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l Paper IF Citations

361 ydentificationJandJanalysisJofJfunctionalJelementsJinJaOJofJtheJhumanJgenomeJbyJtheJuésαtuJpilotJ
projectXJNatureVJ2007VJddgVJgiiWhaf 50.4 4121

360 wuésαtujJtheJreferenceJhumanJgenomeJannotationJforJTheJuésαtuJβrojectXJGenomebResearchVJ
2012VJbbVJagfZWgd 9.7 3142

359 ynternationalJnetworkJofJcancerJgenomeJprojectsXJNatureVJ2010VJdfdVJiicWh 50.4 1613

358 WholeWgenomeJsequencingJidentifiesJrecurrentJmutationsJinJchronicJlymphocyticJleukaemiaXJNature
VJ2011VJdgeVJaZaWe 50.4 1206

357 uxomeJsequencingJidentifiesJrecurrentJmutationsJofJtheJsplicingJfactorJSvcraJgeneJinJchronicJ
lymphocyticJleukemiaXJNaturebGeneticsVJ2011VJddVJdgWeb 36.3 752

356 yntqctjJanJopenJsourceJmolecularJinteractionJdatabaseXJNucleicbAcidsbResearchVJ2004VJcbVJtdebWe 20.1 670

355 sorrelatedJmutationsJandJresidueJcontactsJinJproteinsXJProteins:bStructurenbFunctionbandb
BioinformaticsVJ1994VJahVJcZiWag 4.2 662

354 TheJqllelicJ andscapeJofJxumanJrloodJsellJTraitJVariationJandJ inksJtoJsommonJsomplexJtiseaseXJ
CellVJ2016VJafgVJadaeWadbiXeai 56.2 637

353 éonWcodingJrecurrentJmutationsJinJchronicJlymphocyticJleukaemiaXJNatureVJ2015VJebfVJeaiWbd 50.4 565

352 tistinctJtéqJmethylomesJofJnewbornsJandJcentenariansXJProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaVJ2012VJaZiVJaZebbWg 11.5 563

351 TheJrasJproteinJfamilyjJevolutionaryJtreeJandJroleJofJconservedJaminoJacidsXJBiochemistryVJ1991VJcZVJdfcgWdh3.2 517

350 qJhierarchicalJunsupervisedJgrowingJneuralJnetworkJforJclusteringJgeneJexpressionJpatternsXJ
BioinformaticsVJ2001VJagVJabfWcf 7.2 465

349 sorrelatedJmutationsJcontainJinformationJaboutJproteinWproteinJinteractionXJJournalbofbMolecularb
BiologyVJ1997VJbgaVJeaaWbc 6.5 443

348 upigenomicJanalysisJdetectsJwidespreadJgeneWbodyJtéqJhypomethylationJinJchronicJlymphocyticJ
leukemiaXJNaturebGeneticsVJ2012VJddVJabcfWdb 36.3 422

347 umergingJmethodsJinJproteinJcoWevolutionXJNaturebReviewsbGeneticsVJ2013VJadVJbdiWfa 30.1 415

346 ReductiveJgenomeJevolutionJinJruchneraJaphidicolaXJProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaVJ2003VJaZZVJehaWf 11.5 404

345 MultipleJevidenceJstrandsJsuggestJthatJthereJmayJbeJasJfewJasJaiVZZZJhumanJproteinWcodingJgenesXJ
HumanbMolecularbGeneticsVJ2014VJbcVJehffWgh 5.6 385
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344 qJgeneJnetworkJforJnavigatingJtheJliteratureXJNaturebGeneticsVJ2004VJcfVJffd 36.3 373

343 weneticJtriversJofJupigeneticJandJTranscriptionalJVariationJinJxumanJymmuneJsellsXJCellVJ2016VJafgVJacihWadadXebd56.2 339

342 SimilarityJofJphylogeneticJtreesJasJindicatorJofJproteinWproteinJinteractionXJProteinbEngineeringnb
DesignbandbSelectionVJ2001VJadVJfZiWad 1.9 337

341 qJmethodJtoJpredictJfunctionalJresiduesJinJproteinsXJNaturebStructuralbandbMolecularbBiologyVJ1995VJ
bVJagaWh 17.6 329

340 sonvergentJevolutionJofJsimilarJenzymaticJfunctionJonJdifferentJproteinJfoldsjJtheJhexokinaseVJ
ribokinaseVJandJgalactokinaseJfamiliesJofJsugarJkinasesXJProteinbScienceVJ1993VJbVJcaWdZ 6.3 307

339 somputationalJmethodsJforJtheJpredictionJofJproteinJinteractionsXJCurrentbOpinionbinbStructuralb
BiologyVJ2002VJabVJcfhWgc 8.1 274

338 βracticalJlimitsJofJfunctionJpredictionXJProteins:bStructurenbFunctionbandbBioinformaticsVJ2000VJdaVJihWaZg 4.2 266

337 r UuβRyéTJtoJdecodeJtheJepigeneticJsignatureJwrittenJinJbloodXJNaturebBiotechnologyVJ2012VJcZVJbbdWf 44.5 261

336 TheJRasJproteinJsuperfamilyjJevolutionaryJtreeJandJroleJofJconservedJaminoJacidsXJJournalbofbCellb
BiologyVJ2012VJaifVJahiWbZa 7.3 247

335 βathwayJandJnetworkJanalysisJofJcancerJgenomesXJNaturebMethodsVJ2015VJabVJfaeWfba 21.6 235

334 TheJynternationalJxumanJupigenomeJsonsortiumjJqJrlueprintJforJScientificJsollaborationJandJ
tiscoveryXJCellVJ2016VJafgVJaadeWaadi 56.2 232

333 qnJexpandedJevaluationJofJproteinJfunctionJpredictionJmethodsJshowsJanJimprovementJinJ
accuracyXJGenomebBiologyVJ2016VJagVJahd 18.3 218

332 ynJsilicoJtwoWhybridJsystemJforJtheJselectionJofJphysicallyJinteractingJproteinJpairsXJProteins:b
StructurenbFunctionbandbBioinformaticsVJ2002VJdgVJbaiWbg 4.2 214

331 WholeWgenomeJfingerprintJofJtheJtéqJmethylomeJduringJhumanJrJcellJdifferentiationXJNatureb
GeneticsVJ2015VJdgVJgdfWef 36.3 209

330 unrichéetjJnetworkWbasedJgeneJsetJenrichmentJanalysisXJBioinformaticsVJ2012VJbhVJideaWideg 7.2 204

329 βredictionJofJproteinWWproteinJinteractionJsitesJinJheterocomplexesJwithJneuralJnetworksXJFEBSb
JournalVJ2002VJbfiVJacefWfa 191

328 RecurrentJinactivationJofJSTqwbJinJbladderJcancerJisJnotJassociatedJwithJaneuploidyXJNatureb
GeneticsVJ2013VJdeVJadfdWi 36.3 186

