsNbyNusingNtilingNmicroarrayscNPLoSdONEaN2013aNmaNejijlf 3.7 5

77 yataNpreprocessingNandNoutputNevaluationNofNanNautoassociativeNneuralNnetworkNmodelNforNonlineN
faultNdetectionNinNvirginiamycinNproductioncNJournaldofdBiosciencedanddBioengineeringaN2002aNniaNlebl 3.3 5

76 yataNsciencebbasedNmodelingNofNtheNlysineNfermentationNprocesscNJournaldofdBiosciencedandd
BioengineeringaN2020aNfheaNienbifj 3.3 5

75 TimebresolvedNanalysisNofNshortNtermNmetabolicNadaptationNatNdarkNtransitionNinNSynechocystisNspcN
PxxNkmehcNJournaldofdBiosciencedanddBioengineeringaN2019aNfgmaNigibigm 3.3 4

74 TheophyllinebinducibleNriboswitchNaccuratelyNregulatesNproteinNexpressionNatNlowNlevelNinN
zscherichiaNcolicNBiotechnologydLettersaN2019aNifaNlihbljf 3 4

73 zffectsNofNmutationsNofN ¹yNproteinbcodingNgenesNonNmalateNproductionNandNenzymeNexpressionN
profilesNinNSaccharomycesNcerevisiaecNApplieddMicrobiologydanddBiotechnologyaN2020aNfeiaNinlfbinmh 5.7 4

72 PotentialNofNaNSaccharomycesNcerevisiaeNrecombinantNstrainNlackingNethanolNandNglycerolN
biosynthesisNpathwaysNinNefficientNanaerobicNbioproductioncNBioengineeredaN2014aNjaNfghbm 5.7 4

71 vnalysisNofNstochasticityNinNpromoterNactivationNbyNusingNaNdualbfluorescenceNreporterNsystemcN
BioSystemsaN2009aNnlaNfkebi 1.9 4

70 αetabolicNpathwayNrecruitingNthroughNgenomicNdataNanalysisNforNindustrialNapplicationNofN
SaccharomycesNcerevisiaecNBiochemicaldEngineeringdJournalaN2007aNhkaNgmbhl 4.2 4

69 vnalysisNofNfluctuationNinNproteinNabundanceNwithoutNpromoterNregulationNbasedNonNzscherichiaNcoliN
continuousNculturecNBioSystemsaN2007aNneaNkfibgg 1.9 4

68 αeasurementNofNenzymeNreactionNratesNusingNadvancedNp³NcontrolNsystemoNapplicationNofNrepetitiveN
P—NsystemcNBiotechnologydanddBioengineeringaN1989aNhiaNlnibmeh 4.9 4

67 αutationsNinNhikgkNandNslrfnfkNleadNtoNhighblightNstressNtoleranceNinNSynechocystisNspcNPxxkmehcN
CommunicationsdBiologyaN2021aNiaNhih 6.7 4

66 —ragmentationNofNyicarboxylicNandNTricarboxylicNvcidsNinNtheN−rebsNxycleNUsingN xbz¹bαSNandN
 xbz¹bαSdαScNMassdSpectrometryaN2019aNmaNveelh 1.7 4

65
SugarNphosphateNanalysisNwithNbaselineNseparationNandNsoftNionizationNbyNgasN
chromatographybnegativeNchemicalNionizationbmassNspectrometryNimprovesNfluxNestimationNofN
bidirectionalNreactionsNinNcancerNcellscNMetabolicdEngineeringaN2019aNjfaNihbin

9.7 4

64 TargetedNproteomeNanalysisNofNmicroalgaeNunderNhighblightNconditionsNbyNoptimizedNproteinN
extractionNofNphotosyntheticNorganismscNJournaldofdBiosciencedanddBioengineeringaN2019aNfglaNhnibieg 3.3 4

63 zstimationNofNlinearNandNcyclicNelectronNflowsNinNphotosynthesisNbasedNonNxbmetabolicNfluxNanalysiscN
JournaldofdBiosciencedanddBioengineeringaN2021aNfhfaNgllbgmg 3.3 4

(2021-2002)

11



62 ¹dentificationNofNaNrateblimitingNstepNinNaNmetabolicNpathwayNusingNtheNkineticNmodelNandNin´ vitroN
experimentcNJournaldofdBiosciencedanddBioengineeringaN2021aNfhfaNglfbglk 3.3 4

