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i Paper IF Citations

398
TheHS–oRTscreenHTrialhHaHrandomisedHcontrolledHtrialHinvestigatingHtheHefficacyHofHaHuPUendorsedH
narrativeHS–SHtoHincreaseHparticipationHinHtheHoustralianH ationalHpowelHqancerHScreeningH
ProgramVVHTrialsTH2022THZaTHaY

2.8

397 uenomeUwideHassociationHstudyHidentifiesHtumorHanatomicalHsiteUspecificHriskHvariantsHforHcolorectalH
cancerHsurvivalVVHScientificbReportsTH2022THYZTHYZe 4.9 2

396 ueneticallyHproxiedHtherapeuticHinhibitionHofHantihypertensiveHdrugHtargetsHandHriskHofHcommonH
cancershHoHmendelianHrandomizationHanalysisVVHPLoSbMedicineTH2022THYgTHeYXXafge 11.6 2

395 tamilialHospectsHofH–ammographicHrensityH–easuresHossociatedHwithHpreastHqancerHRiskVVHCancersTH
2022THYbTH 6.6 2

394
peyondHuWoSHofHqolorectalHqancerhHsvidenceHofHwnteractionHwithHolcoholHqonsumptionHandH
PutativeHqausalHVariantHforHtheHYXqZbVZHRegionVVHCancerbEpidemiologybBiomarkersbandbPreventionTH
2022THOtYUOtYa

4 0

393 sxploringHaHnovelHmethodHforHoptimisingHtheHimplementationHofHaHcolorectalHcancerHriskHpredictionH
toolHintoHprimaryHcarehHaHqualitativeHstudyVVHImplementationbScienceTH2022THYeTHaY 8.4 0

392 ueneticHospectsHofH–ammographicHrensityH–easuresHossociatedHwithHpreastHqancerHRiskVHCancersTH
2022THYbTHZede 6.6

391 RareHgermlineHvariantsHinHtheHoXw ZHgeneHinHfamiliesHwithHcolonicHpolyposisHandHcolorectalHcancerVH
FamilialbCancerTH2021THY 3 0

390 uermlineHandHTumorHSequencingHasHaHriagnosticHToolHToHResolveHSuspectedHzynchHSyndromeVH
JournalbofbMolecularbDiagnosticsTH2021THZaTHacfUaeY 5.1 1

389 ResponseHtoHziHandHvopperVHAmericanbJournalbofbHumanbGeneticsTH2021THYXfTHcZeUcZg 11 1

388 ossessmentHofHaHPolygenicHRiskHScoreHforHqolorectalHqancerHtoHPredictHRiskHofHzynchHSyndromeH
qolorectalHqancerVHJNCIbCancerbSpectrumTH2021THcTHpkabXZZ 4.6 2

387
UptakeHofHhysterectomyHandHbilateralHsalpingoUoophorectomyHinHcarriersHofHpathogenicHmismatchH
repairHvariantshHaHProspectiveHzynchHSyndromeHratabaseHreportVHEuropeanbJournalbofbCancerTH2021TH
YbfTHYZbUYaa

7.5 2

386  ongeneticHreterminantsHofHRiskHfor´ sarlyUOnsetHqolorectalHqancerVHJNCIbCancerbSpectrumTH2021THcTHpkabXZg4.6 15

385 r oH–ethylationHSignaturesHandHtheHqontributionHofHogeUossociatedH–ethylomicHrriftHtoH
qarcinogenesisHinHsarlyUOnsetHqolorectalHqancerVHCancersTH2021THYaTH 6.6 3

384
ueneticallyHPredictedHqirculatingHqUReactiveHProteinHqoncentrationHandHqolorectalHqancerHSurvivalhH
oH–endelianHRandomizationHqonsortiumHStudyVHCancerbEpidemiologybBiomarkersbandbPreventionTH
2021THaXTHYabgUYacf

4 1

383 ossociationHpetweenHSmokingHandH–olecularHSubtypesHofHqolorectalHqancerVHJNCIbCancerbSpectrumTH
2021THcTHpkabXcd 4.6 2

382
 oHrifferenceHinHPenetranceHbetweenHTruncatingHandH–issenseWoberrantHSplicingHPathogenicH
VariantsHinHandHhHoHProspectiveHzynchHSyndromeHratabaseHStudyVHJournalbofbClinicalbMedicineTH2021TH
YXTH

5.1 1
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381 ossociationHofHpodyH–assHwndexHWithHqolorectalHqancerHRiskHbyHuenomeUWideHVariantsVHJournalbofb
thebNationalbCancerbInstituteTH2021THYYaTHafUbe 9.7 6

380 onalysisHinHtheHProspectiveHzynchHSyndromeHratabaseHidentifiesHsarcomaHasHpartHofHtheHzynchH
syndromeHtumorHspectrumVHInternationalbJournalbofbCancerTH2021THYbfTHcYZUcYa 7.5 2

379 wdentifyingH ovelHSusceptibilityHuenesHforHqolorectalHqancerHRiskHtromHaHTranscriptomeUWideH
ossociationHStudyHofHYZcTbefHSubjectsVHGastroenterologyTH2021THYdXTHYYdbUYYefVed 13.3 15

378
RiskUreducingHhysterectomyHandHbilateralHsalpingoUoophorectomyHinHfemaleHheterozygotesHofH
pathogenicHmismatchHrepairHvariantshHaHProspectiveHzynchHSyndromeHratabaseHreportVHGeneticsbinb
MedicineTH2021THZaTHeXcUeYZ

8.1 9

377  ovelHmammogramUbasedHmeasuresHimproveHbreastHcancerHriskHpredictionHbeyondHanHestablishedH
mammographicHdensityHmeasureVHInternationalbJournalbofbCancerTH2021THYbfTHZYgaUZZXZ 7.5 8

376 ossociationsHofHveightHWithHtheHRisksHofHqolorectalHandHsndometrialHqancerHinHPersonsHWithHzynchH
SyndromeVHAmericanbJournalbofbEpidemiologyTH2021THYgXTHZaXUZaf 3.8 0

375 svaluatingHtheHutilityHofHtumourHmutationalHsignaturesHforHidentifyingHhereditaryHcolorectalHcancerH
andHpolyposisHsyndromeHcarriersVHGutTH2021THeXTHZYafUZYbg 19.2 6

374 zackHofHanHassociationHbetweenHgallstoneHdiseaseHandHbilirubinHlevelsHwithHriskHofHcolorectalHcancerhH
aH–endelianHrandomisationHanalysisVHBritishbJournalbofbCancerTH2021THYZbTHYYdgUYYeb 8.7 1

373
ueneticallyHpredictedHcirculatingHconcentrationsHofHmicronutrientsHandHriskHofHcolorectalHcancerH
amongHindividualsHofHsuropeanHdescenthHaH–endelianHrandomizationHstudyVHAmericanbJournalbofb
ClinicalbNutritionTH2021THYYaTHYbgXUYcXZ

7 5

372
onHinverseHstageUshiftHmodelHtoHestimateHtheHexcessHmortalityHandHhealthHeconomicHimpactHofH
delayedHaccessHtoHcancerHservicesHdueHtoHtheHqOVwrUYgHpandemicVHAsiapPacificbJournalbofbClinicalb
OncologyTH2021THYeTHacgUade

1.9 27

371 ueneticHarchitecturesHofHproximalHandHdistalHcolorectalHcancerHareHpartlyHdistinctVHGutTH2021THeXTHYaZcUYaab19.2 7

370 RareHVariantsHinHtheHr oHRepairHPathwayHandHtheHRiskHofHqolorectalHqancerVHCancerbEpidemiologyb
BiomarkersbandbPreventionTH2021THaXTHfgcUgXa 4 1

369 VariationHinHtheHriskHofHcolorectalHcancerHinHfamiliesHwithHzynchHsyndromehHaHretrospectiveHcohortH
studyVHLancetbOncologyobTheTH2021THZZTHYXYbUYXZZ 21.7 5

368 wnformedHchoiceHandHattitudesHregardingHaHgenomicHtestHtoHpredictHriskHofHcolorectalHcancerHinH
generalHpracticeVHPatientbEducationbandbCounselingTH2021TH 3.1 1

367 QuantifyingHtheHsffectHofHzocationH–atchingHonHoccuracyHofH–ultiparametricH–agneticHResonanceH
wmagingHPriorHtoHProstateHpiopsyUoH–ulticentreHStudyVHEuropeanbUrologybOpenbScienceTH2020THZXTHZfUad 0.9 1

366 vemochromatosisHriskHgenotypeHisHnotHassociatedHwithHcolorectalHcancerHorHageHatHitsHdiagnosisVVH
HumanbGeneticsbandbGenomicsbAdvancesTH2020THYTHYXXXYX 0.8 1

365 –endelianHRandomizationHofHqirculatingHPolyunsaturatedHtattyHocidsHandHqolorectalHqancerHRiskVH
CancerbEpidemiologybBiomarkersbandbPreventionTH2020THZgTHfdXUfeX 4 12

364 tunctionalHinformedHgenomeUwideHinteractionHanalysisHofHbodyHmassHindexTHdiabetesHandHcolorectalH
cancerHriskVHCancerbMedicineTH2020THgTHacdaUacea 4.8 4

(2020-2021)
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363 ossessmentHofHpolygenicHarchitectureHandHriskHpredictionHbasedHonHcommonHvariantsHacrossH
fourteenHcancersVHNaturebCommunicationsTH2020THYYTHaaca 17.4 32

362 roHtheHrisksHofHzynchHsyndromeUrelatedHcancersHdependHonHtheHparentHofHoriginHofHtheHmutationmVH
FamilialbCancerTH2020THYgTHZYcUZZZ 3 1

361 ossociationHpetweenH–olecularHSubtypesHofHqolorectalHTumorsHandHPatientHSurvivalTHpasedHonH
PooledHonalysisHofHeHwnternationalHStudiesVHGastroenterologyTH2020THYcfTHZYcfUZYdfVeb 13.3 17

360
oH ewHqomprehensiveHqolorectalHqancerHRiskHPredictionH–odelHwncorporatingHtamilyHvistoryTH
PersonalHqharacteristicsTHandHsnvironmentalHtactorsVHCancerbEpidemiologybBiomarkersbandb
PreventionTH2020THZgTHcbgUcce

4 12

359 UtilityHofHtheHmethylatedHSsPTgHtestHforHtheHearlyHdetectionHofHcolorectalHcancerhHaHsystematicH
reviewHandHmetaUanalysisHofHdiagnosticHtestHaccuracyVHBMJbOpenbGastroenterologyTH2020THeTHeXXXacc 3.9 16

358 SystematicHmetaUanalysesTHfieldHsynopsisHandHglobalHassessmentHofHtheHevidenceHofHgeneticH
associationHstudiesHinHcolorectalHcancerVHGutTH2020THdgTHYbdXUYbeY 19.2 11

357 PhysicalHactivityHandHrisksHofHbreastHandHcolorectalHcancerhHaH–endelianHrandomisationHanalysisVH
NaturebCommunicationsTH2020THYYTHcge 17.4 36

356 –odifiableHpathwaysHforHcolorectalHcancerhHaHmendelianHrandomisationHanalysisVHThebLancetb
GastroenterologybandbHepatologyTH2020THcTHccUdZ 18.8 31

355 qumulativeHpurdenHofHqolorectalHqancerUossociatedHueneticHVariantsHwsH–oreHStronglyHossociatedH
WithHsarlyUOnsetHvsHzateUOnsetHqancerVHGastroenterologyTH2020THYcfTHYZebUYZfdVeYZ 13.3 47

354
qirculatingHzevelsHofHwnsulinUlikeHurowthHtactorHYHandHwnsulinUlikeHurowthHtactorHpindingHProteinHaH
ossociateHWithHRiskHofHqolorectalHqancerHpasedHonHSerologicHandH–endelianHRandomizationH
onalysesVHGastroenterologyTH2020THYcfTHYaXXUYaYZVeZX

13.3 45

353 qostUsffectivenessHofHPersonalizedHScreeningHforHqolorectalHqancerHpasedHonHPolygenicHRiskHandH
tamilyHvistoryVHCancerbEpidemiologybBiomarkersbandbPreventionTH2020THZgTHYXUZY 4 14

352 PostmenopausalHvormoneHTherapyHandHqolorectalHqancerHRiskHbyH–olecularlyHrefinedHSubtypesH
andHTumorHzocationVHJNCIbCancerbSpectrumTH2020THbTHpkaaXbZ 4.6 2

351 zandscapeHofHsomaticHsingleHnucleotideHvariantsHandHindelsHinHcolorectalHcancerHandHimpactHonH
survivalVHNaturebCommunicationsTH2020THYYTHadbb 17.4 16