327 qlternativeJSplicingJMayJéotJreJtheJ’eyJtoJβroteomeJsomplexityXJTrendsbinbBiochemicalbSciencesVJ
2017VJdbVJihWaaZ 10.3 180

(2017-2004)
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326 qutomaticJmethodsJforJpredictingJfunctionallyJimportantJresiduesXJJournalbofbMolecularbBiologyVJ
2003VJcbfVJabhiWcZb 6.5 179

325 TheJimplicationsJofJalternativeJsplicingJinJtheJuésαtuJproteinJcomplementXJProceedingsbofbtheb
NationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ2007VJaZdVJedieWeZZ 11.5 177

324 MqRVu jJaJconservedJdomainJinvolvedJinJmembraneJappositionJeventsXJTrendsbinbBiochemicalb
SciencesVJ2002VJbgVJeiiWfZa 10.3 170

323 ydentificationJofJaminoJacidJresiduesJcrucialJforJchemokineJreceptorJdimerizationXJNatureb
ImmunologyVJ2004VJeVJbafWbc 19.1 166

322 ymprovingJcontactJpredictionsJbyJtheJcombinationJofJcorrelatedJmutationsJandJotherJsourcesJofJ
sequenceJinformationXJFoldingbhbDesignVJ1997VJbVJSbeWcb 161

321 αverviewJofJtheJproteinWproteinJinteractionJannotationJextractionJtaskJofJriosreativeJyyXJGenomeb
BiologyVJ2008VJiJSupplJbVJSd 18.3 157

320
βα uJandJβα taJmutationsJinJebiJkindredJwithJfamilialJcolorectalJcancerJandYorJpolyposisjJreviewJ
ofJreportedJcasesJandJrecommendationsJforJgeneticJtestingJandJsurveillanceXJGeneticsbinbMedicineVJ
2016VJahVJcbeWcb

8.1 153

319 TextWminingJandJinformationWretrievalJservicesJforJmolecularJbiologyXJGenomebBiologyVJ2005VJfVJbbd 18.3 151

318 vilaminWqJregulatesJactinWdependentJclusteringJofJxyVJreceptorsXJNaturebCellbBiologyVJ2007VJiVJhchWdf 23.4 146

317 TranscriptomeJcharacterizationJbyJRéqJsequencingJidentifiesJaJmajorJmolecularJandJclinicalJ
subdivisionJinJchronicJlymphocyticJleukemiaXJGenomebResearchVJ2014VJbdVJbabWbf 9.7 143

316 uffectiveJuseJofJsequenceJcorrelationJandJconservationJinJfoldJrecognitionXJJournalbofbMolecularb
BiologyVJ1999VJbicVJabbaWci 6.5 142

315
xighWconfidenceJpredictionJofJglobalJinteractomesJbasedJonJgenomeWwideJcoevolutionaryJ
networksXJProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ2008VJ
aZeVJicdWi

11.5 138

314 ymplementingJtheJixαβJconceptJforJnavigationJofJbiomedicalJliteratureXJBioinformaticsVJ2005VJbaJ
SupplJbVJiibebWh 7.2 137

313 sonservedJclustersJofJfunctionallyJrelatedJgenesJinJtwoJbacterialJgenomesXJJournalbofbMolecularb
EvolutionVJ1997VJddVJffWgc 3.1 136

312 βredictionJofJcontactJmapsJwithJneuralJnetworksJandJcorrelatedJmutationsXJProteinbEngineeringnb
DesignbandbSelectionVJ2001VJadVJhceWdc 1.9 133

311 βroteinJcoWevolutionVJcoWadaptationJandJinteractionsXJEMBObJournalVJ2008VJbgVJbfdhWee 13 132

310  inkingJgenesJtoJliteraturejJtextJminingVJinformationJextractionVJandJretrievalJapplicationsJforJ
biologyXJGenomebBiologyVJ2008VJiJSupplJbVJSh 18.3 131

309 uVqjJuvaluationJofJproteinJstructureJpredictionJserversXJNucleicbAcidsbResearchVJ2003VJcaVJccaaWe 20.1 131
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308 somputationalJapproachesJtoJidentifyJfunctionalJgeneticJvariantsJinJcancerJgenomesXJNatureb
MethodsVJ2013VJaZVJgbcWi 21.6 129

307 qββRySjJannotationJofJprincipalJandJalternativeJspliceJisoformsXJNucleicbAcidsbResearchVJ2013VJdaVJtaaZWg 20.1 128

306 uvaluationJofJtextWminingJsystemsJforJbiologyjJoverviewJofJtheJSecondJriosreativeJcommunityJ
challengeXJGenomebBiologyVJ2008VJiJSupplJbVJSa 18.3 127

305
uukaryoticJtranslationJelongationJfactorJaJgammaJcontainsJaJglutathioneJtransferaseJdomainWWstudyJ
ofJaJdiverseVJancientJproteinJsuperfamilyJusingJmotifJsearchJandJstructuralJmodelingXJProteinb
ScienceVJ1994VJcVJbZdeWed

6.3 127

304 ynformationJRetrievalJandJTextJMiningJTechnologiesJforJshemistryXJChemicalbReviewsVJ2017VJaagVJgfgcWggfa68.1 124

303 sxuMtéuRjJTheJdrugsJandJchemicalJnamesJextractionJchallengeXJJournalbofbCheminformaticsVJ2015VJ
gVJSa 8.6 120

302 yntegratedJnextWgenerationJsequencingJandJavatarJmouseJmodelsJforJpersonalizedJcancerJ
treatmentXJClinicalbCancerbResearchVJ2014VJbZVJbdgfWhd 12.9 118

301 MolecularJevidenceJforJtheJinverseJcomorbidityJbetweenJcentralJnervousJsystemJdisordersJandJ
cancersJdetectedJbyJtranscriptomicJmetaWanalysesXJPLoSbGeneticsVJ2014VJaZVJeaZZdagc 6 116

300 βrogressJandJchallengesJinJpredictingJproteinWproteinJinteractionJsitesXJBriefingsbinbBioinformaticsVJ
2009VJaZVJbccWdf 13.4 116

299
ynverseJandJdirectJcancerJcomorbidityJinJpeopleJwithJcentralJnervousJsystemJdisordersjJaJ
metaWanalysisJofJcancerJincidenceJinJeggVZacJparticipantsJofJeZJobservationalJstudiesXJ
PsychotherapybandbPsychosomaticsVJ2014VJhcVJhiWaZe

9.4 113

298 qJconservedJloopJinJtheJqTβaseJdomainJofJtheJtna’JchaperoneJisJessentialJforJstableJbindingJofJ
wrpuXJNaturebStructuralbandbMolecularbBiologyVJ1994VJaVJieWaZa 17.6 109