61 RoleNofNtypeN¹NNvy³NdehydrogenaseNinNSynechocystisNspcNPxxNkmehNunderNphycobilisomeNexcitedN
redNlightcNPlantdScienceaN2021aNheiaNffelnm 5.3 4

60 αassNSpectrometrybwasedNαethodNtoNStudyN¹nhibitorb¹nducedNαetabolicNRedirectionNinNtheNxentralN
αetabolismNofNxancerNxellscNMassdSpectrometryaN2018aNlaNveekl 1.7 4

59 TranscriptionN—actorNvrcvNisNaN—luxNSensorNforNtheNOxygenNxonsumptionNRateNinNzscherichiaNcolicN
BiotechnologydJournalaN2020aNfjaNefneehjh 5.6 3

58 xomparativeNanalysisNofNfermentationNandNenzymeNexpressionNprofilesNamongNindustrialN
SaccharomycesNcerevisiaeNstrainscNApplieddMicrobiologydanddBiotechnologyaN2018aNfegaNlelfblemf 5.7 3

57 RepressionNofNmitochondrialNmetabolismNforNcytosolicNpyruvatebderivedNchemicalNproductionNinN
SaccharomycesNcerevisiaecNMicrobialdCelldFactoriesaN2019aNfmaNfll 6.4 3

56  lutamicNvcidN2014aNilhbinj 3

55
 enomebwideNidentificationNofNtheNtargetsNforNgeneticNmanipulationNtoNimproveNΔblactateN
productionNbyNSaccharomycesNcerevisiaeNbyNusingNaNsinglebgeneNdeletionNstrainNcollectioncNJournaldofd
BiotechnologyaN2013aNfkmaNfmjbnh

3.7 3

54 yesignNofNSuperiorNxellN—actoriesNwasedNonNSystemsNWideNOmicsNvnalysisN2012aNjlbmf 3

53  enomebwideNanalysisNofNtheNeffectsNofNlocationNandNnumberNofNstressNresponseNelementsNonNgeneN
expressionNinNSaccharomycesNcerevisiaecNJournaldofdBiosciencedanddBioengineeringaN2008aNfekaNjelbfe 3.3 3

52 xomparisonNofNestimationNtechniquesNforNaNtimebdependentNparameterNinNaNmetabolicNreactionN
modelcNJournaldofdBiosciencedanddBioengineeringaN1996aNmfaNhkhbhkj 3

51 OptimalNxblabelingNofNglycerolNcarbonNsourceNforNpreciseNfluxNestimationNinNzscherichiaNcolicNJournald
ofdBiosciencedanddBioengineeringaN2018aNfgjaNhefbhej 3.3 3

50 yevelopmentNofNxobxultureNSystemsNofNΔacticNvcidNwacteriaNandNYeastsNforNwioproductioncNJapanesed
JournaldofdLacticdAciddBacteriaaN2005aNfkaNgbfe 0 2

49 xalculationNofNoptimalNtrajectoriesNforNfermentationNprocessesNbyNgeneticNalgorithmcNJournaldofd
BiosciencedanddBioengineeringaN1993aNljaNili 2

48 αicrobialN¹nteractionNinNaNSymbioticNwioprocessNofNΔacticNvcidNwacteriumNandNyiaryNYeastcNLectured
NotesdindComputerdScienceaN2006aNnhbfek 0.9 2

47 RandomNTransferNofN enesNintoNRevealsNaNxomplexNwackgroundNofN³eatNTolerancecNJournaldofdFungid
mBaselrdSwitzerlandnaN2021aNlaN 5.6 2

46
zxpressionNofNSaccharomycesNcerevisiaeNcyNvsNtoNenhanceNtheNgrowthNofNnonbethanolbproducingN
Sc´ cerevisiaeNstrainsNlackingNpyruvateNdecarboxylasescNJournaldofdBiosciencedanddBioengineeringaN2018
aNfgkaNhflbhgf

3.3 1

45 vNrareNcaseNofNlongbtermNsurvivalNwithNidiopathicNdilatationNofNtheNpulmonaryNarterycNInternationald
JournaldofdCardiologyaN2016aNgghaNhhlbhhn 3.2 1