350
sxploratoryHuenomeUWideHwnteractionHonalysisHofH onsteroidalHontiUinflammatoryHrrugsHandH
PredictedHueneHsxpressionHonHqolorectalHqancerHRiskVHCancerbEpidemiologybBiomarkersbandb
PreventionTH2020THZgTHYfXXUYfXf

4 1

349 uenomeUwideH–odelingHofHPolygenicHRiskHScoreHinHqolorectalHqancerHRiskVHAmericanbJournalbofb
HumanbGeneticsTH2020THYXeTHbaZUbbb 11 31

348 oHuenomicHTestHforHqolorectalHqancerHRiskhHwsHThisHocceptableHandHteasibleHinHPrimaryHqaremVHPublicb
HealthbGenomicsTH2020THZaTHYYXUYZY 1.9 3

347 PathwaysHtoHaHcancerUfreeHfuturehHaHprotocolHforHmodelledHevaluationsHtoHminimiseHtheHfutureH
burdenHofHcolorectalHcancerHinHoustraliaVHBMJbOpenTH2020THYXTHeXadbec 3 1

346 qirculatingHbilirubinHlevelsHandHriskHofHcolorectalHcancerhHserologicalHandH–endelianHrandomizationH
analysesVHBMCbMedicineTH2020THYfTHZZg 11.4 11
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345 TheHwmpactHofHaHqomprehensiveHRiskHPredictionH–odelHforHqolorectalHqancerHonHaHPopulationH
ScreeningHProgramVHJNCIbCancerbSpectrumTH2020THbTHpkaaXdZ 4.6 1

344 oHgeneralHframeworkHforHfunctionallyHinformedHsetUbasedHanalysishHopplicationHtoHaHlargeUscaleH
colorectalHcancerHstudyVHPLoSbGeneticsTH2020THYdTHeYXXfgbe 6 1

343 –onoallelicH TvzYHzossUofUtunctionHVariantsHandHRiskHofHPolyposisHandHqolorectalHqancerVH
GastroenterologyTH2020THYcgTHZZbYUZZbaVed 13.3 10

342 wntakeHofHrietaryHtruitTHVegetablesTHandHtiberHandHRiskHofHqolorectalHqancerHoccordingHtoH–olecularH
SubtypeshHoHPooledHonalysisHofHgHStudiesVHCancerbResearchTH2020THfXTHbcefUbcgX 10.1 8

341 odiposityTHmetabolitesTHandHcolorectalHcancerHriskhH–endelianHrandomizationHstudyVHBMCbMedicineTH
2020THYfTHagd 11.4 17

340 r oHrepairHandHcancerHinHcolonHandHrectumhH ovelHplayersHinHgeneticHsusceptibilityVHInternationalb
JournalbofbCancerTH2020THYbdTHadaUaeZ 7.5 13

339 wntervalHbreastHcancerHriskHassociationsHwithHbreastHdensityTHfamilyHhistoryHandHbreastHtissueHagingVH
InternationalbJournalbofbCancerTH2020THYbeTHaecUafZ 7.5 10

338 revelopmentHandHexternalHvalidationHstudyHofHaHmelanomaHriskHpredictionHmodelHincorporatingH
clinicallyHassessedHnaeviHandHsolarHlentiginesVHBritishbJournalbofbDermatologyTH2020THYfZTHYZdZUYZdf 4 5

337 qancerHrisksHbyHgeneTHageTHandHgenderHinHdacXHcarriersHofHpathogenicHmismatchHrepairHvariantshH
findingsHfromHtheHProspectiveHzynchHSyndromeHratabaseVHGeneticsbinbMedicineTH2020THZZTHYcUZc 8.1 164

336 PotentialHimpactHofHfamilyHhistoryUbasedHscreeningHguidelinesHonHtheHdetectionHofHearlyUonsetH
colorectalHcancerVHCancerTH2020THYZdTHaXYaUaXZX 6.4 23

335 TypeHZHdiabetesHmellitusTHbloodHcholesterolTHtriglycerideHandHcolorectalHcancerHriskHinHzynchH
syndromeVHBritishbJournalbofbCancerTH2019THYZYTHfdgUfed 8.7 4

334 SharedHheritabilityHandHfunctionalHenrichmentHacrossHsixHsolidHcancersVHNaturebCommunicationsTH2019
THYXTHbaY 17.4 45

333 obilityHofHknownHsusceptibilityHS PsHtoHpredictHcolorectalHcancerHriskHforHpersonsHwithHandHwithoutHaH
familyHhistoryVHFamilialbCancerTH2019THYfTHafgUage 3 17

332 TumorHmutationalHsignaturesHinHsebaceousHskinHlesionsHfromHindividualsHwithHzynchHsyndromeVH
MolecularbGeneticsbhamp;bGenomicbMedicineTH2019THeTHeXXefY 2.3 6

331 ossociationHanalysesHidentifyHaYHnewHriskHlociHforHcolorectalHcancerHsusceptibilityVHNatureb
CommunicationsTH2019THYXTHZYcb 17.4 81

330 –eetingHreportHfromHtheHjointHwoRqU qwHinternationalHcancerHseminarHserieshHaHfocusHonHcolorectalH
cancerVHAnnalsbofbOncologyTH2019THaXTHcYXUcYg 10.3 22

329  ovelHqommonHueneticHSusceptibilityHzociHforHqolorectalHqancerVHJournalbofbthebNationalbCancerb
InstituteTH2019THYYYTHYbdUYce 9.7 67

328 ossessmentHofHaHsuropeanHpladderHqancerHPredictiveH–odelHforH onU–uscleHwnvasiveHpladderH
qancerHinHanHoustralianHqohortVHBladderbCancerTH2019THcTHaYUaf 1 1

(2019-2020)
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327 qancerHscreeningHinHoustraliahHfutureHdirectionsHinHmelanomaTHzynchHsyndromeTHandHliverTHlungHandH
prostateHcancersVHPublicbHealthbResearchbandbPracticeTH2019THZgTH 5.1 3

326 ueneticHvariantHpredictorsHofHgeneHexpressionHprovideHnewHinsightHintoHriskHofHcolorectalHcancerVH
HumanbGeneticsTH2019THYafTHaXeUaZd 6.3 17

325 zargeUScaleHuenomeUWideHossociationHStudyHofHsastHosiansHwdentifiesHzociHossociatedHWithHRiskHforH
qolorectalHqancerVHGastroenterologyTH2019THYcdTHYbccUYbdd 13.3 55

324 TrendsHinHqolonHandHRectalHqancerHwncidenceHinHoustraliaHfromHYgfZHtoHZXYbhHonalysisHofHrataHonH
OverHaecTXXXHqasesVHCancerbEpidemiologybBiomarkersbandbPreventionTH2019THZfTHfaUgX 4 46

323 –endelianHrandomizationHanalysisHofHqUreactiveHproteinHonHcolorectalHcancerHriskVHInternationalb
JournalbofbEpidemiologyTH2019THbfTHedeUefX 7.8 18

322 RisksHofHqolorectalHqancerHandHqancerURelatedH–ortalityHinHtamilialHqolorectalHqancerHTypeHXHandH
zynchHSyndromeHtamiliesVHJournalbofbthebNationalbCancerbInstituteTH2019THYYYTHdecUdfa 9.7 5

321 ulobalHtrendsHinHcolorectalHcancerHmortalityhHprojectionsHtoHtheHyearHZXacVHInternationalbJournalbofb
CancerTH2019THYbbTHZggZUaXXX 7.5 180

320 riscoveryHofHcommonHandHrareHgeneticHriskHvariantsHforHcolorectalHcancerVHNaturebGeneticsTH2019THcYTHedUfe36.3 177

319 sarlyUlifeHexposureHtoHsiblingHmodifiesHtheHrelationshipHbetweenHqrYbHpolymorphismsHandHallergicH
sensitizationVHClinicalbandbExperimentalbAllergyTH2019THbgTHaaYUabX 4.1 0

318 ossessingHtheHPro–qolHclassifierHasHaHprognosticHmarkerHforHnonUmetastaticHcolorectalHcancerHwithinH
theH–elbourneHqollaborativeHqohortHStudyVHGutTH2019THdfTHedYUedZ 19.2

317 riscussionsHaboutHpredictiveHgeneticHtestingHforHzynchHsyndromehHtheHroleHofHhealthHprofessionalsH
andHfamiliesHinHdecisionsHtoHdeclineVHFamilialbCancerTH2018THYeTHcbeUccc 3 4

316 qohortHProfilehHTheHqolonHqancerHtamilyHRegistryHqohortHPqqtRqQVHInternationalbJournalbofb
EpidemiologyTH2018THbeTHafeUaffi 7.8 23

315 qostsHandHoutcomesHofHzynchHsyndromeHscreeningHinHtheHoustralianHcolorectalHcancerHpopulationVH
JournalbofbGastroenterologybandbHepatologybkAustralialTH2018THaaTHYeaeUYebb 4 8

314 svaluationHofHtheHbenefitsTHharmsHandHcostUeffectivenessHofHpotentialHalternativesHtoHitOpTHtestingH
forHcolorectalHcancerHscreeningHinHoustraliaVHInternationalbJournalbofbCancerTH2018THYbaTHZdgUZfZ 7.5 21

313 oH–ixedUsffectsH–odelHforHPowerfulHossociationHTestsHinHwntegrativeHtunctionalHuenomicsVHAmericanb
JournalbofbHumanbGeneticsTH2018THYXZTHgXbUgYg 11 20

312 SomaticHmutationsHofHtheHcodingHmicrosatellitesHwithinHtheHbetaUZUmicroglobulinHgeneHinHmismatchH
repairUdeficientHcolorectalHcancersHandHadenomasVHFamilialbCancerTH2018THYeTHgYUYXX 3 11

311 qancerHriskHandHsurvivalHinHcarriersHbyHgeneHandHgenderHupHtoHecHyearsHofHagehHaHreportHfromHtheH
ProspectiveHzynchHSyndromeHratabaseVHGutTH2018THdeTHYaXdUYaYd 19.2 259

310 preastHqancerHRiskHossociationsHwithHrigitalH–ammographicHrensityHbyHPixelHprightnessHThresholdH
andH–ammographicHSystemVHRadiologyTH2018THZfdTHbaaUbbZ 20.5 20
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309 uenomeUwideHassociationHstudyHandHmetaUanalysisHinH orthernHsuropeanHpopulationsHreplicateH
multipleHcolorectalHcancerHriskHlociVHInternationalbJournalbofbCancerTH2018THYbZTHcbXUcbd 7.5 21

308
ossociationsHofHalcoholHintakeTHsmokingTHphysicalHactivityHandHobesityHwithHsurvivalHfollowingH
colorectalHcancerHdiagnosisHbyHstageTHanatomicHsiteHandHtumorHmolecularHsubtypeVHInternationalb
JournalbofbCancerTH2018THYbZTHZafUZcX

7.5 53

307
TheHuseHofHaHriskHassessmentHandHdecisionHsupportHtoolHPqRwSPQHcomparedHwithHusualHcareHinHgeneralH
practiceHtoHincreaseHriskUstratifiedHcolorectalHcancerHscreeninghHstudyHprotocolHforHaHrandomisedH
controlledHtrialVHTrialsTH2018THYgTHage

2.8 7

306 SunscreenHUseHandH–elanomaHRiskHomongHYoungHoustralianHodultsVHJAMAbDermatologyTH2018THYcbTHYXXYUYXXg5.1 25

305 tamilyHhistoryUbasedHcolorectalHcancerHscreeningHinHoustraliahHoHmodellingHstudyHofHtheHcostsTH
benefitsTHandHharmsHofHdifferentHparticipationHscenariosVHPLoSbMedicineTH2018THYcTHeYXXZdaX 11.6 2

304 ossessingHtheHwncrementalHqontributionHofHqommonHuenomicHVariantsHtoH–elanomaHRiskHPredictionH
inHTwoHPopulationUpasedHStudiesVHJournalbofbInvestigativebDermatologyTH2018THYafTHZdYeUZdZb 4.3 36

303
wnteractionHbetweenHpolymorphismsHinHaspirinHmetabolicHpathwaysTHregularHaspirinHuseHandH
colorectalHcancerHriskhHoHcaseUcontrolHstudyHinHunselectedHwhiteHsuropeanHpopulationsVHPLoSbONETH
2018THYaTHeXYgZZZa

3.7 4

302 PhysicalHactivityHandHtheHriskHofHcolorectalHcancerHinHzynchHsyndromeVHInternationalbJournalbofbCancerTH
2018THYbaTHZZcXUZZdX 7.5 9