297 βroteinJinteractionsJandJligandJbindingjJfromJproteinJsubfamiliesJtoJfunctionalJspecificityXJ
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ2010VJaZgVJaiieWbZZZ 11.5 108

296 TextJminingJforJtheJbiocurationJworkflowXJDatabase:bthebJournalbofbBiologicalbDatabasesbandb
CurationVJ2012VJbZabVJbasZbZ 5 108

295 TheJβroteinWβroteinJynteractionJtasksJofJriosreativeJyyyjJclassificationYrankingJofJarticlesJandJlinkingJ
bioWontologyJconceptsJtoJfullJtextXJBMCbBioinformaticsVJ2011VJabJSupplJhVJSc 3.6 104

294 éoJparadoxVJnoJprogressjJinverseJcancerJcomorbidityJinJpeopleJwithJotherJcomplexJdiseasesXJLancetb
OncologynbTheVJ2011VJabVJfZdWh 21.7 103

293 shimerasJtakingJshapejJpotentialJfunctionsJofJproteinsJencodedJbyJchimericJRéqJtranscriptsXJ
GenomebResearchVJ2012VJbbVJabcaWdb 9.7 101

292 TextWminingJapproachesJinJmolecularJbiologyJandJbiomedicineXJDrugbDiscoverybTodayVJ2005VJaZVJdciWde 8.8 101

291 riosjJaJminimalistJapproachJtoJinteroperabilityJforJbiomedicalJtextJprocessingXJDatabase:btheb
JournalbofbBiologicalbDatabasesbandbCurationVJ2013VJbZacVJbatZfd 5 100

(2013-2013)
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290 MosaicJuniparentalJdisomiesJandJaneuploidiesJasJlargeJstructuralJvariantsJofJtheJhumanJgenomeXJ
AmericanbJournalbofbHumanbGeneticsVJ2010VJhgVJabiWch 11 100

289 TheJsxuMtéuRJcorpusJofJchemicalsJandJdrugsJandJitsJannotationJprinciplesXJJournalbofb
CheminformaticsVJ2015VJgVJSb 8.6 98

288 ixαβJwebJservicesXJNucleicbAcidsbResearchVJ2007VJceVJWbaWf 20.1 96

287 qutomaticJannotationJofJproteinJfunctionXJCurrentbOpinionbinbStructuralbBiologyVJ2005VJaeVJbfgWgd 8.1 96

286 qssessmentJofJpredictionsJsubmittedJforJtheJsqSβfJcomparativeJmodelingJcategoryXJProteins:b
StructurenbFunctionbandbBioinformaticsVJ2005VJfaJSupplJgVJbgWde 4.2 95

285 sqvqSβbjJtheJsecondJcriticalJassessmentJofJfullyJautomatedJstructureJpredictionJmethodsXJ
Proteins:bStructurenbFunctionbandbBioinformaticsVJ2001VJSupplJeVJagaWhc 4.2 93

284 rringingJgeneJorderJintoJbacterialJshapeXJTrendsbinbGeneticsVJ2001VJagVJabdWf 8.5 90

283 qnalyzingJtheJfirstJdraftsJofJtheJhumanJproteomeXJJournalbofbProteomebResearchVJ2014VJacVJchedWe 5.6 88

282 TowardsJtheJpredictionJofJproteinJinteractionJpartnersJusingJphysicalJdockingXJMolecularbSystemsb
BiologyVJ2011VJgVJdfi 12.2 88

281 vromJresidueJcoevolutionJtoJproteinJconformationalJensemblesJandJfunctionalJdynamicsXJ
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ2015VJaabVJacefgWgb 11.5 87

280 TheJpseudoJwTβaseJsuéβWMJdrivesJhumanJkinetochoreJassemblyXJELifeVJ2014VJcVJeZbigh 8.9 86

279 SexJandJgenderJdifferencesJandJbiasesJinJartificialJintelligenceJforJbiomedicineJandJhealthcareXJNpjb
DigitalbMedicineVJ2020VJcVJha 15.7 85

278 uxtremeJgenomicJerosionJafterJrecurrentJdemographicJbottlenecksJinJtheJhighlyJendangeredJ
yberianJlynxXJGenomebBiologyVJ2016VJagVJbea 18.3 85

277 firestarWWpredictionJofJfunctionallyJimportantJresiduesJusingJstructuralJtemplatesJandJalignmentJ
reliabilityXJNucleicbAcidsbResearchVJ2007VJceVJWegcWg 20.1 83

276 uvaluationJofJriosreqtyvuJassessmentJofJtaskJbXJBMCbBioinformaticsVJ2005VJfJSupplJaVJSaf 3.6 82

275 TheJsmallJwTβWbindingJproteinVJRhesVJregulatesJsignalJtransductionJfromJwJproteinWcoupledJ
receptorsXJOncogeneVJ2004VJbcVJeeiWfh 9.2 81

274 TowardsJaJdetailedJatlasJofJproteinWproteinJinteractionsXJCurrentbOpinionbinbStructuralbBiologyVJ2013VJ
bcVJibiWdZ 8.1 80

273 MostJhighlyJexpressedJproteinWcodingJgenesJhaveJaJsingleJdominantJisoformXJJournalbofbProteomeb
ResearchVJ2015VJadVJahhZWg 5.6 78
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272 βrogressJinJpredictingJinterWresidueJcontactsJofJproteinsJwithJneuralJnetworksJandJcorrelatedJ
mutationsXJProteins:bStructurenbFunctionbandbBioinformaticsVJ2001VJSupplJeVJaegWfb 4.2 78

271 αverviewJofJtheJriosreativeJyyyJWorkshopXJBMCbBioinformaticsVJ2011VJabJSupplJhVJSa 3.6 77

270 qJnewJqTβWbindingJfoldJinJactinVJhexokinaseJandJxscgZXJTrendsbinbCellbBiologyVJ1993VJcVJecWi 18.3 76

269 wermlineJMutationsJinJvqéaJsauseJxereditaryJsolorectalJsancerJbyJympairingJtéqJRepairXJ
GastroenterologyVJ2015VJadiVJefcWf 13.3 75

268 qnJαverviewJofJriosreativeJyyXeXJIEEErACMbTransactionsbonbComputationalbBiologybandbBioinformatics
VJ2010VJgVJcheWii 3 74

267 ThreeWdimensionalJviewJofJtheJsurfaceJmotifJassociatedJwithJtheJβWloopJstructurejJcisJandJtransJ
casesJofJconvergentJevolutionXJJournalbofbMolecularbBiologyVJ2000VJcZcVJdeeWfe 6.5 73

266 sqSβfJassessmentJofJcontactJpredictionXJProteins:bStructurenbFunctionbandbBioinformaticsVJ2005VJfaJ
SupplJgVJbadWbd 4.2 72

