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Fluorescence microscopy-based quantitation of GLUT4 translocation. Methods and Applications in
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How to train your cell - Towards controlling phenotypes by harnessing the epigenome of Chinese

hamster ovary production cell lines. Biotechnology Advances, 2022, 56, 107924. 1.7 o

Subcloning induces changes in the DNA&€Emethylation pattern of outgrowing Chinese hamster ovary
cell colonies. Biotechnology Journal, 2021, 16, e2000350.

Enhanced targeted DNA methylation of the CMV and endogenous promoters with dCas9-DNMT3A3L
entails distinct subsequent histone modification changes in CHO cells. Metabolic Engineering, 2021, 7.0 17
66, 268-282.

A pooled CRISPR/AsCpf1 screen using paired gRNAs to induce genomic deletions in Chinese hamster
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Heparin-binding motif mutations of human diamine oxidase allow the development of a first-in-class
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mRNA Transfection into CHO&€Cells Reveals Production Bottlenecks. Biotechnology Journal, 2020, 15,
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Systematic use of synthetic 53€2-UTR RNA structures to tune protein translation improves yield and
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Random epigenetic modulation of CHO cells by repeated knockdown of DNA methyltransferases
increases population diversity and enables sorting of cells with higher production capacities.
Biotechnology and Bioengineering, 2020, 117, 3435-3447.

Directed evolution approach to enhance efficiency and speed of outgrowth during single cell
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A cross-species whole genome siRNA screen in suspension-cultured Chinese hamster ovary cells
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Transient manipulation of the expression level of selected growth rate correlating microRNAs does
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Epigenetic regulation of gene expression in Chinese Hamster Ovary cells in response to the changing
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A CRISPR/Cas9 based engineering strategy for overexpression of multiple genes in Chinese hamster
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The contributions of individual galactosyltransferases to protein specific N-glycan processing in

Chinese Hamster Ovary cells. Journal of Biotechnology, 2018, 282, 101-110.
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analysed by a species-specific microarray. Journal of Biotechnology, 2017, 257, 13-21. 3.8 25
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A signature of 12 microRNAs is robustly associated with growth rate in a variety of CHO cell lines.

Journal of Biotechnology, 2016, 235, 150-161.

Annotation of additional evolutionary conserved microRNAs in CHO cells from updated genomic 2.3 13
data. Biotechnology and Bioengineering, 2015, 112, 1488-1493. )

Endogenous microRNA clusters outperform chimeric sequence clusters in Chinese hamster ovary
cells. Biotechnology Journal, 2014, 9, 538-544.

Stable overexpression of miR-17 enhances recombinant protein production of CHO cells. Journal of 2.8 7
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Analysis of microRNA transcription and post-transcriptional processing by Dicer in the context of
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