Hiroshi Shimizu
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44 vnalysisNofNlagerNbrewingNyeastNatNlowNtemperatureNfermentationNusingNyNvNmicroarraycNJournaldofd
BiotechnologyaN2008aNfhkaNShjfbShjg 3.7 1

43
ReductionNofNlactateNproductionNinNΔactococcusNlactisaNaNcombinedNstrategyoNmetabolicNengineeringN
byNintroducingNforeignNalanineNdehydrogenaseNgeneNandNheminNadditioncNWorlddJournaldofd
MicrobiologydanddBiotechnologyaN2007aNghaNnilbnjh

4.4 1

42 QualityNxontrolNofNPolyhydroxyalkanoatesNinN—edbwatchNxultureNwasedNonNaNαetabolicNReactionN
αodelcNIFACdPostprintdVolumesdIPPVdudInternationaldFederationdofdAutomaticdControlaN2001aNhiaNgefbgek 1

41 αetabolicNxontrolNvnalysisNinN lutamateNSyntheticNPathwayoNzxperimentalNSensitivityNvnalysisNatNaN
−eyNwranchNPointcNACSdSymposiumdSeriesaN2002aNhnbjg 0.4 1

40 wacteriocinNProductionNProcessNbyNaNαixedNxultureNSystemhnjbiff 1

39 αetabolicNzngineeringcN¹ntegratingNαethodologiesNofNαolecularNwreedingNandNwioprocessNSystemsN
zngineeringccNJournaldofdBiosciencedanddBioengineeringaN2002aNniaNjkhbjlh 3.3 1

38 αaximumNProductionNofN lutathioneNinN—edbbatchNxultureNofNSaccharomycescerevisiaeN1989aNhlhbhll 1

37 xontrolNofNαolecularNWeightNyistributionNandNαoleN—ractionNinNPolyVbyVâ��WbhbhydroxyalkanoateWN
VP³vWNProductionNbyNvlcaligenesNeutrophuscNStudiesdindPolymerdScienceaN1994aNfgaNhkjbhlg 1

36 NovelNallostericNinhibitionNofNphosphoribulokinaseNidentifiedNbyNensembleNkineticNmodelingNofNspcN
PxxNkmehNmetabolismcNMetabolicdEngineeringdCommunicationsaN2020aNffaNeeefjh 6.5 1

35 ³ighbthroughputNlaboratoryNevolutionNofzscherichiaNcoliunderNmultipleNstressNenvironments 1

34 yirectNandNquantitativeNanalysisNofNalteredNmetabolicNfluxNdistributionsNandNcellularNvTPNproductionN
pathwayNinNfumarateNhydratasebdiminishedNcellscNScientificdReportsaN2020aNfeaNfhekj 4.9 1

33 PositiveNeffectsNofNprolineNadditionNonNtheNcentralNmetabolismNofNwildbtypeNandNlacticN
acidbproducingNSaccharomycesNcerevisiaeNstrainscNBioprocessdanddBiosystemsdEngineeringaN2016aNhnaNflffbk3.7 1

32 ThioredoxinNpathwayNinNvnabaenaNspcNPxxNlfgeoNactivityNofNNvyP³bthioredoxinNreductaseNxcN
JournaldofdBiochemistryaN2021aNfknaNlenblfn 3.1 1

31 SoftbsensorNdevelopmentNforNmonitoringNtheNlysineNfermentationNprocesscNJournaldofdBiosciencedandd
BioengineeringaN2021aNfhgaNfmhbfmn 3.3 1

30 ProteomeNanalysisNofNresponseNtoNdifferentNspectralNlightNirradiationNinNSynechocystisNspcNPxxNkmehcN
JournaldofdProteomicsaN2021aNgikaNfeihek 3.9 1

29 RecentNadvancesNinNmetabolicNengineeringbintegrationNofNinNsilicoNdesignNandNexperimentalNanalysisN
ofNmetabolicNpathwayscNJournaldofdBiosciencedanddBioengineeringaN2021aNfhgaNignbihk 3.3 1

28 αaximumNproductionNstrategyNforNbiodegradableNcopolymerNPV³wbcob³VWNinNfedbbatchNcultureNofN
vlcaligenesNeutrophusN1999aNkgaNjfm 1