265 sαVytWaiJtiseaseJMapVJbuildingJaJcomputationalJrepositoryJofJSqRSWsoVWbJvirusWhostJinteractionJ
mechanismsXJScientificbDataVJ2020VJgVJacf 8.2 71

264 TheJr UuβRyéTJtataJqnalysisJβortalXJCellbSystemsVJ2016VJcVJdiaWdieXee 10.6 71

263 wenomeWwideJanalysisJofJdifferentialJtranscriptionalJandJepigeneticJvariabilityJacrossJhumanJ
immuneJcellJtypesXJGenomebBiologyVJ2017VJahVJah 18.3 70

262 qββRySJbZagjJprincipalJisoformsJforJmultipleJgeneJsetsXJNucleicbAcidsbResearchVJ2018VJdfVJtbacWtbag 20.1 70

261 qJlaJcarteJtranscriptionalJregulatorsjJunlockingJresponsesJofJtheJprokaryoticJenhancerWbindingJ
proteinJXylRJtoJnonWnaturalJeffectorsXJMolecularbMicrobiologyVJ2001VJdbVJdgWei 4.1 70

260 rigJdataJanalyticsJforJpersonalizedJmedicineXJCurrentbOpinionbinbBiotechnologyVJ2019VJehVJafaWafg 11.4 69

259 uffectorJrecognitionJbyJtheJsmallJwTβWbindingJproteinsJRasJandJRalXJJournalbofbBiologicalbChemistryVJ
1999VJbgdVJaggfcWgZ 5.4 66

258 qssessmentJofJintramolecularJcontactJpredictionsJforJsqSβgXJProteins:bStructurenbFunctionbandb
BioinformaticsVJ2007VJfiJSupplJhVJaebWh 4.2 65

257 éαTsxJpathwayJinactivationJpromotesJbladderJcancerJprogressionXJJournalbofbClinicalbInvestigationVJ
2015VJabeVJhbdWcZ 15.9 64

256 somparativeJproteomicsJrevealsJaJsignificantJbiasJtowardJalternativeJproteinJisoformsJwithJ
conservedJstructureJandJfunctionXJMolecularbBiologybandbEvolutionVJ2012VJbiVJbbfeWhc 8.3 64

255 xowJdoesJtheJswitchJyyJregionJofJwWdomainsJworkoXJFEBSbLettersVJ1993VJcbZVJaWf 3.8 64

(1993-2001)
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254 ynformationJextractionJinJmolecularJbiologyXJBriefingsbinbBioinformaticsVJ2002VJcVJaedWfe 13.4 61

253 qnalysisJofJbiologicalJprocessesJandJdiseasesJusingJtextJminingJapproachesXJMethodsbinbMolecularb
BiologyVJ2010VJeicVJcdaWhb 1.4 61

252 TheJUrsWdZJUrothelialJrladderJsancerJcellJlineJindexjJaJgenomicJresourceJforJfunctionalJstudiesXJ
BMCbGenomicsVJ2015VJafVJdZc 4.5 59

251 TextJminingJforJbiologyWWtheJwayJforwardjJopinionsJfromJleadingJscientistsXJGenomebBiologyVJ2008VJiJ
SupplJbVJSg 18.3 59

250
ydentificationJofJconservedJaminoJacidJresiduesJinJratJliverJcarnitineJpalmitoyltransferaseJyJcriticalJ
forJmalonylWsoqJinhibitionXJMutationJofJmethionineJeicJabolishesJmalonylWsoqJinhibitionXJJournalb
ofbBiologicalbChemistryVJ2003VJbghVJiZehWfc

5.4 58

249 uvaluationJofJannotationJstrategiesJusingJanJentireJgenomeJsequenceXJBioinformaticsVJ2003VJaiVJgagWbf 7.2 58

248 TheJorganizationJofJtheJmicrobialJbiodegradationJnetworkJfromJaJsystemsWbiologyJperspectiveXJ
EMBObReportsVJ2003VJdVJiidWi 6.5 56

247 TowardsJvqyRJprinciplesJfor´ research´ softwareXJDatabScienceVJ2020VJcVJcgWei 2.2 56

246 βhylogenyWindependentJdetectionJofJfunctionalJresiduesXJBioinformaticsVJ2006VJbbVJaddZWh 7.2 55

245 βroteomicsJstudiesJconfirmJtheJpresenceJofJalternativeJproteinJisoformsJonJaJlargeJscaleXJGenomeb
BiologyVJ2008VJiVJRafb 18.3 54

244 tynamicsJofJTranscriptionJRegulationJinJxumanJroneJMarrowJMyeloidJtifferentiationJtoJMatureJ
rloodJéeutrophilsXJCellbReportsVJ2018VJbdVJbghdWbgid 10.6 54

243 TextJMiningJforJtrugsJandJshemicalJsompoundsjJMethodsVJToolsJandJqpplicationsXJMolecularb
InformaticsVJ2011VJcZVJeZfWai 3.8 53

242 MetaRouterjJbioinformaticsJforJbioremediationXJNucleicbAcidsbResearchVJ2005VJccVJtehhWib 20.1 52

241  ifeJcyclesJofJsuccessfulJgenesXJTrendsbinbGeneticsVJ2003VJaiVJgiWha 8.5 52

240 βredictingJreliableJregionsJinJproteinJalignmentsJfromJsequenceJprofilesXJJournalbofbMolecularb
BiologyVJ2003VJccZVJgZeWah 6.5 52

239 MiningJfunctionalJinformationJassociatedJwithJexpressionJarraysXJFunctionalbandbIntegrativeb
GenomicsVJ2001VJaVJbefWfh 3.8 52

238 somparisonJofJalgorithmsJforJtheJdetectionJofJcancerJdriversJatJsubgeneJresolutionXJNatureb
MethodsVJ2017VJadVJghbWghh 21.6 51

237 uvidenceJforJtranscriptJnetworksJcomposedJofJchimericJRéqsJinJhumanJcellsXJPLoSbONEVJ2012VJgVJebhbac3.7 51
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236 StructuralJmodelJforJfamilyJcbJofJglycosylWhydrolaseJenzymesXJProteins:bStructurenbFunctionbandb
BioinformaticsVJ1998VJccVJchcWie 4.2 51

235 TextJminingJforJmetabolicJpathwaysVJsignalingJcascadesVJandJproteinJnetworksXJSciencebSignalingVJ
2005VJbZZeVJpeba 8.8 51

234 slusteringJofJproximalJsequenceJspaceJforJtheJidentificationJofJproteinJfamiliesXJBioinformaticsVJ
2002VJahVJiZhWba 7.2 50

233 ModelJofJtheJranWRssaJinteractionJusingJbiochemicalJandJdockingJexperimentsXJJournalbofb
MolecularbBiologyVJ1999VJbhiVJaaaiWcZ 6.5 50

232 tefiningJfunctionalJdistancesJoverJgeneJontologyXJBMCbBioinformaticsVJ2008VJiVJeZ 3.6 49