301 r oHmismatchHrepairHproteinHdeficientHnonUneoplasticHcolonicHcryptshHaHnovelHindicatorHofHzynchH
syndromeVHModernbPathologyTH2018THaYTHYdXfUYdYf 9.8 14

300 TheHqRwSPUQHstudyhHqommunicatingHtheHrisksHandHbenefitsHofHcolorectalHcancerHscreeningVHAustralianb
JournalbofbGeneralbPracticeTH2018THbeTHYagUYbc 1.5 9

299 OWhyHdonOtHwHneedHaHcolonoscopymOHoHnovelHapproachHtoHcommunicatingHrisksHandHbenefitsHofH
colorectalHcancerHscreeningVHAustralianbJournalbofbGeneralbPracticeTH2018THbeTHabaUabg 1.5 6

298
TowardsHpersonalisedHriskHassessmentHandHclinicalHmanagementhHoHworldwideHstudyHofHageUTHsexUTH
geographicHregionUTHgeneUHandHcancerUspecificHrisksHforHzynchHsyndromeVVHJournalbofbClinicalbOncology
TH2018THadTHYcZdUYcZd

2.2

297 TheHqolonHqancerHtamilyHRegistryHqohortH2018THbZeUbcg 1

296 RiskHofHcolorectalHcancerHforHcarriersHofHaHgermUlineHmutationHinHPOzsHorHPOzrYVHGeneticsbinbMedicine
TH2018THZXTHfgXUfgc 8.1 34

295 uenomicHqharacterizationHofHUpperUTractHUrothelialHqarcinomaHinHPatientsHWithHzynchHSyndromeVH
JCObPrecisionbOncologyTH2018THZXYfTH 3.6 15

294 qancerHRisksHforHP–SZUossociatedHzynchHSyndromeVHJournalbofbClinicalbOncologyTH2018THadTHZgdYUZgdf 2.2 102

293 RevisedHoustralianHnationalHguidelinesHforHcolorectalHcancerHscreeninghHfamilyHhistoryVHMedicalb
JournalbofbAustraliaTH2018THZXgTHbccUbdX 4 12

292 PredictingHintervalHandHscreenUdetectedHbreastHcancersHfromHmammographicHdensityHdefinedHbyH
differentHbrightnessHthresholdsVHBreastbCancerbResearchTH2018THZXTHYcZ 8.3 13

(2018-2018)
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291 penefitsTHvarmsTHandHqostUsffectivenessHofHPotentialHogeHsxtensionsHtoHtheH ationalHpowelHqancerH
ScreeningHProgramHinHoustraliaVHCancerbEpidemiologybBiomarkersbandbPreventionTH2018THZeTHYbcXUYbdY 4 14

290 riagnosticsHforHPleiotropyHinH–endelianHRandomizationHStudieshHulobalHandHwndividualHTestsHforH
rirectHsffectsVHAmericanbJournalbofbEpidemiologyTH2018THYfeTHZdeZUZdfX 3.8 11

289 ueneticHsusceptibilityHmarkersHforHaHbreastUcolorectalHcancerHphenotypehHsxploratoryHresultsHfromH
genomeUwideHassociationHstudiesVHPLoSbONETH2018THYaTHeXYgdZbc 3.7 2

288 TheHwnternationalH–ismatchHRepairHqonsortiumH2018THbegUbgc

287
TheHmelanomaHgenomicsHmanagingHyourHriskHstudyhHoHprotocolHforHaHrandomizedHcontrolledHtrialH
evaluatingHtheHimpactHofHpersonalHgenomicHriskHinformationHonHskinHcancerHpreventionHbehaviorsVH
ContemporarybClinicalbTrialsTH2018THeXTHYXdUYYd

2.3 13

286 –endelianHrandomisationHstudyHofHageHatHmenarcheHandHageHatHmenopauseHandHtheHriskHofH
colorectalHcancerVHBritishbJournalbofbCancerTH2018THYYfTHYdagUYdbe 8.7 7

285 TumorHtestingHtoHidentifyHlynchHsyndromeHinHtwoHoustralianHcolorectalHcancerHcohortsVHJournalbofb
GastroenterologybandbHepatologybkAustralialTH2017THaZTHbZeUbaf 4 27

284 –odelingHofHsuccessiveHcancerHrisksHinHzynchHsyndromeHfamiliesHinHtheHpresenceHofHcompetingHrisksH
usingHcopulasVHBiometricsTH2017THeaTHZeYUZfZ 1.8 4

283 qomparisonHofHtheHefficiencyHofHcolorectalHcancerHscreeningHprogramsHbasedHonHageHandHgeneticH
riskHforHreductionHofHcolorectalHcancerHmortalityVHEuropeanbJournalbofbHumanbGeneticsTH2017THZcTHfaZUfaf 5.3 13

282 wncidenceHofHandHsurvivalHafterHsubsequentHcancersHinHcarriersHofHpathogenicH––RHvariantsHwithH
previousHcancerhHaHreportHfromHtheHprospectiveHzynchHsyndromeHdatabaseVHGutTH2017THddTHYdceUYddb 19.2 87

281 –endelianHrandomisationHimplicatesHhyperlipidaemiaHasHaHriskHfactorHforHcolorectalHcancerVH
InternationalbJournalbofbCancerTH2017THYbXTHZeXYUZeXf 7.5 50

280 zackHofHevidenceHforHgermlineHmutationsHinHpatientsHwithHserratedHpolyposisHsyndromeHfromHaHlargeH
multinationalHstudyVHGutTH2017THddTHYYeXUYYeZ 19.2 35

279 zifetimeHalcoholHintakeHisHassociatedHwithHanHincreasedHriskHofHyRoSSHandHpRotUWyRoSUHbutHnotH
pRotSHcolorectalHcancerVHInternationalbJournalbofbCancerTH2017THYbXTHYbfcUYbga 7.5 20

278 RiskHfactorsHforHmetachronousHcolorectalHcancerHorHpolyphHoHsystematicHreviewHandHmetaUanalysisVH
JournalbofbGastroenterologybandbHepatologybkAustralialTH2017THaZTHaXYUaZd 4 8

277 snrichmentHofHcolorectalHcancerHassociationsHinHfunctionalHregionshHwnsightHforHusingHepigenomicsH
dataHinHtheHanalysisHofHwholeHgenomeHsequenceUimputedHuWoSHdataVHPLoSbONETH2017THYZTHeXYfdcYf 3.7 7

276 qolorectalHcancerHincidenceHinHcarriersHsubjectedHtoHdifferentHfollowUupHprotocolshHaHProspectiveH
zynchHSyndromeHratabaseHreportVHHereditarybCancerbinbClinicalbPracticeTH2017THYcTHYf 2.3 27

275 –ammographicHdensityHdefinedHbyHhigherHthanHconventionalHbrightnessHthresholdsHbetterHpredictsH
breastHcancerHriskVHInternationalbJournalbofbEpidemiologyTH2017THbdTHdcZUddY 7.8 18

274 ProUinflammatoryHfattyHacidHprofileHandHcolorectalHcancerHriskhHoH–endelianHrandomisationHanalysisVH
EuropeanbJournalbofbCancerTH2017THfbTHZZfUZaf 7.5 56

Mark E Jenkins

8



273 wnheritedHvariationHinHcircadianHrhythmHgenesHandHrisksHofHprostateHcancerHandHthreeHotherHcancerH
sitesHinHcombinedHcancerHconsortiaVHInternationalbJournalbofbCancerTH2017THYbYTHYegbUYfXZ 7.5 19

272 qhoosingHnotHtoHundergoHpredictiveHgeneticHtestingHforHhereditaryHcolorectalHcancerHsyndromeshH
expandingHourHunderstandingHofHdeclinersHandHdecliningVHJournalbofbBehavioralbMedicineTH2017THbXTHcfaUcgb3.6 19

271
TestingHforHueneUsnvironmentHwnteractionsHUsingHaHProspectiveHtamilyHqohortHresignhHpodyH–assH
wndexHinHsarlyHandHzaterHodulthoodHandHRiskHofHpreastHqancerVHAmericanbJournalbofbEpidemiologyTH
2017THYfcTHbfeUcXX

3.8 5

270 vowHdoesHgeneticHriskHinformationHforHzynchHsyndromeHtranslateHtoHriskHmanagementHbehavioursmVH
HereditarybCancerbinbClinicalbPracticeTH2017THYcTHY 2.3 3

269 TheHqRwSPHcolorectalHcancerHriskHpredictionHtoolhHanHexploratoryHstudyHusingHsimulatedHconsultationsH
inHoustralianHprimaryHcareVHBMCbMedicalbInformaticsbandbDecisionbMakingTH2017THYeTHYa 3.6 18

268 olcoholHqonsumptionHandHtheHRiskHofHqolorectalHqancerHforH–ismatchHRepairHueneH–utationH
qarriersVHCancerbEpidemiologybBiomarkersbandbPreventionTH2017THZdTHaddUaec 4 28

267 wntegratingHpersonalisedHgenomicsHintoHriskHstratificationHmodelsHofHpopulationHscreeningHforH
colorectalHcancerVHAustralianbandbNewbZealandbJournalbofbPublicbHealthTH2017THbYTHaUb 2.3 3

266 PrevalenceHandHPenetranceHofH–ajorHuenesHandHPolygenesHforHqolorectalHqancerVHCancerb
EpidemiologybBiomarkersbandbPreventionTH2017THZdTHbXbUbYZ 4 185

265 uermlineHmiR oHr oHvariantsHandHtheHriskHofHcolorectalHcancerHbyHsubtypeVHGenesbChromosomesbandb
CancerTH2017THcdTHYeeUYfb 5 6

264 obstractHPRXchHroesHaHcomprehensiveHfamilyHhistoryHofHcolorectalHcancerHimproveHriskHpredictionmH
2017TH 3

263 qohortHProfilehHTheHTasmanianHzongitudinalHvealthHSTUrYHPTovSQVHInternationalbJournalbofb
EpidemiologyTH2017THbdTHbXeUbXfi 7.8 19

262 P–SZHmonoallelicHmutationHcarriershHtheHknownHunknownVHGeneticsbinbMedicineTH2016THYfTHYaUg 8.1 42

261 qommonHvariantsHinHtheHobesityUassociatedHgenesHtTOHandH–qbRHareHnotHassociatedHwithHriskHofH
colorectalHcancerVHCancerbEpidemiologyTH2016THbbTHYUb 2.8 9

260
S PHrsYdgXdZcZqlTHwsHanHsxpressionHandH–ethylationHQuantitativeHTraitHzocusHossociatedHwithHanH
wncreasedHRiskHofHrevelopingH–u–TU–ethylatedHqolorectalHqancerVHClinicalbCancerbResearchTH2016TH
ZZTHdZddUdZee

12.9 18

259 RiskHofHextracolonicHcancersHforHpeopleHwithHbiallelicHandHmonoallelicHmutationsHinH–UTYvVH
InternationalbJournalbofbCancerTH2016THYagTHYcceUda 7.5 67

258 qYPZboYHvariantHmodifiesHtheHassociationHbetweenHuseHofHoestrogenHplusHprogestogenHtherapyHandH
colorectalHcancerHriskVHBritishbJournalbofbCancerTH2016THYYbTHZZYUg 8.7 16

257 reterminingHtheHfamilialHriskHdistributionHofHcolorectalHcancerhHaHdataHminingHapproachVHFamilialb
CancerTH2016THYcTHZbYUcY 3 5

256 ossociationsHofHcvTTzPRHpolymorphismHwithHmajorHdepressiveHdisorderHandHalcoholHdependencehHoH
systematicHreviewHandHmetaUanalysisVHAustralianbandbNewbZealandbJournalbofbPsychiatryTH2016THcXTHfbZUce 2.6 28

(2016-2017)
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255 VariationHatHZqacHPP yrHandHT–pw–YQHinfluencesHcolorectalHcancerHriskHandHidentifiesHaHpleiotropicH
effectHwithHinflammatoryHbowelHdiseaseVHHumanbMolecularbGeneticsTH2016THZcTHZabgUZacg 5.6 27

254 QuantifyingHtheHutilityHofHsingleHnucleotideHpolymorphismsHtoHguideHcolorectalHcancerHscreeningVH
FuturebOncologyTH2016THYZTHcXaUYa 3.6 30

253 uermlineHmutationsHinHP–SZHandH–zvYHinHindividualsHwithHsolitaryHlossHofHP–SZHexpressionHinH
colorectalHcarcinomasHfromHtheHqolonHqancerHtamilyHRegistryHqohortVHBMJbOpenTH2016THdTHeXYXZga 3 24