27 αetabolicNengineeringbbintegratingNmethodologiesNofNmolecularNbreedingNandNbioprocessNsystemsN
engineeringcNJournaldofdBiosciencedanddBioengineeringaN2002aNniaNjkhblh 3.3 1

(2002-2008)
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26 xlassificationNofNfermentationNperformanceNbyNmultivariateNanalysisNbasedNonNmeanNhypothesisN
testingcNJournaldofdBiosciencedanddBioengineeringaN2002aNniaNgjfbl 3.3 1

25 PredictionNofNRatebΔimitingNReactionsNforN rowthbvssociatedNProductionNUsingNaNxonstraintbwasedN
vpproachcNBiotechnologydJournalaN2019aNfiaNefmeeihf 5.6 0

24 ReactorNcontrolNsystemNinNbacterialNcobcultureNbasedNonNfluorescentNproteinsNusingNanN
vrduinobbasedNhomebmadeNdevicecNBiotechnologydJournalaN2021aNfkaNegfeefkn 5.6 0

23 mfapyoNvnNopenbsourceNPythonNpackageNforNxbbasedNmetabolicNfluxNanalysiscNMetabolicdEngineeringd
CommunicationsaN2021aNfhaNeeefll 6.5 0

22 Omicsb¹ntegratedNvpproachNforNαetabolicNStateNvnalysisNofNαicrobialNProcessesN2017aNgfhbghk

21 xontrolNofNαicrobialNProcessesN2017aNghlbgjm

20 ¹nNSilicoNαetabolicNPathwayNyesignNandNfhxbwasedNαetabolicN—luxNvnalysisNforNwiobProductioncN
KagakudTodSeibutsuaN2015aNjhaNijjbikf 0

19 vNmodelbbasedNanalysisNmethodNforNdetectionNofNsinglebbaseNsubstitutionNusingNresequencingN
microarrayscNJournaldofdBiosciencedanddBioengineeringaN2009aNfemaNSfke 3.3

18 —luxNbalanceNanalysisNofNxorynebacteriumNglutamicumNusingNaNgenomebscaleNmetabolicNmodelcN
JournaldofdBiosciencedanddBioengineeringaN2009aNfemaNSfkk 3.3

17 ¹NVzRSzNαzTvwOΔ¹xNzN ¹NzzR¹N NwYN¹NTz RvT¹ONNO—NαUΔT¹PΔzNOα¹xSNvNvΔYSzScNIFACd
PostprintdVolumesdIPPVdudInternationaldFederationdofdAutomaticdControlaN2007aNieaNfnbgi

16 hPhjiNvnalysisNofNtheNrelationshipNbetweenNnoiseNinNgeneNexpressionNandNtheNregulatoryNstuructureN
inNaminoNacidNbiosynthesisNpathwayVOthersaPosterNPresentationsWcNSeibutsudButsuriaN2007aNilaNSgnf 0

15 SimultaneousNxontrolNofNvpparentNzxtractNandNVolatileNxompoundsNxoncentrationsNinNweerN
—ermentationcNIFACdPostprintdVolumesdIPPVdudInternationaldFederationdofdAutomaticdControlaN2004aNhlaNijfbijk

14
ΔearningNfromNtheNWisdomNofNtheNzcosystemoNNovelNxontrolNStrategyNzxploitingNαicrobialN
¹nteractionNinNxobxultureNSystemcNIFACdPostprintdVolumesdIPPVdudInternationaldFederationdofd
AutomaticdControlaN2001aNhiaNfmnbfni

13 tttttttttttttttttcNNippondNogeikagakudKaishiaN2001aNljaNklmbkmg

12 OptimizationNofNyissolvedNOxygenNSupplyNαethodNforNαaximumNVirginiamycinNProductioncNIFACd
PostprintdVolumesdIPPVdudInternationaldFederationdofdAutomaticdControlaN1998aNhfaNfnhbfnm

11 yatabaseNαiningNToolsNforNwioprocessNvnalysiscNIFACdPostprintdVolumesdIPPVdudInternationald
FederationdofdAutomaticdControlaN1998aNhfaNiejbife

10 OptimalNProductionNofNwiodegradableNxopolymeraNPV³wbcob³VWaNinN—edbwatchNxultureNofNvlcaligenesN
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