231 yntroducingJmetaWservicesJforJbiomedicalJinformationJextractionXJGenomebBiologyVJ2008VJiJSupplJbVJSf 18.3 49

230 qssessmentJofJpredictionsJsubmittedJforJtheJsqSβgJfunctionJpredictionJcategoryXJProteins:b
StructurenbFunctionbandbBioinformaticsVJ2007VJfiJSupplJhVJafeWgd 4.2 49

229 TopowSqjJnetworkJtopologicalJgeneJsetJanalysisXJBioinformaticsVJ2010VJbfVJabgaWb 7.2 48

228 SequenceWbasedJfeatureJpredictionJandJannotationJofJproteinsXJGenomebBiologyVJ2009VJaZVJbZf 18.3 48

227 qlternativelyJSplicedJxomologousJuxonsJxaveJqncientJαriginsJandJqreJxighlyJuxpressedJatJtheJ
βroteinJ evelXJPLoSbComputationalbBiologyVJ2015VJaaVJeaZZdcbe 5 47

226 MidqJisJaJputativeJmethyltransferaseJthatJisJrequiredJforJmitochondrialJcomplexJyJfunctionXJJournalb
ofbCellbScienceVJ2010VJabcVJafgdWhc 5.3 47

225 SystemicJapproachesJtoJbiodegradationXJFEMSbMicrobiologybReviewsVJ2009VJccVJihWaZh 15.1 47

224 MostJqlternativeJysoformsJqreJéotJvunctionallyJymportantXJTrendsbinbBiochemicalbSciencesVJ2017VJdbVJdZhWdaZ10.3 46

223 qJmolecularJhypothesisJtoJexplainJdirectJandJinverseJcoWmorbiditiesJbetweenJqlzheimerQsJtiseaseVJ
wlioblastomaJandJ ungJcancerXJScientificbReportsVJ2017VJgVJddgd 4.9 45

222 tistributionJandJfunctionalJdiversificationJofJtheJrasJsuperfamilyJinJSaccharomycesJcerevisiaeXJFEBSb
LettersVJ1998VJdcdVJbaiWbe 3.8 45

221 rioinformaticsJmethodsJforJtheJanalysisJofJexpressionJarraysjJdataJclusteringJandJinformationJ
extractionXJJournalbofbBiotechnologyVJ2002VJihVJbfiWhc 3.7 44

220 ydentifyingJu yXyRJsoreJtataJResourcesXJFtsssResearchVJ2016VJeVJ 3.6 44

219 SubfunctionalizationJviaJadaptiveJevolutionJinfluencedJbyJgenomicJcontextjJtheJcaseJofJhistoneJ
chaperonesJqSvaaJandJqSvabXJMolecularbBiologybandbEvolutionVJ2013VJcZVJahecWff 8.3 42

(2013-1998)
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218 qutomatedJalphabetJreductionJforJproteinJdatasetsXJBMCbBioinformaticsVJ2009VJaZVJf 3.6 41

217 firestarWWadvancesJinJtheJpredictionJofJfunctionallyJimportantJresiduesXJNucleicbAcidsbResearchVJ2011VJ
ciVJWbceWda 20.1 41

216 upigeneticJandJTranscriptionalJVariabilityJShapeJβhenotypicJβlasticityXJBioEssaysVJ2018VJdZVJagZZadh 4.1 40

215 slassificationJofJproteinJfamiliesJandJdetectionJofJtheJdeterminantJresiduesJwithJanJimprovedJ
selfWorganizingJmapXJBiologicalbCyberneticsVJ1997VJgfVJddaWeZ 2.8 40

214 shiTaRSjJaJdatabaseJofJhumanVJmouseJandJfruitJflyJchimericJtranscriptsJandJRéqWsequencingJdataXJ
NucleicbAcidsbResearchVJ2013VJdaVJtadbWea 20.1 39

213 qutomaticJannotationJofJproteinJfunctionJbasedJonJfamilyJidentificationXJProteins:bStructurenb
FunctionbandbBioinformaticsVJ2003VJecVJfhcWib 4.2 39

212
StructuralJmodelJofJtheJcatalyticJcoreJofJcarnitineJpalmitoyltransferaseJyJandJcarnitineJ
octanoyltransferaseJRsαTSjJmutationJofJsβTJyJhistidineJdgcJandJalanineJchaJandJsαTJalanineJbchJ
impairsJtheJcatalyticJactivityXJJournalbofbBiologicalbChemistryVJ2001VJbgfVJdeZZaWh

5.4 39

211 βathwayJandJnetworkJanalysisJofJmoreJthanJbeZZJwholeJcancerJgenomesXJNaturebCommunicationsVJ
2020VJaaVJgbi 17.4 38

210  ongWrangeJepigeneticJsilencingJassociatesJwithJderegulationJofJykarosJtargetsJinJcolorectalJcancerJ
cellsXJMolecularbCancerbResearchVJ2011VJiVJaaciWea 6.6 38

209 TheJenvironmentalJfateJofJorganicJpollutantsJthroughJtheJglobalJmicrobialJmetabolismXJMolecularb
SystemsbBiologyVJ2007VJcVJaad 12.2 38

208  egacyJdataJsharingJtoJimproveJdrugJsafetyJassessmentjJtheJeTαXJprojectXJNaturebReviewsbDrugb
DiscoveryVJ2017VJafVJhaaWhab 64.1 37

207 qJtextWminingJperspectiveJonJtheJrequirementsJforJelectronicallyJannotatedJabstractsXJFEBSbLettersVJ
2008VJehbVJaaghWha 3.8 37

206 ScoringJdockingJmodelsJwithJevolutionaryJinformationXJProteins:bStructurenbFunctionbandb
BioinformaticsVJ2005VJfZVJbgeWhZ 4.2 37

205 sanJbibliographicJpointersJforJknownJbiologicalJdataJbeJfoundJautomaticallyoJβroteinJinteractionsJ
asJaJcaseJstudyXJComparativebandbFunctionalbGenomicsVJ2001VJbVJaifWbZf 37

204  everagingJuuropeanJinfrastructuresJtoJaccessJaJmillionJhumanJgenomesJbyJbZbbXJNaturebReviewsb
GeneticsVJ2019VJbZVJficWgZa 30.1 36

203 yntegrationJofJbiologicalJdataJbyJkernelsJonJgraphJnodesJallowsJpredictionJofJnewJgenesJinvolvedJinJ
mitoticJchromosomeJcondensationXJMolecularbBiologybofbthebCellVJ2014VJbeVJbebbWcf 3.5 36

202 rionemojJmolecularJinformationJonJbiodegradationJmetabolismXJNucleicbAcidsbResearchVJ2009VJcgVJteihWfZb20.1 36