252 uWoSeqhHtargetedHreUsequencingHfollowHupHtoHuWoSVHBMCbGenomicsTH2016THYeTHYed 4.5 7

251 qhildhoodHbodyHmassHindexHandHadultHmammographicHdensityHmeasuresHthatHpredictHbreastHcancerH
riskVHBreastbCancerbResearchbandbTreatmentTH2016THYcdTHYdaUeX 4.4 15

250 wdentificationHofHSusceptibilityHzociHandHuenesHforHqolorectalHqancerHRiskVHGastroenterologyTH2016TH
YcXTHYdaaUYdbc 13.3 64

249 qomparisonHofHPredictionH–odelsHforHzynchHSyndromeHomongHwndividualsHWithHqolorectalHqancerVH
JournalbofbthebNationalbCancerbInstituteTH2016THYXfTH 9.7 24

248 uenomeUWideHwnteractionHonalysesHbetweenHueneticHVariantsHandHolcoholHqonsumptionHandH
SmokingHforHRiskHofHqolorectalHqancerVHPLoSbGeneticsTH2016THYZTHeYXXdZgd 6 30

247 ueneticallyHPredictedHpodyH–assHwndexHandHpreastHqancerHRiskhH–endelianHRandomizationHonalysesH
ofHrataHfromHYbcTXXXHWomenHofHsuropeanHrescentVHPLoSbMedicineTH2016THYaTHeYXXZYXc 11.6 80

246 tineU–appingHofHqommonHueneticHVariantsHossociatedHwithHqolorectalHTumorHRiskHwdentifiedH
PotentialHtunctionalHVariantsVHPLoSbONETH2016THYYTHeXYcecZY 3.7 5

245 PUZadHScreeningHpracticesHofHoustraliansHatHpopulationHandHfamilialHriskHfollowingHtheHpartialHrollUoutH
ofHtheH ationalHpowelHqancerHScreeningHProgramTHZXXgUZXYZVHAnnalsbofbOncologyTH2016THZeTHiide 10.3 78

244 RiskHfactorsHforHmetachronousHcolorectalHcancerHfollowingHaHprimaryHcolorectalHcancerhHoH
prospectiveHcohortHstudyVHInternationalbJournalbofbCancerTH2016THYagTHYXfYUgX 7.5 19

243 –endelianHrandomisationHanalysisHstronglyHimplicatesHadiposityHwithHriskHofHdevelopingHcolorectalH
cancerVHBritishbJournalbofbCancerTH2016THYYcTHZddUeZ 8.7 39

242 qholecystectomyHandHtheHriskHofHcolorectalHcancerHbyHtumorHmismatchHrepairHdeficiencyHstatusVH
InternationalbJournalbofbColorectalbDiseaseTH2016THaYTHYbcYUe 3 5

241
qolorectalHcancerHscreeningHisHcostUeffectiveHinHtheHelderlyHwhoHhaveHhadHlessHintenseHpriorH
screeningTHhighHbaselineHriskHofHcolorectalHcancerHandHlessHcomorbiditiesVHEvidencepBasedbMedicineTH
2016THZYTHYfZ

5

240 –ultivitaminTHcalciumHandHfolicHacidHsupplementsHandHtheHriskHofHcolorectalHcancerHinHzynchH
syndromeVHInternationalbJournalbofbEpidemiologyTH2016THbcTHgbXUca 7.8 21

239 qrossUqancerHuenomeUWideHonalysisHofHzungTHOvaryTHpreastTHProstateTHandHqolorectalHqancerH
RevealsH ovelHPleiotropicHossociationsVHCancerbResearchTH2016THedTHcYXaUYb 10.1 66

238 RedHmeatHintakeTH oTZTHandHriskHofHcolorectalHcancerhHaHpooledHanalysisHofHYYHstudiesVHCancerb
EpidemiologybBiomarkersbandbPreventionTH2015THZbTHYgfUZXc 4 32
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237 RiskHofHcolorectalHcancerHforHpeopleHwithHaHmutationHinHbothHaH–UTYvHandHaHr oHmismatchHrepairH
geneVHFamilialbCancerTH2015THYbTHcecUfa 3 8

236 –utationHspectrumHandHriskHofHcolorectalHcancerHinHofricanHomericanHfamiliesHwithHzynchHsyndromeVH
GastroenterologyTH2015THYbgTHYbbdUca 13.3 37

235 ospirinTHwbuprofenTHandHtheHRiskHofHqolorectalHqancerHinHzynchHSyndromeVHJournalbofbthebNationalb
CancerbInstituteTH2015THYXeTH 9.7 66

234 uermlineHTPcaH–utationsHinHPatientsHWithHsarlyUOnsetHqolorectalHqancerHinHtheHqolonHqancerH
tamilyHRegistryVHJAMAbOncologyTH2015THYTHZYbUZY 13.4 68

233 uenomeUwideHassociationHstudyHofHcolorectalHcancerHidentifiesHsixHnewHsusceptibilityHlociVHNatureb
CommunicationsTH2015THdTHeYaf 17.4 106

232 oHnewHuWoSHandHmetaUanalysisHwithHYXXXuenomesHimputationHidentifiesHnovelHriskHvariantsHforH
colorectalHcancerVHScientificbReportsTH2015THcTHYXbbZ 4.9 94

231 temaleHvormonalHtactorsHandHtheHRiskHofHsndometrialHqancerHinHzynchHSyndromeVHJAMAbpbJournalbofb
thebAmericanbMedicalbAssociationTH2015THaYbTHdYUeY 27.4 53

230
occuracyHofHselfUreportedHnevusHandHpigmentationHphenotypeHcomparedHwithHclinicalHassessmentHinH
aHpopulationUbasedHstudyHofHyoungHoustralianHadultsVHCancerbEpidemiologybBiomarkersbandb
PreventionTH2015THZbTHeadUba

4 12

229 qhildhoodHcancersHinHfamiliesHwithHandHwithoutHzynchHsyndromeVHFamilialbCancerTH2015THYbTHcbcUcY 3 4

228 ossociationHofHaspirinHandH SowrHuseHwithHriskHofHcolorectalHcancerHaccordingHtoHgeneticHvariantsVH
JAMAbpbJournalbofbthebAmericanbMedicalbAssociationTH2015THaYaTHYYaaUbZ 27.4 135

227 oHgenomeUwideHassociationHstudyHforHcolorectalHcancerHidentifiesHaHriskHlocusHinHYbqZaVYVHHumanb
GeneticsTH2015THYabTHYZbgUYZdZ 6.3 25

226 wdentificationHofHaHcommonHvariantHwithHpotentialHpleiotropicHeffectHonHriskHofHinflammatoryHbowelH
diseaseHandHcolorectalHcancerVHCarcinogenesisTH2015THadTHgggUYXXe 4.6 21

225 ShortUtermHriskHofHcolorectalHcancerHinHindividualsHwithHlynchHsyndromehHaHmetaUanalysisVHJournalbofb
ClinicalbOncologyTH2015THaaTHaZdUaY 2.2 31

224 RoleHofHtumourHmolecularHandHpathologyHfeaturesHtoHestimateHcolorectalHcancerHriskHforHfirstUdegreeH
relativesVHGutTH2015THdbTHYXYUYX 19.2 31

223
qonsequencesHofHgermlineHvariationHdisruptingHtheHconstitutionalHtranslationalHinitiationHcodonH
startHsitesHofH–zvYHandHpRqoZhHUseHofHpotentialHalternativeHstartHsitesHandHimplicationsHforH
predictingHvariantHpathogenicityVHMolecularbCarcinogenesisTH2015THcbTHcYaUZZ

5 13

222 –etaUanalysisHofHgenomeUwideHassociationHstudiesHidentifiesHcommonHsusceptibilityHpolymorphismsH
forHcolorectalHandHendometrialHcancerHnearHSvZpaHandHTSvZYVHScientificbReportsTH2015THcTHYeadg 4.9 27

221 –ammographicHdensityHdefinedHbyHhigherHthanHconventionalHbrightnessHthresholdHbetterHpredictsH
breastHcancerHriskHforHfullUfieldHdigitalHmammogramsVHBreastbCancerbResearchTH2015THYeTHYbZ 8.3 26

220 TrendsHinHcolorectalHcancerHmortalityHinHsuropehHretrospectiveHanalysisHofHtheHWvOHmortalityH
databaseVHBMJobTheTH2015THacYTHhbgeX 5.9 112

(2015-2015)
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219 tertilityHafterHyoungUonsetHcolorectalHcancerhHaHstudyHofHsubjectsHwithHzynchHsyndromeVHColorectalb
DiseaseTH2015THYeTHefeUga 2.1 11

218 zynchHsyndromeHandHcervicalHcancerVHInternationalbJournalbofbCancerTH2015THYaeTHZeceUdY 7.5 11

217 –endelianHrandomizationHstudyHofHheightHandHriskHofHcolorectalHcancerVHInternationalbJournalbofb
EpidemiologyTH2015THbbTHddZUeZ 7.8 44

216 –endelianHRandomizationHStudyHofHpodyH–assHwndexHandHqolorectalHqancerHRiskVHCancerb
EpidemiologybBiomarkersbandbPreventionTH2015THZbTHYXZbUaY 4 54

215 PrediagnosticHPhysicalHoctivityHandHqolorectalHqancerHSurvivalhHOverallHandHStratifiedHbyHTumorH
qharacteristicsVHCancerbEpidemiologybBiomarkersbandbPreventionTH2015THZbTHYYaXUe 4 25

214 ossociationHbetweenHbodyHmassHindexHandHmortalityHforHcolorectalHcancerHsurvivorshHoverallHandHbyH
tumorHmolecularHphenotypeVHCancerbEpidemiologybBiomarkersbandbPreventionTH2015THZbTHYZZgUaf 4 38

213 ueneticHvariantsHwithinHtheHhTsRTHgeneHandHtheHriskHofHcolorectalHcancerHinHzynchHsyndromeVHGenesb
andbCancerTH2015THdTHbbcUcY 2.9 5

212 PredictiveHgeneticHtestingHofHaHboneHmarrowHrecipientUethicalHissuesHinvolvingHunexpectedHresultsTH
genderHissuesTHtestHaccuracyTHandHimplicationsHforHtheHdonorVHJournalbofbGeneticbCounselingTH2014THZaTHaaUe2.5 3

211
oHgenomeUwideHassociationHstudyHofHearlyUonsetHbreastHcancerHidentifiesHPty–HasHaHnovelHbreastH
cancerHgeneHandHsupportsHaHcommonHgeneticHspectrumHforHbreastHcancerHatHanyHageVHCancerb
EpidemiologybBiomarkersbandbPreventionTH2014THZaTHdcfUdg

4 63

210 RiskHofHcolorectalHcancerHforHcarriersHofHmutationsHinH–UTYvTHwithHandHwithoutHaHfamilyHhistoryHofH
cancerVHGastroenterologyTH2014THYbdTHYZXfUYYVeYUc 13.3 128

209 ShouldHtheHgradingHofHcolorectalHadenocarcinomaHincludeHmicrosatelliteHinstabilityHstatusmVHHumanb
PathologyTH2014THbcTHZXeeUfb 3.7 39

208 qharacterisationHofHfamilialHcolorectalHcancerHTypeHXTHzynchHsyndromeTHandHnonUfamilialHcolorectalH
cancerVHBritishbJournalbofbCancerTH2014THYYYTHcgfUdXZ 8.7 33

207 wdentificationHofHsusceptibilityHlociHforHcolorectalHcancerHinHaHgenomeUwideHmetaUanalysisVHHumanb
MolecularbGeneticsTH2014THZaTHbeZgUae 5.6 107

206 tertilityHandHapparentHgeneticHanticipationHinHzynchHsyndromeVHFamilialbCancerTH2014THYaTHadgUeb 3 3

205
roesHriskHofHendometrialHcancerHforHwomenHwithoutHaHgermlineHmutationHinHaHr oHmismatchHrepairH
geneHdependHonHfamilyHhistoryHofHendometrialHcancerHorHcolorectalHcancermVHGynecologicbOncologyTH
2014THYaaTHZfeUgZ

4.9 16

204 qostUeffectivenessHofHfamilyHhistoryUbasedHcolorectalHcancerHscreeningHinHoustraliaVHBMCbCancerTH
2014THYbTHZdY 4.8 21

203 oHnovelHcolorectalHcancerHriskHlocusHatHbqaZVZHidentifiedHfromHanHinternationalHgenomeUwideH
associationHstudyVHCarcinogenesisTH2014THacTHZcYZUg 4.6 25

