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35 MouseSgenomicSvariationSandSitsSeffectSonSphenotypesSandSgeneSregulationjSNaturehS2011hSpsshSntuiup 50.4 1087

34 mhmoqSGenomesSRevealStheSGlobalSPatternSofSPolymorphismSinSArabidopsisSthalianajSCellhS2016hSmrrhSptmipum56.2 620

33 SparseSwholeigenomeSsequencingSidentifiesStwoSlociSforSmajorSdepressiveSdisorderjSNaturehS2015hS
qnohSqttium 50.4 584

32 MultipleSreferenceSgenomesSandStranscriptomesSforSArabidopsisSthalianajSNaturehS2011hSpsshSpmuino 50.4 495

31 EpigenomicSDiversitySinSaSGlobalSCollectionSofSArabidopsisSthalianaSAccessionsjSCellhS2016hSmrrhSpuniqlq 56.2 353

30 SequenceibasedScharacterizationSofSstructuralSvariationSinStheSmouseSgenomejSNaturehS2011hSpsshSonriu 50.4 230

29 LeafSshapeSevolutionSthroughSduplicationhSregulatorySdiversificationhSandSlossSofSaShomeoboxSgenejS
SciencehS2014hSopohSstlio 33.3 188

28 MolecularSsignaturesSofSmajorSdepressionjSCurrenttBiologyhS2015hSnqhSmmpriqr 6.3 162

27 CommerciallySavailableSoutbredSmiceSforSgenomeiwideSassociationSstudiesjSPLoStGeneticshS2010hSrhSemllmltq6 102

26 GenomeiwideSanalysisSofSmutationsSinSmutantSlineagesSselectedSfollowingSfastineutronSirradiationS
mutagenesisSofSArabidopsisSthalianajSGenometResearchhS2012hSnnhSmolrimq 9.7 87

25 MorphomechanicalSInnovationSDrivesSExplosiveSSeedSDispersaljSCellhS2016hSmrrhSnnnioo 56.2 86

24 MicroarraySmissingSdataSimputationSbasedSonSaSsetStheoreticSframeworkSandSbiologicalSknowledgejS
NucleictAcidstResearchhS2006hSophSmrltimu 20.1 79

23 RegenerantSArabidopsisSlineagesSdisplaySaSdistinctSgenomeiwideSspectrumSofSmutationsSconferringS
variantSphenotypesjSCurrenttBiologyhS2011hSnmhSmotqiul 6.3 65

22 ResolvingStheSbackboneSofStheSBrassicaceaeSphylogenySforSinvestigatingStraitSdiversityjSNewt
PhytologisthS2019hSnnnhSmrotimrqm 9.8 62

21 CardamineShirsutavSaSversatileSgeneticSsystemSforScomparativeSstudiesjSPlanttJournalhS2014hSsthSmimq 6.9 61

20 TheSarchitectureSofSparentiofioriginSeffectsSinSmicejSCellhS2014hSmqrhSoonipn 56.2 59

19 DiscoveringSbiclustersSinSgeneSexpressionSdataSbasedSonShighidimensionalSlinearSgeometriesjSBMCt
BioinformaticshS2008hSuhSnlu 3.6 59
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18 TheSCardamineShirsutaSgenomeSoffersSinsightSintoStheSevolutionSofSmorphologicalSdiversityjSNaturet
PlantshS2016hSnhSmrmrs 11.5 56

17 ASWOXkAuxinSBiosynthesisSModuleSControlsSGrowthStoSShapeSLeafSFormjSCurrenttBiologyhS2020hSolhSptqsiptrtjer6.3 22

16 GenomicSRearrangementsSinSConsideredSasSQuantitativeSTraitsjSGeneticshS2017hSnlqhSmpnqimppm 4 15

15 LMImShomeodomainSproteinSregulatesSorganSproportionsSbySspatialSmodulationSofS
endoreduplicationjSGenestandtDevelopmenthS2018hSonhSmormimorr 12.6 15

14 PhotoreceptorSActivitySContributesStoSContrastingSResponsesStoSShadeSinSCardamineSandS
ArabidopsisSSeedlingsjSPlanttCellhS2019hSomhSnrpuinrro 11.6 12

13 AutoregulationSofSRCOSbySLowiAffinitySBindingSModulatesSCytokininSActionSandSShapesSLeafS
DiversityjSCurrenttBiologyhS2019hSnuhSpmtoipmunjer 6.3 10

12 ExtendingStheSmodelSofSArabidopsisStelomereSlengthSandScompositionSacrossSBrassicaceaejS
ChromosometResearchhS2014hSnnhSmqoirr 4.4 8

11 GeneSexpressionSevolutionSinSpatternitriggeredSimmunitySwithinSArabidopsisSthalianaSandSacrossS
BrassicaceaeSspeciesjSPlanttCellhS2021hS 11.6 8

10 BlockingSartifactSreductionSinScompressedSimagesSbasedSonSedgeiadaptiveSquadrangleSmeshesjS
JournaltoftVisualtCommunicationtandtImagetRepresentationhS2003hSmphSpuniqls 2.7 5

9 MicroarrayibasedSultraihighSresolutionSdiscoverySofSgenomicSdeletionSmutationsjSBMCtGenomicshS
2014hSmqhSnnp 4.5 4

8 MicroarrayibasedSoptimizationStoSdetectSgenomicSdeletionSmutationsjSGenomicstDatahS2014hSnhSqoiqp 4

7 BeyondSfloweringStimevSdiverseSrolesSofSanSAPETALAnilikeStranscriptionSfactorSinSshootSarchitectureS
andSperennialStraitsjSNewtPhytologisthS2021hSnnuhSpppipqu 9.8 4

6 ComplementSGenomeSAnnotationSLiftSOverSUsingSaSWeightedSSequenceSAlignmentSStrategyjS
FrontierstintGeneticshS2019hSmlhSmlpr 4.5 3

5 RecoverySofSnovelSassociationSlociSinSArabidopsisSthalianaSandSDrosophilaSmelanogasterSthroughS
leveragingSINDELsSassociationSandSintegratedSburdenStestjSPLoStGeneticshS2018hSmphSemllsruu 6 3

4 GeneSexpressionSevolutionSinSpatternitriggeredSimmunitySwithinSArabidopsisSthalianaSandSacrossS
BrassicaceaeSspecies 2

3 FineiscaleSempiricalSdataSonSnicheSdivergenceSandShomeologSexpressionSpatternsSinSanSallopolyploidS
andSitsSdiploidSprogenitorSspeciesjSNewtPhytologisthS2021hSnnuhSoqtsiorlm 9.8 2

2 BiclusterSAnalysisSforSCoherentSPatternSDiscoveryS2015hSmrrqimrsp 1

1 MicroarraySGeneSExpressionSDataSAnalysisS2010hSrnoirql 0
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