201 soWevolutionJandJcoWadaptationJinJproteinJnetworksXJFEBSbLettersVJ2008VJehbVJabbeWcZ 3.8 36
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200 βantrugsjJaJnovelJmethodJtoJprioritizeJanticancerJdrugJtreatmentsJaccordingJtoJindividualJgenomicJ
dataXJGenomebMedicineVJ2018VJaZVJda 14.4 35

199 RUbioSeqjJaJsuiteJofJparallelizedJpipelinesJtoJautomateJexomeJvariationJandJbisulfiteWseqJanalysesXJ
BioinformaticsVJ2013VJbiVJafhgWi 7.2 35

198
βhageWdisplayJandJcorrelatedJmutationsJidentifyJanJessentialJregionJofJsubdomainJasJinvolvedJinJ
homodimerizationJofJuscherichiaJcoliJvtsqXJProteins:bStructurenbFunctionbandbBioinformaticsVJ2003VJ
eZVJaibWbZf

4.2 35

197 StructuralJmodelJofJcarnitineJpalmitoyltransferaseJyJbasedJonJtheJcarnitineJacetyltransferaseJ
crystalXJBiochemicalbJournalVJ2004VJcgiVJgggWhd 3.8 35

196 sthJTJsellsJfromJxumanJéeonatesJqreJriasedJtowardJanJynnateJymmuneJResponseXJCellbReportsVJ
2016VJagVJbaeaWbafZ 10.6 34

195 MyMinerjJaJwebJapplicationJforJcomputerWassistedJbiocurationJandJtextJannotationXJBioinformaticsVJ
2012VJbhVJbbheWg 7.2 34

194 uxtendingJpathwaysJandJprocessesJusingJmolecularJinteractionJnetworksJtoJanalyseJcancerJgenomeJ
dataXJBMCbBioinformaticsVJ2010VJaaVJeig 3.6 34

193 wenomeJsequencesJandJgreatJexpectationsXJGenomebBiologyVJ2001VJbVJyéTuRqsTyαéSZZZa 18.3 34

192 TheJvurSJ ettersYriosreativeJyyXeJexperimentjJmakingJbiologicalJinformationJaccessibleXJNatureb
BiotechnologyVJ2010VJbhVJhigWi 44.5 33

191 TheJsuccessJRorJnotSJofJxUwαJnomenclatureXJGenomebBiologyVJ2006VJgVJdZb 18.3 33

190 βitfallsJofJproteinJsequenceJanalysisXJCurrentbOpinionbinbBiotechnologyVJ1996VJgVJdegWfa 11.4 33

189 éovelJdomainJcombinationsJinJproteinsJencodedJbyJchimericJtranscriptsXJBioinformaticsVJ2012VJbhVJifgWgd7.2 32

188
StructuralJmodelJofJaJmalonylWsoqWbindingJsiteJofJcarnitineJoctanoyltransferaseJandJcarnitineJ
palmitoyltransferaseJyjJmutationalJanalysisJofJaJmalonylWsoqJaffinityJdomainXJJournalbofbBiologicalb
ChemistryVJ2002VJbggVJaadgcWhZ

5.4 32

187 StructureWββijJaJmoduleJforJtheJannotationJofJcancerWrelatedJsingleWnucleotideJvariantsJatJ
proteinWproteinJinterfacesXJBioinformaticsVJ2015VJcaVJbcigWi 7.2 31

186 wenomeWwideJanalysisJofJβaxhJbindingJprovidesJnewJinsightsJintoJthyroidJfunctionsXJBMCbGenomicsVJ
2012VJacVJadg 4.5 31

185 yntronicJséVsJandJgeneJexpressionJvariationJinJhumanJpopulationsXJPLoSbGeneticsVJ2019VJaeVJeaZZgiZb 6 30

184 upigenomicJsoWlocalizationJandJsoWevolutionJRevealJaJ’eyJRoleJforJehmsJasJaJsommunicationJxubJ
inJtheJshromatinJéetworkJofJuSssXJCellbReportsVJ2016VJadVJabdfWabeg 10.6 30

183 TranscriptionalJdissectionJofJpancreaticJtumorsJengraftedJinJmiceXJGenomebMedicineVJ2014VJfVJbg 14.4 30

(2014-2018)
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182 uxtractionJofJhumanJkinaseJmutationsJfromJliteratureVJdatabasesJandJgenotypingJstudiesXJBMCb
BioinformaticsVJ2009VJaZJSupplJhVJSa 3.6 30

181 éoveltiesJfromJtheJcompleteJgenomeJofJMycoplasmaJgenitaliumXJMolecularbMicrobiologyVJ1996VJbZVJhihWiZZ4.1 30

180 xigherJgeneJexpressionJvariabilityJinJtheJmoreJaggressiveJsubtypeJofJchronicJlymphocyticJleukemiaXJ
GenomebMedicineVJ2015VJgVJh 14.4 29

179 vromJcancerJgenomesJtoJcancerJmodelsjJbridgingJtheJgapsXJEMBObReportsVJ2009VJaZVJceiWff 6.5 29

178 qnalysisJofJtheJcellularJfunctionsJofJuscherichiaJcoliJoperonsJandJtheirJconservationJinJracillusJ
subtilisXJJournalbofbMolecularbEvolutionVJ2002VJeeVJbaaWba 3.1 29

177 βredictedJresidueWresidueJcontactsJcanJhelpJtheJscoringJofJctJmodelsXJProteins:bStructurenbFunctionb
andbBioinformaticsVJ2010VJghVJaihZWia 4.2 28

176 MutatedJgenesVJpathwaysJandJprocessesJinJtumoursXJEMBObReportsVJ2010VJaaVJhZeWaZ 6.5 27

175 SβαsjJaJwidelyJdistributedJdomainJassociatedJwithJcancerVJapoptosisJandJtranscriptionXJBMCb
BioinformaticsVJ2004VJeVJia 3.6 27

174 yntegratingJepigenomicJdataJandJctJgenomicJstructureJwithJaJnewJmeasureJofJchromatinJ
assortativityXJGenomebBiologyVJ2016VJagVJaeb 18.3 26

173 qlternativeJsplicingJandJcoWoptionJofJtransposableJelementsjJtheJcaseJofJTMβαY qβb˛–JandJZévdeaJ
inJmammalsXJBioinformaticsVJ2015VJcaVJbbegWfa 7.2 26

172 ucytXJqJdatabaseJforJtheJinferenceJofJfunctionalJinteractionsJinJuXJcoliXJNucleicbAcidsbResearchVJ2009VJ
cgVJtfbiWce 20.1 26

171 ModularJorganizationJinJtheJreductiveJevolutionJofJproteinWproteinJinteractionJnetworksXJGenomeb
BiologyVJ2007VJhVJRid 18.3 26

170
sonservationJofJcoevolvingJproteinJinterfacesJbridgesJprokaryoteWeukaryoteJhomologiesJinJtheJ
twilightJzoneXJProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ2016VJ
aacVJaeZahWaeZbc