202 ueneUenvironmentHinteractionHinvolvingHrecentlyHidentifiedHcolorectalHcancerHsusceptibilityHzociVH
CancerbEpidemiologybBiomarkersbandbPreventionTH2014THZaTHYfZbUaa 4 40
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201  oHevidenceHofHgeneUcalciumHinteractionsHfromHgenomeUwideHanalysisHofHcolorectalHcancerHriskVH
CancerbEpidemiologybBiomarkersbandbPreventionTH2014THZaTHZgeYUd 4 9

200 PleiotropicHeffectsHofHgeneticHriskHvariantsHforHotherHcancersHonHcolorectalHcancerHriskhHPousTHusqqOH
andHqqtRHconsortiaVHGutTH2014THdaTHfXXUe 19.2 27

199 RiskHofHprostateHcancerHinHzynchHsyndromehHaHsystematicHreviewHandHmetaUanalysisVHCancerb
EpidemiologybBiomarkersbandbPreventionTH2014THZaTHbaeUbg 4 77

198 vighHprevalenceHofHmismatchHrepairHdeficiencyHinHprostateHcancersHdiagnosedHinHmismatchHrepairH
geneHmutationHcarriersHfromHtheHcolonHcancerHfamilyHregistryVHFamilialbCancerTH2014THYaTHceaUfZ 3 40

197 RehH–icrosatelliteHinstabilityHandHpRotHmutationHtestingHinHcolorectalHcancerHprognosticationVH
JournalbofbthebNationalbCancerbInstituteTH2014THYXdTH 9.7 6

196 wdentificationHofHaHmelanomaHsusceptibilityHlocusHandHsomaticHmutationHinHTsTZVHCarcinogenesisTH
2014THacTHZXgeUYXY 4.6 38

195 TheHassociationHofHtelomereHlengthHwithHcolorectalHcancerHdiffersHbyHtheHageHofHcancerHonsetVH
ClinicalbandbTranslationalbGastroenterologyTH2014THcTHecZ 4.2 21

194 uenomeUwideHdietUgeneHinteractionHanalysesHforHriskHofHcolorectalHcancerVHPLoSbGeneticsTH2014THYXTHeYXXbZZf6 66

193 tamilyHhistoryHofHcolorectalHcancerHisHnotHassociatedHwithHcolorectalHcancerHsurvivalHregardlessHofH
microsatelliteHinstabilityHstatusVHCancerbEpidemiologybBiomarkersbandbPreventionTH2014THZaTHYeXXUb 4 8

192 ueneticHvariationHinHUuTHgenesHmodifyHtheHassociationsHofH SowrsHwithHriskHofHcolorectalHcancerhH
colonHcancerHfamilyHregistryVHGenesbChromosomesbandbCancerTH2014THcaTHcdfUef 5 22

191 TransUethnicHgenomeUwideHassociationHstudyHofHcolorectalHcancerHidentifiesHaHnewHsusceptibilityH
locusHinHVTwYoVHNaturebCommunicationsTH2014THcTHbdYa 17.4 62

190 qontributionHofH–qYRHuenotypeHandH ovelHqommonHuenomicHVariantsHtoH–elanomaHRiskH
PredictionVHCancerbEpidemiologybBiomarkersbandbPreventionTH2014THZaTHcddVZUcde 4 5

189 PrevalenceHandHpredictorsHofHgermlineHqry ZoHmutationsHforHmelanomaHcasesHfromHoustraliaTH
SpainHandHtheHUnitedHyingdomVHHereditarybCancerbinbClinicalbPracticeTH2014THYZTHZX 2.3 31

188
PerceivedHversusHpredictedHrisksHofHcolorectalHcancerHandHselfUreportedHcolonoscopiesHbyHmembersH
ofHmismatchHrepairHgeneHmutationUcarryingHfamiliesHwhoHhaveHdeclinedHgeneticHtestingVHJournalbofb
GeneticbCounselingTH2014THZaTHegUff

2.5 8

187 qumulativeHimpactHofHcommonHgeneticHvariantsHandHotherHriskHfactorsHonHcolorectalHcancerHriskHinH
bZTYXaHindividualsVHGutTH2013THdZTHfeYUfY 19.2 95

186 RiskHofHbreastHcancerHinHzynchHsyndromehHaHsystematicHreviewVHBreastbCancerbResearchTH2013THYcTHRZe 8.3 93

185 zynchHsyndromeUassociatedHbreastHcancersHdoHnotHoverexpressHchromosomeHYYUencodedHmucinsVH
ModernbPathologyTH2013THZdTHgbbUcb 9.8 1

184 ScreeningHparticipationHforHpeopleHatHincreasedHriskHofHcolorectalHcancerHdueHtoHfamilyHhistoryhHaH
systematicHreviewHandHmetaUanalysisVHFamilialbCancerTH2013THYZTHbcgUeZ 3 38

(2013-2014)
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183 oreHtheHcommonHgeneticHvariantsHassociatedHwithHcolorectalHcancerHriskHforHr oHmismatchHrepairH
geneHmutationHcarriersmVHEuropeanbJournalbofbCancerTH2013THbgTHYcefUfe 7.5 26

182 wdentificationHofHnovelHvariantsHinHcolorectalHcancerHfamiliesHbyHhighUthroughputHexomeHsequencingVH
CancerbEpidemiologybBiomarkersbandbPreventionTH2013THZZTHYZagUcY 4 36

181 recipheringHtheHgeneticHarchitectureHofHlowUpenetranceHsusceptibilityHtoHcolorectalHcancerVHHumanb
MolecularbGeneticsTH2013THZZTHcXecUfZ 5.6 17

180 oHnewHregulatoryHvariantHinHtheHinterleukinUdHreceptorHgeneHassociatesHwithHasthmaHriskVHGenesbandb
ImmunityTH2013THYbTHbbYUd 4.4 25

179 sxpressionHofH–UqZTH–UqcoqTH–UqcpTHandH–UqdHmucinsHinHcolorectalHcancersHandHtheirH
associationHwithHtheHqpuHislandHmethylatorHphenotypeVHModernbPathologyTH2013THZdTHYdbZUcd 9.8 99

178
–qYRHgenotypeHasHaHpredictorHofHearlyUonsetHmelanomaTHcomparedHwithHselfUreportedHandH
physicianUmeasuredHtraditionalHriskHfactorshHanHoustralianHcaseUcontrolUfamilyHstudyVHBMCbCancerTH
2013THYaTHbXd

4.8 24

177 RisksHofHcolorectalHandHotherHcancersHafterHendometrialHcancerHforHwomenHwithHzynchHsyndromeVH
JournalbofbthebNationalbCancerbInstituteTH2013THYXcTHZebUg 9.7 78

176
oHmultifactorialHlikelihoodHmodelHforH––RHgeneHvariantHclassificationHincorporatingHprobabilitiesH
basedHonHsequenceHbioinformaticsHandHtumorHcharacteristicshHaHreportHfromHtheHqolonHqancerHtamilyH
RegistryVHHumanbMutationTH2013THabTHZXXUg

4.7 70

175 ScreeningHparticipationHpredictorsHforHpeopleHatHfamilialHriskHofHcolorectalHcancerhHaHsystematicH
reviewVHAmericanbJournalbofbPreventivebMedicineTH2013THbbTHbgdUcXd 6.1 24

174 qancerHrisksHforH–zvYHandH–SvZHmutationHcarriersVHHumanbMutationTH2013THabTHbgXUe 4.7 171

173 oHvariantHinHtTOHshowsHassociationHwithHmelanomaHriskHnotHdueHtoHp–wVHNaturebGeneticsTH2013THbcTH
bZfUaZTHbaZeY 36.3 95

172 RecurrentHandHfounderHmutationsHinHtheHP–SZHgeneVHClinicalbGeneticsTH2013THfaTHZafUba 4 14

171 ueneticHvariationsHinHS–oreHareHassociatedHwithHcolorectalHcancerHriskHinHtheHcolonHcancerHfamilyH
registryVHPLoSbONETH2013THfTHedXbdb 3.7 14

170 RiskHofHmetachronousHcolonHcancerHfollowingHsurgeryHforHrectalHcancerHinHmismatchHrepairHgeneH
mutationHcarriersVHAnnalsbofbSurgicalbOncologyTH2013THZXTHYfZgUad 3.1 87

169 wdentificationHofHueneticHSusceptibilityHzociHforHqolorectalHTumorsHinHaHuenomeUWideH–etaUanalysisVH
GastroenterologyTH2013THYbbTHeggUfXeVeZb 13.3 250

168 qolorectalHcarcinomasHwithHyRoSHmutationHareHassociatedHwithHdistinctiveHmorphologicalHandH
molecularHfeaturesVHModernbPathologyTH2013THZdTHfZcUab 9.8 106

167 ossociationHbetweenHhypermethylationHofHr oHrepetitiveHelementsHinHwhiteHbloodHcellHr oHandH
earlyUonsetHcolorectalHcancerVHEpigeneticsTH2013THfTHebfUcc 5.7 36

166 uermlineHvOXpYaHpVulyfbuluHmutationHandHriskHofHcolorectalHcancerVHCancerbEpidemiologyTH2013THaeTHbZbUe2.8 21

Mark E Jenkins
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165 ueneticHpredictorsHofHcirculatingHZcUhydroxyvitaminHdHandHriskHofHcolorectalHcancerVHCancerb
EpidemiologybBiomarkersbandbPreventionTH2013THZZTHZXaeUbd 4 26

164 TelomereHlengthHvariesHbyHr oHextractionHmethodhHimplicationsHforHepidemiologicHresearchVHCancerb
EpidemiologybBiomarkersbandbPreventionTH2013THZZTHZXbeUcb 4 81

163 retectionHofHlargeHscaleHaOHdeletionsHinHtheHP–SZHgeneHamongstHqolonUqtRHparticipantshHhaveHweH
beenHmissingHanythingmVHFamilialbCancerTH2013THYZTHcdaUd 3 13

162 tamilyHhistoryHofHcolorectalHcancerHinHpRotHpVVdXXsUmutatedHcolorectalHcancerHcasesVHCancerb
EpidemiologybBiomarkersbandbPreventionTH2013THZZTHgYeUZd 4 22

161 qolonHandHrectalHcancerHsurvivalHbyHtumorHlocationHandHmicrosatelliteHinstabilityhHtheHqolonHqancerH
tamilyHRegistryVHDiseasesbofbthebColonbandbRectumTH2013THcdTHgaeUbb 3.1 60

160 pRotVdXXsHimmunohistochemistryHfacilitatesHuniversalHscreeningHofHcolorectalHcancersHforHzynchH
syndromeVHAmericanbJournalbofbSurgicalbPathologyTH2013THaeTHYcgZUdXZ 6.7 112

159 ResponseVHJournalbofbthebNationalbCancerbInstituteTH2013THYXcTHYfaeUf 9.7 1

158 wsHtheHreportedHmodifyingHeffectHofHfqZaVaHandHYYqZaVYHonHcolorectalHcancerHriskHforH–zvYHmutationH
carriersHvalidmVHInternationalbJournalbofbCancerTH2013THYaaTHYedZUa 7.5 2

157 obsenceHofHP–SZHmutationsHinHcolonUqtRHparticipantsHwhoseHcolorectalHcancersHdemonstrateH
unexplainedHlossHofH–zvYHexpressionVHClinicalbGeneticsTH2013THfaTHcgYUa 4 8

156 qriteriaHandHpredictionHmodelsHforHmismatchHrepairHgeneHmutationshHaHreviewVHJournalbofbMedicalb
GeneticsTH2013THcXTHefcUga 5.8 23

155 –ultiplicityHandHmolecularHheterogeneityHofHcolorectalHcarcinomasHinHindividualsHwithHserratedH
polyposisVHAmericanbJournalbofbSurgicalbPathologyTH2013THaeTHbabUbZ 6.7 35

154 PwyaqoHactivatingHmutationHinHcolorectalHcarcinomahHassociationsHwithHmolecularHfeaturesHandH
survivalVHPLoSbONETH2013THfTHedcbeg 3.7 102

153 uermlineH–utationsHinHtheHPolyposisUossociatedHuenesHp–PRYoTHS–orbTHPTs TH–UTYvHandHuRs–YH
oreH otHqommonHinHwndividualsHwithHSerratedHPolyposisHSyndromeVHPLoSbONETH2013THfTHeddeXc 3.7 20

152 PopulationUbasedHestimateHofHprostateHcancerHriskHforHcarriersHofHtheHvOXpYaHmissenseHmutationH
ufbsVHPLoSbONETH2013THfTHecbeZe 3.7 30

151 ReasonsHforHongoingHparticipationHinHaHlongitudinalHcohortHstudyVHAustralianbandbNewbZealandb
JournalbofbPublicbHealthTH2012THadTHageUagf 2.3 2

150 –etaUanalysisHofHnewHgenomeUwideHassociationHstudiesHofHcolorectalHcancerHriskVHHumanbGeneticsTH
2012THYaYTHZYeUab 6.3 173

149 RisksHofHprimaryHextracolonicHcancersHfollowingHcolorectalHcancerHinHlynchHsyndromeVHJournalbofbtheb
NationalbCancerbInstituteTH2012THYXbTHYadaUeZ 9.7 158

148 ScreeningHpracticesHofHoustralianHmenHandHwomenHcategorizedHasHJatHorHslightlyHaboveHaverageHriskJH
ofHcolorectalHcancerVHCancerbCausesbandbControlTH2012THZaTHYfcaUdb 2.8 15

(2012-2013)

15



147 qommonHvariationHnearHqry YoTHPOzraHandHSvROO–ZHinfluencesHcolorectalHcancerHriskVHNatureb
GeneticsTH2012THbbTHeeXUd 36.3 184

146 RiskHpredictionHmodelsHforHcolorectalHcancerhHaHreviewVHCancerbEpidemiologybBiomarkersbandb
PreventionTH2012THZYTHagfUbYX 4 74

145 wdentificationHofHzynchHsyndromeHamongHpatientsHwithHcolorectalHcancerVHJAMAbpbJournalbofbtheb
AmericanbMedicalbAssociationTH2012THaXfTHYcccUdc 27.4 323

144 roesHeczemaHinHinfancyHcauseHhayHfeverTHasthmaTHorHbothHinHchildhoodmHwnsightsHfromHaHnovelH
regressionHmodelHofHsiblingHdataVHJournalbofbAllergybandbClinicalbImmunologyTH2012THYaXTHYYYeUYYZZVeY 11.5 44

143 qancerHrisksHforHrelativesHofHpatientsHwithHserratedHpolyposisVHAmericanbJournalbofbGastroenterologyTH
2012THYXeTHeeXUf 0.7 69

142 qolorectalHcancerHlinkageHonHchromosomesHbqZYTHfqYaTHYZqZbTHandHYcqZZVHPLoSbONETH2012THeTHeafYec 3.7 23

141 –qYRHgenotypesHandHriskHofHmelanomaHbeforeHageHbXHyearshHaHpopulationUbasedHcaseUcontrolUfamilyH
studyVHInternationalbJournalbofbCancerTH2012THYaYTHsZdgUfY 7.5 26

140 yaplanâ��–eierHfailureHestimateHforHmetachronousHcolorectalHcancerHriskHisHclinicallyHrelevantVHGutTH
2012THdYTHefaVZUefb 19.2

139 podyHsizeHandHriskHforHcolorectalHcancersHshowingHpRotHmutationsHorHmicrosatelliteHinstabilityhHaH
pooledHanalysisVHInternationalbJournalbofbEpidemiologyTH2012THbYTHYXdXUeZ 7.8 59

138 PerformanceHofHPRs––PYTZTdQTH––RpredictTHandH––RproHinHdetectingHzynchHsyndromeHamongH
endometrialHcancerHcasesVHGeneticsbinbMedicineTH2012THYbTHdeXUfX 8.1 34

137
wmmunohistochemicalHtestingHofHconventionalHadenomasHforHlossHofHexpressionHofHmismatchHrepairH
proteinsHinHzynchHsyndromeHmutationHcarriershHaHcaseHseriesHfromHtheHoustralasianHsiteHofHtheHcolonH
cancerHfamilyHregistryVHModernbPathologyTH2012THZcTHeZZUaX

9.8 61

136 ScreeningHpracticesHofHunaffectedHpeopleHatHfamilialHriskHofHcolorectalHcancerVHCancerbPreventionb
ResearchTH2012THcTHZbXUe 3.2 21

135 qancerHrisksHforHtheHrelativesHofHcolorectalHcancerHcasesHwithHaHmethylatedH–zvYHpromoterHregionhH
dataHfromHtheHqolorectalHqancerHtamilyHRegistryVHCancerbPreventionbResearchTH2012THcTHaZfUac 3.2 9

134 qolorectalHandHotherHcancerHrisksHforHcarriersHandHnoncarriersHfromHfamiliesHwithHaHr oHmismatchH
repairHgeneHmutationhHaHprospectiveHcohortHstudyVHJournalbofbClinicalbOncologyTH2012THaXTHgcfUdb 2.2 245

133 UsingHtumourHpathologyHtoHidentifyHpeopleHatHhighHgeneticHriskHofHbreastHandHcolorectalHcancersVH
PathologyTH2012THbbTHfgUgf 1.6 6

132 PhenotypeHandHpolypHlandscapeHinHserratedHpolyposisHsyndromehHaHseriesHofHYXXHpatientsHfromH
geneticsHclinicsVHAmericanbJournalbofbSurgicalbPathologyTH2012THadTHfedUfZ 6.7 73

131 uenomeUwideHsearchHforHgeneUgeneHinteractionsHinHcolorectalHcancerVHPLoSbONETH2012THeTHecZcac 3.7 29

130 TheHPRs––PYTZTdQHmodelHpredictsHriskHofH–zvYTH–SvZTHandH–SvdHgermlineHmutationsHbasedHonH
cancerHhistoryVHGastroenterologyTH2011THYbXTHeaUfY 13.3 146

Mark E Jenkins
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129 uenomeUwideHassociationHstudyHidentifiesHthreeHnewHmelanomaHsusceptibilityHlociVHNaturebGeneticsTH
2011THbaTHYYXfUYa 36.3 203

128
QualityHassessmentHandHcorrelationHofHmicrosatelliteHinstabilityHandHimmunohistochemicalHmarkersH
amongHpopulationUHandHclinicUbasedHcolorectalHtumorsHresultsHfromHtheHqolonHqancerHtamilyH
RegistryVHJournalbofbMolecularbDiagnosticsTH2011THYaTHZeYUfY

5.1 95

127 tactorsHinfluencingHasthmaHremissionhHaHlongitudinalHstudyHfromHchildhoodHtoHmiddleHageVHThoraxTH
2011THddTHcXfUYa 7.3 65

126
uenotypeUenvironmentHinteractionsHinHmicrosatelliteHstableWmicrosatelliteHinstabilityUlowHcolorectalH
cancerhHresultsHfromHaHgenomeUwideHassociationHstudyVHCancerbEpidemiologybBiomarkersbandb
PreventionTH2011THZXTHecfUdd

4 47

125
YbthHonnualH–eetingHofHtheHqollaborativeHuroupHofHtheHomericasHonHwnheritedHqolorectalHqancerH
rallasTHTXTHUSoVHYZUYaHOctoberHZXYXVHobstractsVHHereditarybCancerbinbClinicalbPracticeTH2011THgHSupplH
YTHOY

2.3 0

124 wdentificationHofHwzdRHandHchromosomeHYYqYaVcHasHriskHlociHforHasthmaVHLancetobTheTH2011THaefTHYXXdUYb 40 298

123 podyHmassHindexHinHearlyHadulthoodHandHcolorectalHcancerHriskHforHcarriersHandHnonUcarriersHofH
germlineHmutationsHinHr oHmismatchHrepairHgenesVHBritishbJournalbofbCancerTH2011THYXcTHYdZUg 8.7 40

122 –orphologicalHpredictorsHofHpRqoYHgermlineHmutationsHinHyoungHwomenHwithHbreastHcancerVHBritishb
JournalbofbCancerTH2011THYXbTHgXaUg 8.7 35

121 ossociationHbetweenHmonoallelicH–UTYvHmutationHandHcolorectalHcancerHriskhHaHmetaUregressionH
analysisVHFamilialbCancerTH2011THYXTHYUg 3 51

120 zinkageHtoHchromosomeHZqaZVZUqaaVaHinHfamilialHserratedHneoplasiaHPxassHsyndromeQVHFamilialb
CancerTH2011THYXTHZbcUcb 3 17

119 –utationHdeepHwithinHanHintronHofH–SvZHcausesHzynchHsyndromeVHFamilialbCancerTH2011THYXTHZgeUaXY 3 34

118 odequacyHofHriskUreducingHgynaecologicHsurgeryHinHpRqoYHorHpRqoZHmutationHcarriersHandHotherH
womenHatHhighHriskHofHpelvicHserousHcancerVHFamilialbCancerTH2011THYXTHcXcUYb 3 5

117 wmageUguidedHsamplingHrevealsHincreasedHstromaHandHlowerHglandularHcomplexityHinH
mammographicallyHdenseHbreastHtissueVHBreastbCancerbResearchbandbTreatmentTH2011THYZfTHcXcUYd 4.4 39

116 sarlyUlifeHsunHexposureHandHriskHofHmelanomaHbeforeHageHbX´ yearsVHCancerbCausesbandbControlTH2011TH
ZZTHffcUge 2.8 31

115 –etaUanalysisHofHfqZbHforHsevenHcancersHrevealsHaHlocusHbetweenH OVHandHs PPZHassociatedHwithH
cancerHdevelopmentVHBMCbMedicalbGeneticsTH2011THYZTHYcd 2.1 26

114 vowHdoHindividualsHdecideHwhetherHtoHacceptHorHdeclineHanHofferHofHgeneticHtestingHforHcolorectalH
cancermVHHereditarybCancerbinbClinicalbPracticeTH2011THgTHPYe 2.3 4

113 rependenceHofHcolorectalHcancerHriskHonHtheHparentUofUoriginHofHmutationsHinHr oHmismatchHrepairH
genesVHHumanbMutationTH2011THaZTHZXeUYZ 4.7 9

112 SunbedHuseHduringHadolescenceHandHearlyHadulthoodHisHassociatedHwithHincreasedHriskHofHearlyUonsetH
melanomaVHInternationalbJournalbofbCancerTH2011THYZfTHZbZcUac 7.5 150

(2011-2011)
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111 qancerHrisksHforHmonoallelicH–UTYvHmutationHcarriersHwithHaHfamilyHhistoryHofHcolorectalHcancerVH
InternationalbJournalbofbCancerTH2011THYZgTHZZcdUdZ 7.5 66

110 trequencyHofHdeletionsHofHsPqo–HPToqSTrYQHinH–SvZUassociatedHzynchHsyndromeHcasesVHJournalbofb
MolecularbDiagnosticsTH2011THYaTHgaUg 5.1 71

109 –etachronousHcolorectalHcancerHriskHforHmismatchHrepairHgeneHmutationHcarriershHtheHadvantageHofH
moreHextensiveHcolonHsurgeryVHGutTH2011THdXTHgcXUe 19.2 192

108 sstimatesHofHfamilialHrisksHfromHfamilyHdataHareHbiasedHwhenHascertainmentHofHfamiliesHisHnotH
independentHofHfamilyHhistoryVHGutTH2011THdXTHYYdZUaiHauthorHreplyHYYda 19.2 3

107 reterminingHtheHfrequencyHofHdeHnovoHgermlineHmutationsHinHr oHmismatchHrepairHgenesVHJournalb
ofbMedicalbGeneticsTH2011THbfTHcaXUb 5.8 32

106 –elanomaHriskHforHqry ZoHmutationHcarriersHwhoHareHrelativesHofHpopulationUbasedHcaseHcarriersHinH
oustraliaHandHtheHUyVHJournalbofbMedicalbGeneticsTH2011THbfTHZddUeZ 5.8 30

105 oHnovelHrecurrentHmutationHinH–wTtHpredisposesHtoHfamilialHandHsporadicHmelanomaVHNatureTH2011TH
bfXTHggUYXa 50.4 335

104 podyHmassHindexHinHearlyHadulthoodHandHendometrialHcancerHriskHforHmismatchHrepairHgeneHmutationH
carriersVHObstetricsbandbGynecologyTH2011THYYeTHfggUgXc 4.9 21

103 qonstitutionalHmethylationHofHtheHpRqoYHpromoterHisHspecificallyHassociatedHwithHpRqoYH
mutationUassociatedHpathologyHinHearlyUonsetHbreastHcancerVHCancerbPreventionbResearchTH2011THbTHZaUaa 3.2 121

102 uenomeUwideHassociationHstudyHidentifiesHaHnewHmelanomaHsusceptibilityHlocusHatHYqZYVaVHNatureb
GeneticsTH2011THbaTHYYYbUf 36.3 126

101
tineUmappingHofHcolorectalHcancerHsusceptibilityHlociHatHfqZaVaTHYdqZZVYHandHYgqYaVYYhHrefinementH
ofHassociationHsignalsHandHuseHofHinHsilicoHanalysisHtoHsuggestHfunctionalHvariationHandHunexpectedH
candidateHtargetHgenesVHHumanbMolecularbGeneticsTH2011THZXTHZfegUff