11.5 26

169 qssociationJretweenJwermlineJMutationsJinJrRvaVJaJSubunitJofJtheJRéqJβolymeraseJyyyJ
TranscriptionJsomplexVJandJxereditaryJsolorectalJsancerXJGastroenterologyVJ2018VJaedVJahaWaidXebZ 13.3 25

168 sancerWassociatedJmutationsJareJpreferentiallyJdistributedJinJproteinJkinaseJfunctionalJsitesXJ
Proteins:bStructurenbFunctionbandbBioinformaticsVJ2009VJggVJhibWiZc 4.2 25

167 xowJtoJlinkJontologiesJandJproteinWproteinJinteractionsJtoJliteraturejJtextWminingJapproachesJandJ
theJriosreativeJexperienceXJDatabase:bthebJournalbofbBiologicalbDatabasesbandbCurationVJ2012VJbZabVJbasZag5 25

166 sqvqSβcJinJtheJspotlightJofJuVqXJProteins:bStructurenbFunctionbandbBioinformaticsVJ2003VJecJSupplJfVJedhWfZ4.2 25

165 tomainJdefinitionJandJtargetJclassificationJforJsqSβfXJProteins:bStructurenbFunctionbandb
BioinformaticsVJ2005VJfaJSupplJgVJhWah 4.2 25
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164 somputationalJcomparisonsJofJmodelJgenomesXJTrendsbinbBiotechnologyVJ1996VJadVJbhZWe 15.1 25

163 βrecisionJmedicineJneedsJpioneeringJclinicalJbioinformaticiansXJBriefingsbinbBioinformaticsVJ2019VJbZVJgebWgff13.4 25

162  imToxjJaJwebJtoolJforJappliedJtextJminingJofJadverseJeventJandJtoxicityJassociationsJofJ
compoundsVJdrugsJandJgenesXJNucleicbAcidsbResearchVJ2017VJdeVJWdhdWWdhi 20.1 24

161 shiββyjJaJnovelJmethodJforJmappingJchimericJproteinWproteinJinteractionsJuncoversJselectionJ
principlesJofJproteinJfusionJeventsJinJcancerXJNucleicbAcidsbResearchVJ2017VJdeVJgZidWgaZe 20.1 24

160 TheJpotentialJclinicalJimpactJofJtheJreleaseJofJtwoJdraftsJofJtheJhumanJproteomeXJExpertbReviewbofb
ProteomicsVJ2015VJabVJegiWic 4.2 23

159 β qéb jJaJwebJtoolJforJintegratedJtextJminingJandJliteratureWbasedJbioentityJrelationJextractionXJ
NucleicbAcidsbResearchVJ2009VJcgVJWafZWe 20.1 23

158 TreetetjJaJwebJserverJtoJexploreJsequenceJspaceXJNucleicbAcidsbResearchVJ2006VJcdVJWaaZWe 20.1 23

157 TheJevolutionaryJfateJofJalternativelyJsplicedJhomologousJexonsJafterJgeneJduplicationXJGenomeb
BiologybandbEvolutionVJ2015VJgVJacibWdZc 3.9 22

156 shiTaRSJbXaWWanJimprovedJdatabaseJofJtheJchimericJtranscriptsJandJRéqWseqJdataJwithJnovelJ
senseWantisenseJchimericJRéqJtranscriptsXJNucleicbAcidsbResearchVJ2015VJdcVJtfhWge 20.1 22

155 wettingJpersonalizedJcancerJgenomeJanalysisJintoJtheJclinicjJtheJchallengesJinJbioinformaticsXJ
GenomebMedicineVJ2012VJdVJfa 14.4 22

154 teathJinducerJobliteratorJproteinJaJinJtheJcontextJofJtéqJregulationXJSequenceJanalysesJofJdistantJ
homologuesJpointJtoJaJnovelJfunctionalJroleXJFEBSbJournalVJ2005VJbgbVJceZeWaa 5.7 22

153
MolecularJanalysisJofJxyVWaJgpabZJantibodyJresponseJusingJisotypeJygMJandJygwJphageJdisplayJ
librariesJfromJaJlongWtermJnonWprogressorJxyVWaWinfectedJindividualXJEuropeanbJournalbofb
ImmunologyVJ1999VJbiVJbfffWge

6.1 22

152 qlzheimerQsJdiseaseJandJcancerjJcurrentJepidemiologicalJevidenceJforJaJmutualJprotectionXJ
NeuroepidemiologyVJ2014VJdbVJabaWb 5.4 21

151 βrioritizationJofJpathogenicJmutationsJinJtheJproteinJkinaseJsuperfamilyXJBMCbGenomicsVJ2012VJacJ
SupplJdVJSc 4.5 21

150 TSuMqjJinteractiveJpredictionJofJproteinJpairingsJbetweenJinteractingJfamiliesXJNucleicbAcidsb
ResearchVJ2006VJcdVJWcaeWi 20.1 21

149 βroteinJinteractionjJsameJnetworkVJdifferentJhubsXJTrendsbinbGeneticsVJ2003VJaiVJfhaWc 8.5 21

148 ShapingJofJtrosophilaJalcoholJdehydrogenaseJthroughJevolutionjJrelationshipJwithJenzymeJ
functionalityXJJournalbofbMolecularbEvolutionVJ1998VJdgVJbaaWba 3.1 20

147 teterminationJandJvalidationJofJprincipalJgeneJproductsXJBioinformaticsVJ2008VJbdVJaaWg 7.2 20

(2008-1996)
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146 TheJbioXtoolsJregistryJofJsoftwareJtoolsJandJdataJresourcesJforJtheJlifeJsciencesXJGenomebBiologyVJ
2019VJbZVJafd 18.3 19

145 qJstructuralJbiologyJcommunityJassessmentJofJqlphavoldJbJapplications 19

144 ulucidatingJtheJmolecularJbasisJofJMSxbWdeficientJtumorsJbyJcombinedJgermlineJandJsomaticJ
analysisXJInternationalbJournalbofbCancerVJ2017VJadaVJacfeWachZ 7.5 18

143
βredictingJfunctionalJresiduesJinJβlasmodiumJfalciparumJplasmepsinsJbyJcombiningJsequenceJandJ
structuralJanalysisJwithJmolecularJdynamicsJsimulationsXJProteins:bStructurenbFunctionbandb
BioinformaticsVJ2008VJgcVJddZWeg

4.2 18

142 uVqconjJaJproteinJcontactJpredictionJevaluationJserviceXJNucleicbAcidsbResearchVJ2005VJccVJWcdgWea 20.1 18

141 SQUqRuWWdeterminingJreliableJregionsJinJsequenceJalignmentsXJBioinformaticsVJ2004VJbZVJigdWe 7.2 18

140 ThreadingJstructuralJmodelJofJtheJmanganeseWstabilizingJproteinJβsbαJrevealsJpresenceJofJtwoJ
possibleJbetaWsandwichJdomainsXJProteins:bStructurenbFunctionbandbBioinformaticsVJ2001VJdeVJcgbWha 4.2 18