5.6 51

100 –ultipleHcommonHsusceptibilityHvariantsHnearHp–PHpathwayHlociHuRs–YTHp–PbTHandHp–PZHexplainH
partHofHtheHmissingHheritabilityHofHcolorectalHcancerVHPLoSbGeneticsTH2011THeTHeYXXZYXc 6 169

99 wnvestigatingHtheHpotentialHroleHofHgeneticHandHepigeneticHvariationHofHr oHmethyltransferaseH
genesHinHhyperplasticHpolyposisHsyndromeVHPLoSbONETH2011THdTHeYdfaY 3.7 8

98 oHlargeUscaleHmetaUanalysisHtoHrefineHcolorectalHcancerHriskHestimatesHassociatedHwithH–UTYvH
variantsVHBritishbJournalbofbCancerTH2010THYXaTHYfecUfb 8.7 91

97 TheHroleHofHS–orbHinHearlyUonsetHcolorectalHcancerVHColorectalbDiseaseTH2010THYZTHZYaUg 2.1 18

96 qhildhoodHimmunizationHandHatopicHdiseaseHintoHmiddleUageUUaHprospectiveHcohortHstudyVHPediatricb
AllergybandbImmunologyTH2010THZYTHaXYUd 4.2 24

95 RiskHfactorsHforHcolorectalHcancerHinHpatientsHwithHmultipleHserratedHpolypshHaHcrossUsectionalHcaseH
seriesHfromHgeneticsHclinicsVHPLoSbONETH2010THcTHeYYdad 3.7 60

94 zynchHsyndromeUassociatedHbreastHcancershHclinicopathologicHcharacteristicsHofHaHcaseHseriesHfromH
theHcolonHcancerHfamilyHregistryVHClinicalbCancerbResearchTH2010THYdTHZZYbUZb 12.9 80

Mark E Jenkins

18



93 qonfirmationHofHlinkageHtoHandHlocalizationHofHfamilialHcolonHcancerHriskHhaplotypeHonHchromosomeH
gqZZVHCancerbResearchTH2010THeXTHcbXgUYf 10.1 40

92 osthmaTHasthmaHmedicationsTHandHprostateHcancerHriskVHCancerbEpidemiologybBiomarkersbandb
PreventionTH2010THYgTHZaYfUZb 4 20

91 UseHofHfolicHacidUcontainingHsupplementsHafterHaHdiagnosisHofHcolorectalHcancerHinHtheHqolonHqancerH
tamilyHRegistryVHCancerbEpidemiologybBiomarkersbandbPreventionTH2010THYgTHZXZaUab 4 13

90 qaseUcontrolHstudyHofHoverweightTHobesityTHandHcolorectalHcancerHriskTHoverallHandHbyHtumorH
microsatelliteHinstabilityHstatusVHJournalbofbthebNationalbCancerbInstituteTH2010THYXZTHagYUbXX 9.7 133

89 SmokingHandHcolorectalHcancerHinHzynchHsyndromehHresultsHfromHtheHqolonHqancerHtamilyHRegistryH
andHtheHUniversityHofHTexasH–VrVHondersonHqancerHqenterVHClinicalbCancerbResearchTH2010THYdTHYaaYUg 12.9 52

88 RisksHofHzynchHsyndromeHcancersHforH–SvdHmutationHcarriersVHJournalbofbthebNationalbCancerb
InstituteTH2010THYXZTHYgaUZXY 9.7 279

87 olphaUYUantitrypsinHdeficiencyHandHsmokingHasHriskHfactorsHforHmismatchHrepairHdeficientHcolorectalH
cancerhHaHstudyHfromHtheHcolonHcancerHfamilyHregistryVHMolecularbGeneticsbandbMetabolismTH2010THggTHYceUg3.7 16

86
ueneticHvariationHinHtheHvitaminHrHreceptorHPVrRQHandHtheHvitaminHrUbindingHproteinHPuqQHandHriskH
forHcolorectalHcancerhHresultsHfromHtheHqolonHqancerHtamilyHRegistryVHCancerbEpidemiologyb
BiomarkersbandbPreventionTH2010THYgTHcZcUad

4 53

85 PhenotypicHdiversityHinHpatientsHwithHmultipleHserratedHpolypshHaHgeneticsHclinicHstudyVHInternationalb
JournalbofbColorectalbDiseaseTH2010THZcTHeXaUYZ 3 42

84
qontralateralHriskUreducingHmastectomyHinHpRqoYHandHpRqoZHmutationHcarriersHandHotherHhighUriskH
womenHinHtheHyathleenHquninghamHtoundationHqonsortiumHforHResearchHintoHtamilialHpreastH
qancerHPkqontabQVHBreastbCancerbResearchbandbTreatmentTH2010THYZXTHeYcUZa

4.4 23

83 uenesHinvolvedHwithHfolateHuptakeHandHdistributionHandHtheirHassociationHwithHcolorectalHcancerHriskVH
CancerbCausesbandbControlTH2010THZYTHcgeUdXf 2.8 23

82 vospitalUadmittedHeyeHinjuryHinHVictoriaTHoustraliaVHClinicalbandbExperimentalbOphthalmologyTH2010TH
afTHcddUeY 2.4 17

81 zetterHinHresponseHtoHJwdentifyingHzynchHsyndromeJHbyHdeHlaHqhapelleHetHalVHInternationalbJournalbofb
CancerTH2010THYZdTHZeceUf 7.5 1

80 ParentHofHoriginHeffectsHonHageHatHcolorectalHcancerHdiagnosisVHInternationalbJournalbofbCancerTH2010TH
YZeTHadYUd 7.5 8

79 RiskHofHendometrialHcancerHforHwomenHdiagnosedHwithHv PqqUrelatedHcolorectalHcarcinomaVH
InternationalbJournalbofbCancerTH2010THYZeTHZdefUfb 7.5 42

78 TheHassociationHofHtumorHmicrosatelliteHinstabilityHphenotypeHwithHfamilyHhistoryHofHcolorectalH
cancerVHCancerbEpidemiologybBiomarkersbandbPreventionTH2009THYfTHgdeUec 4 24

77 SociodemographicTHlifestyleTHandHmedicalHriskHfactorsHforHvisualHimpairmentHinHanHurbanHasianH
populationhHtheHsingaporeHmalayHeyeHstudyVHJAMAbOphthalmologyTH2009THYZeTHYdbXUe 24

76 odherenceHtoHasthmaHmanagementHguidelinesHbyHmiddleUagedHadultsHwithHcurrentHasthmaVHThoraxTH
2009THdbTHYXZcUaY 7.3 44

(2009-2010)

19



75 PopulationUbasedTHcaseUcontrolUfamilyHdesignHtoHinvestigateHgeneticHandHenvironmentalHinfluencesH
onHmelanomaHriskhHoustralianH–elanomaHtamilyHStudyVHAmericanbJournalbofbEpidemiologyTH2009THYeXTHYcbYUcb3.8 42

74 syeHinjuriesHinHruralHVictoriaTHoustraliaVHClinicalbandbExperimentalbOphthalmologyTH2009THaeTHdgfUeXZ 2.4 8

73 qlassifyingH–zvYHandH–SvZHvariantsHusingHbioinformaticHpredictionTHsplicingHassaysTHsegregationTH
andHtumorHcharacteristicsVHHumanbMutationTH2009THaXTHeceUeX 4.7 55

72 preastHcancerHriskHisHnotHincreasedHinHindividualsHwithHTWwSTYHmutationHconfirmedHSaethreUqhotzenH
syndromehHanHoustralianHmulticenterHstudyVHGenesbChromosomesbandbCancerTH2009THbfTHcaaUf 5 3

71 onalysisHofHfamiliesHwithHzynchHsyndromeHcomplicatedHbyHadvancedHserratedHneoplasiahHtheH
importanceHofHpathologyHreviewHandHpedigreeHanalysisVHFamilialbCancerTH2009THfTHaYaUZa 3 19

70 RelevanceHofHtheHhygieneHhypothesisHtoHearlyHvsVHlateHonsetHallergicHrhinitisVHClinicalbandb
ExperimentalbAllergyTH2009THagTHaeXUf 4.1 23

69 uermlineH–utYHhumanHhomologueHmutationsHandHcolorectalHcancerhHaHmultisiteHcaseUcontrolHstudyVH
GastroenterologyTH2009THYadTHYZcYUdX 13.3 165

68 ossociationsHbetweenHsmokingTHalcoholHconsumptionTHandHcolorectalHcancerTHoverallHandHbyHtumorH
microsatelliteHinstabilityHstatusVHCancerbEpidemiologybBiomarkersbandbPreventionTH2009THYfTHZebcUcX 4 98

67 RoleHofH–SvdHandHP–SZHinHtheHdnaHmismatchHrepairHprocessHandHcarcinogenesisVHSurgicalbOncologyb
ClinicsbofbNorthbAmericaTH2009THYfTHdZcUad 2.7 9

66 wsHuptakeHofHgeneticHtestingHforHcolorectalHcancerHinfluencedHbyHknowledgeHofHinsuranceH
implicationsmVHMedicalbJournalbofbAustraliaTH2009THYgYTHZccUf 4 43

65 TheHclinicalHphenotypeHofHzynchHsyndromeHdueHtoHgermUlineHP–SZHmutationsVHGastroenterologyTH
2008THYacTHbYgUZf 13.3 411

64 sthnicityHandHriskHforHcolorectalHcancersHshowingHsomaticHpRotHVdXXsHmutationHorHqpuHislandH
methylatorHphenotypeVHCancerbEpidemiologybBiomarkersbandbPreventionTH2008THYeTHYeebUfX 4 89

63
–olecularHcharacterizationHofH–SwUvHcolorectalHcancerHbyH–zvwHpromoterHmethylationTH
immunohistochemistryTHandHmismatchHrepairHgermlineHmutationHscreeningVHCancerbEpidemiologyb
BiomarkersbandbPreventionTH2008THYeTHaZXfUYc

4 171

62
qancerHriskHmanagementHpracticesHofHnoncarriersHwithinHpRqoYWZHmutationHpositiveHfamiliesHinHtheH
yathleenHquninghamHtoundationHqonsortiumHforHResearchHintoHtamilialHpreastHqancerVHJournalbofb
ClinicalbOncologyTH2008THZdTHZZcUaZ

2.2 16

61 wsHpRqoZHcVgXegHuloHaHpredisposingHvariantHforHearlyHonsetHbreastHcancermVHBreastbCancerbResearchb
andbTreatmentTH2008THYXgTHYeeUg 4.4 2

60 TheHRorcYrHsZaauHvariantHandHbreastHcancerHriskhHpopulationUbasedHandHclinicUbasedHfamilyHstudiesH
ofHoustralianHwomenVHBreastbCancerbResearchbandbTreatmentTH2008THYYZTHacUg 4.4 8

59 PathologyHfeaturesHinHpethesdaHguidelinesHpredictHcolorectalHcancerHmicrosatelliteHinstabilityhHaH
populationUbasedHstudyVHGastroenterologyTH2007THYaaTHbfUcd 13.3 264

58 preastUfeedingHandHatopicHdiseasehHaHcohortHstudyHfromHchildhoodHtoHmiddleHageVHJournalbofbAllergyb
andbClinicalbImmunologyTH2007THYZXTHYXcYUe 11.5 94

Mark E Jenkins
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57 qhildhoodHallergicHrhinitisHpredictsHasthmaHincidenceHandHpersistenceHtoHmiddleHagehHaHlongitudinalH
studyVHJournalbofbAllergybandbClinicalbImmunologyTH2007THYZXTHfdaUg 11.5 155

56 oHrangeHofHsimpleHsummaryHgenomeUwideHstatisticsHforHdetectingHgeneticHlinkageHusingHhighHdensityH
markerHdataVHGeneticbEpidemiologyTH2007THaYTHcdcUed 2.6 3

55 StabilityHofHpoTZdHinHzynchHsyndromeHcolorectalHtumoursVHEuropeanbJournalbofbHumanbGeneticsTH
2007THYcTHYagUbYiHauthorHreplyHYbYUZ 5.3 5

54 uenomeUwideHassociationHstudyHidentifiesHnovelHbreastHcancerHsusceptibilityHlociVHNatureTH2007THbbeTHYXfeUga50.4 1957

53 ValidationHstudyHofHtheHzo–proHmodelHforHpredictingHtheHpRqoYHorHpRqoZHmutationHcarrierHstatusH
ofH orthHomericanHoshkenaziHxewishHwomenVHClinicalbGeneticsTH2007THeZTHfeUge 4 10

52 RationaleHforTHandHapproachHtoTHstudyingHmodifiersHofHriskHinHpersonsHwithHaHgeneticHpredispositionH
toHcolorectalHcancerVHCurrentbOncologybReportsTH2007THgTHZXZUe 6.3 8

51 –icrosatelliteHinstabilityHmarkersHforHidentifyingHearlyUonsetHcolorectalHcancersHcausedHbyHgermUlineH
mutationsHinHr oHmismatchHrepairHgenesVHClinicalbCancerbResearchTH2007THYaTHZfdcUg 12.9 26

50 VariantsHonHgpZbHandHfqZbHareHassociatedHwithHriskHofHcolorectalHcancerhHresultsHfromHtheHqolonH
qancerHtamilyHRegistryVHCancerbResearchTH2007THdeTHYYYZfUaZ 10.1 82

49 wsHchildhoodHimmunisationHassociatedHwithHatopicHdiseaseHfromHageHeHtoHaZHyearsmVHThoraxTH2007THdZTHZeXUc7.3 22

48 qhildhoodHadiposityHpredictsHadultUonsetHcurrentHasthmaHinHfemaleshHaHZcUyrHprospectiveHstudyVH
EuropeanbRespiratorybJournalTH2007THZgTHddfUec 13.6 49

47 occuracyHofHcolorectalHpolypHselfUreportshHfindingsHfromHtheHcolonHcancerHfamilyHregistryVHCancerb
EpidemiologybBiomarkersbandbPreventionTH2007THYdTHYfgfUgXY 4 17

46 SerratedHpathwayHcolorectalHcancerHinHtheHpopulationhHgeneticHconsiderationVHGutTH2007THcdTHYbcaUg 19.2 72

45 RationaleHforTHandHapproachHtoTHstudyingHmodifiersHofHriskHinHpersonsHwithHaHgeneticHpredispositionH
toHcolorectalHcancerVHCurrentbColorectalbCancerbReportsTH2006THZTHYeaUYef 1

44 qharacterizationHofHtheHbreastHcancerHassociatedHoT–HeZeYTluHPVZbZbuQHmutationHbyHgeneH
expressionHprofilingVHGenesbChromosomesbandbCancerTH2006THbcTHYYdgUfY 5 14

43 PopulationUbasedHestimatesHofHbreastHcancerHrisksHassociatedHwithHoT–HgeneHvariantsHcVeZeYTluH
andHcVYXddUdTluHPwVSYXUdTluQHfromHtheHpreastHqancerHtamilyHRegistryVHHumanbMutationTH2006THZeTHYYZZUf4.7 78

42 WhoHremembersHwhetherHtheyHhadHasthmaHasHchildrenmVHJournalbofbAsthmaTH2006THbaTHeZeUaX 1.9 31

41  oHincreasedHriskHofHbreastHcancerHassociatedHwithHalcoholHconsumptionHamongHcarriersHofHpRqoYH
andHpRqoZHmutationsHagesHVHCancerbEpidemiologybBiomarkersbandbPreventionTH2006THYcTHYcdcUe 4 34

40 RiskHofHcolorectalHcancerHinHmonoallelicHandHbiallelicHcarriersHofH–YvHmutationshHaHpopulationUbasedH
caseUfamilyHstudyVHCancerbEpidemiologybBiomarkersbandbPreventionTH2006THYcTHaYZUb 4 147
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39 qancerHrisksHforHmismatchHrepairHgeneHmutationHcarriershHaHpopulationUbasedHearlyHonsetHcaseUfamilyH
studyVHClinicalbGastroenterologybandbHepatologyTH2006THbTHbfgUgf 6.9 136

38 zowHsomaticHyUrasHmutationHfrequencyHinHcolorectalHcancerHdiagnosedHunderHtheHageHofHbcHyearsVH
EuropeanbJournalbofbCancerTH2006THbZTHYaceUdY 7.5 22

37 –easuresHofHfamilialHaggregationHdependHonHdefinitionHofHfamilyHhistoryhHmetaUanalysisHforH
colorectalHcancerVHJournalbofbClinicalbEpidemiologyTH2006THcgTHYYbUZb 5.7 72

36 pRqoYHandHpRqoZHmutationHcarriersTHoralHcontraceptiveHuseTHandHbreastHcancerHbeforeHageHcXVH
CancerbEpidemiologybBiomarkersbandbPreventionTH2006THYcTHYfdaUeX 4 98

35 zargeHgenomicHalterationsHinHh–SvZHandHh–zvYHinHearlyUonsetHcolorectalHcancerhHidentificationHofHaH
largeHcomplexHdeHnovoHh–zvYHalterationVHClinicalbGeneticsTH2006THeXTHZcXUZ 4 10

34 RiskUreducingHsurgeryTHscreeningHandHchemopreventionHpracticesHofHpRqoYHandHpRqoZHmutationH
carriershHaHprospectiveHcohortHstudyVHClinicalbGeneticsTH2006THeXTHYgfUZXd 4 59

33 TracingHfTdXXHparticipantsHadHyearsHafterHrecruitmentHatHageHsevenHforHtheHTasmanianHosthmaHStudyVH
AustralianbandbNewbZealandbJournalbofbPublicbHealthTH2006THaXTHYXcUYX 2.3 31

32 ParityHandHdecreasedHuseHofHoralHcontraceptivesHasHpredictorsHofHasthmaHinHyoungHwomenVHClinicalb
andbExperimentalbAllergyTH2006THadTHdXgUYa 4.1 47

31 ueneticTHfunctionalTHandHhistopathologicalHevaluationHofHtwoHqUterminalHpRqoYHmissenseHvariantsVH
JournalbofbMedicalbGeneticsTH2006THbaTHebUfa 5.8 36

30 svidenceHforHpRotHmutationHandHvariableHlevelsHofHmicrosatelliteHinstabilityHinHaHsyndromeHofH
familialHcolorectalHcancerVHClinicalbGastroenterologybandbHepatologyTH2005THaTHZcbUda 6.9 113

29 qYPYeHgeneticHpolymorphismTHbreastHcancerTHandHbreastHcancerHriskHfactorshHoustralianHpreastH
qancerHtamilyHStudyVHBreastbCancerbResearchTH2005THeTHRcYaUZY 8.3 22

28 oHproteinUtruncatingHmutationHinHqYPYeoYHinHthreeHsistersHwithHearlyUonsetHbreastHcancerVHHumanb
MutationTH2005THZdTHZgfUaXZ 4.7 11

27 TwoHoT–HvariantsHandHbreastHcancerHriskVHHumanbMutationTH2005THZcTHcgbUc 4.7 35

26 wsolatedHlossHofHP–SZHexpressionHinHcolorectalHcancershHfrequencyTHpatientHageTHandHfamilialH
aggregationVHClinicalbCancerbResearchTH2005THYYTHdbddUeY 12.9 49

25 UseHofHmolecularHtumorHcharacteristicsHtoHprioritizeHmismatchHrepairHgeneHtestingHinHearlyUonsetH
colorectalHcancerVHJournalbofbClinicalbOncologyTH2005THZaTHdcZbUaZ 2.2 172

24 PrognosisHofHpremenopausalHbreastHcancerHandHchildbirthHpriorHtoHdiagnosisVHJournalbofbClinicalb
OncologyTH2004THZZTHdggUeXc 2.2 58

23 tamilialHrisksTHearlyUonsetHbreastHcancerTHandHpRqoYHandHpRqoZHgermlineHmutationsVHJournalbofbtheb
NationalbCancerbInstituteTH2003THgcTHbbfUce 9.7 137

22
overageHageUspecificHcumulativeHriskHofHbreastHcancerHaccordingHtoHtypeHandHsiteHofHgermlineH
mutationsHinHpRqoYHandHpRqoZHestimatedHfromHmultipleUcaseHbreastHcancerHfamiliesHattendingH
oustralianHfamilyHcancerHclinicsVHHumanbGeneticsTH2003THYYZTHcbZUcY
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21 oHspecificHutPHexpressionHassayTHpenetranceHestimateTHandHhistologicalHassessmentHforHaHputativeH
spliceHsiteHmutationHinHpRqoYVHHumanbMutationTH2003THZZTHfdUgY 4.7 10

20 ofterHh–SvZHandHh–zvYUUwhatHnextmHonalysisHofHthreeUgenerationalTHpopulationUbasedTHearlyUonsetH
colorectalHcancerHfamiliesVHInternationalbJournalbofbCancerTH2002THYXZTHYddUeY 7.5 41

19 rominantHnegativeHoT–HmutationsHinHbreastHcancerHfamiliesVHJournalbofbthebNationalbCancerbInstitute
TH2002THgbTHZXcUYc 9.7 183

18 oHmetaUanalysisHofHeffectivenessHofHinfluenzaHvaccineHinHpersonsHagedHdcHyearsHandHoverHlivingHinHtheH
communityVHVaccineTH2002THZXTHYfaYUd 4.1 260

17 ueneralHpractitionershHtheirHcontactHwithHmaternalHandHchildHhealthHnursesHinHpostnatalHcareVHJournalb
ofbPaediatricsbandbChildbHealthTH2000THadTHYcgUda 1.3 10

16 svidenceHforHgeneticHassociationsHbetweenHasthmaTHatopyTHandHbronchialHhyperresponsivenesshHaH
studyHofHfUHtoHYfUyrUoldHtwinsVHAmericanbJournalbofbRespiratorybandbCriticalbCarebMedicineTH2000THYdZTHZYffUga10.2 38

15 pRqoYHmutationsHandHotherHsequenceHvariantsHinHaHpopulationUbasedHsampleHofHoustralianHwomenH
withHbreastHcancerVHBritishbJournalbofbCancerTH1999THegTHabUg 8.7 69

14 –odelingHtheHprobabilityHthatHoshkenaziHxewishHwomenHcarryHaHfounderHmutationHinHpRqoYHorH
pRqoZVHAmericanbJournalbofbHumanbGeneticsTH1999THdcTHYeeYUd 11 13

13 RegressiveHlogisticHmodelingHofHfamilialHaggregationHforHasthmaHinHeTagbHpopulationUbasedHnuclearH
familiesVHGeneticbEpidemiologyTH1997THYbTHaYeUaZ 2.6 54

12 ValidationHofHquestionnaireHandHbronchialHhyperresponsivenessHagainstHrespiratoryHphysicianH
assessmentHinHtheHdiagnosisHofHasthmaVHInternationalbJournalbofbEpidemiologyTH1996THZcTHdXgUYd 7.8 356

11 wncreaseHinHtheHselfUreportedHprevalenceHofHasthmaHandHhayHfeverHinHadultsHoverHtheHlastHgenerationhH
aHmatchedHparentUoffspringHstudyVHAustralianbJournalbofbPublicbHealthTH1995THYgTHYZXUb 52

10 osthmaTHallergyHandHatopyHinHsouthernHqhineseHschoolHstudentsVHClinicalbandbExperimentalbAllergyTH
1994THZbTHacaUf 4.1 34

9 tactorsHinHchildhoodHasHpredictorsHofHasthmaHinHadultHlifeVHBMJ:bBritishbMedicalbJournalTH1994THaXgTHgXUa 174

8 TheHassociationsHbetweenHchildhoodHasthmaHandHatopyTHandHparentalHasthmaTHhayHfeverHandH
smokingVHPaediatricbandbPerinatalbEpidemiologyTH1993THeTHdeUed 2.7 48

7 occuracyHofHasthmaHdeathHstatisticsHinHoustraliaVHAustralianbJournalbofbPublicbHealthTH1992THYdTHbZeUg 12

6 UseHofHantiasthmaticHdrugsHinHoustraliaVHMedicalbJournalbofbAustraliaTH1990THYcaTHaZaUf 4 29

5 TrendsHinHoustralianHmortalityHofHasthmaTHYgegUYgfcVHMedicalbJournalbofbAustraliaTH1988THYbgTHdZXUb 4 28

4 svaluatingHtheHutilityHofHtumourHmutationalHsignaturesHforHidentifyingHhereditaryHcolorectalHcancerH
andHpolyposisHsyndromeHcarriers 1

(-2003)
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3 odiposityTHmetabolitesTHandHcolorectalHcancerHriskhH–endelianHrandomizationHstudy 2

2 ossessmentHofHPolygenicHorchitectureHandHRiskHPredictionHbasedHonHqommonHVariantsHocrossH
tourteenHqancers 1

1 uermlineHlossUofUfunctionHvariantsHinHtheHbaseUexcisionHrepairHgeneH–prbHcauseHaH–endelianH
recessiveHsyndromeHofHadenomatousHcolorectalHpolyposisHandHacuteHmyeloidHleukaemia 3
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