139 tetectionJofJsignificantJproteinJcoevolutionXJBioinformaticsVJ2015VJcaVJbaffWgc 7.2 17

138 TranslationalJdiseaseJinterpretationJwithJmolecularJnetworksXJGenomebBiologyVJ2009VJaZVJbba 18.3 17

137 βredictionJofJproteinJinteractionJbasedJonJsimilarityJofJphylogeneticJtreesXJMethodsbinbMolecularb
BiologyVJ2008VJdhdVJebcWce 1.4 17

136 SearchJandJretrieveXJ argeWscaleJdataJgenerationJisJbecomingJincreasinglyJimportantJinJbiologicalJ
researchXJrutJhowJgoodJareJtheJtoolsJtoJmakeJsenseJofJtheJdataoXJEMBObReportsVJ2002VJcVJcifWdZZ 6.5 17

135 ztetjJinteractiveJcalculationJandJvisualizationJofJfunctionWrelatedJconservationJpatternsJinJmultipleJ
sequenceJalignmentsJandJstructuresXJBioinformaticsVJ2012VJbhVJehdWf 7.2 16

134 wenomesJwithJdistinctJfunctionJcompositionXJFEBSbLettersVJ1996VJchiVJifWaZa 3.8 16

133 shromatinJRegulatorsJasJaJwuideJforJsancerJTreatmentJshoiceXJMolecularbCancerbTherapeuticsVJ2016
VJaeVJagfhWgg 6.1 15

132 qββRySJWebServerJandJWebServicesXJNucleicbAcidsbResearchVJ2015VJdcVJWdeeWi 20.1 15

131 unhancingJtheJpredictionJofJproteinJpairingsJbetweenJinteractingJfamiliesJusingJorthologyJ
informationXJBMCbBioinformaticsVJ2008VJiVJce 3.6 15

130 qnJanalysisJofJtheJSargassoJSeaJresourceJandJtheJconsequencesJforJdatabaseJcompositionXJBMCb
BioinformaticsVJ2006VJgVJbac 3.6 15

129 téqJsequencingJandJanalysisJofJacZJkbJfromJyeastJchromosomeJXVXJYeastVJ1997VJacVJfeeWgb 3.4 14
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128 rioinformaticsJinJtheJhumanJinteractomeJprojectXJBioinformaticsVJ2006VJbbVJbigcWd 7.2 14

127 sqRwαjJaJwebJportalJtoJintegrateJcustomizedJbiologicalJinformationXJNucleicbAcidsbResearchVJ2007VJ
ceVJWafWbZ 20.1 14

126 StructuralJRbetaalphaShJTyMJbarrelJmodelJofJcWhydroxyWcWmethylglutarylWcoenzymeJqJlyaseXJJournalb
ofbBiologicalbChemistryVJ2003VJbghVJbiZafWbc 5.4 14

125 sancerJandJcentralJnervousJsystemJdisordersjJprotocolJforJanJumbrellaJreviewJofJsystematicJ
reviewsJandJupdatedJmetaWanalysesJofJobservationalJstudiesXJSystematicbReviewsVJ2017VJfVJfi 3 13

124 TranscriptomicJmetaanalysesJofJautisticJbrainsJrevealsJsharedJgeneJexpressionJandJbiologicalJ
pathwayJabnormalitiesJwithJcancerXJMolecularbAutismVJ2019VJaZVJag 6.5 13

123 sheéuRjJchemicalJnamedJentityJrecognizerXJBioinformaticsVJ2014VJcZVJaZciWdZ 7.2 13

122 SelectionJofJorganismsJforJtheJcoWevolutionWbasedJstudyJofJproteinJinteractionsXJBMCbBioinformatics
VJ2011VJabVJcfc 3.6 13

121 sreatingJreferenceJdatasetsJforJsystemsJbiologyJapplicationsJusingJtextJminingXJAnnalsbofbthebNewb
YorkbAcademybofbSciencesVJ2009VJaaehVJadWbh 6.5 13

120 qJsentenceJslidingJwindowJapproachJtoJextractJproteinJannotationsJfromJbiomedicalJarticlesXJBMCb
BioinformaticsVJ2005VJfJSupplJaVJSai 3.6 13

119 uxtractingJinformationJautomaticallyJfromJbiologicalJliteratureXJComparativebandbFunctionalb
GenomicsVJ2001VJbVJcaZWc 13

118 βredictionJofJtheJstructureJofJwrouSJandJitsJinteractionJwithJwrou XJProteins:bStructurenbFunctionbandb
BioinformaticsVJ1995VJbbVJaiiWbZi 4.2 13

117 shapterJadjJsancerJgenomeJanalysisXJPLoSbComputationalbBiologyVJ2012VJhVJeaZZbhbd 5 12

116 rioinformaticsJandJcancerJresearchjJbuildingJbridgesJforJtranslationalJresearchXJClinicalbandb
TranslationalbOncologyVJ2008VJaZVJheWie 3.6 12

115  essonsJ earnedjJRecommendationsJforJustablishingJsriticalJβeriodicJScientificJrenchmarking 12

114 SimulatingJSqRSWsoVWbJepidemicsJbyJregionWspecificJvariablesJandJmodelingJcontactJtracingJappJ
containmentXJNpjbDigitalbMedicineVJ2021VJdVJi 15.7 12

113 UncoveringJtheJmolecularJmachineryJofJtheJhumanJspindleWWanJintegrationJofJwetJandJdryJsystemsJ
biologyXJPLoSbONEVJ2012VJgVJecahac 3.7 11

112 u yXyRWuXsu uRqTujJestablishingJuuropeQsJdataJinfrastructureJforJtheJlifeJscienceJresearchJofJtheJ
futureXJEMBObJournalVJ2021VJdZVJeaZgdZi 13 11

111 qutomaticJidentificationJofJinformativeJregionsJwithJepigenomicJchangesJassociatedJtoJ
hematopoiesisXJNucleicbAcidsbResearchVJ2017VJdeVJibddWibei 20.1 10

(2017-2006)
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110 TheJvunctionalJwenomicsJéetworkJinJtheJevolutionJofJbiologicalJtextJminingJoverJtheJpastJdecadeXJ
NewbBiotechnologyVJ2013VJcZVJbghWhe 6.4 10

109 sharacterizationJofJpathogenicJgermlineJmutationsJinJhumanJproteinJkinasesXJBMCbBioinformaticsVJ
2011VJabJSupplJdVJSa 3.6 10

108 SequenceJanalysisJofJtheJMethanococcusJjannaschiiJgenomeJandJtheJpredictionJofJproteinJfunctionXJ
BioinformaticsVJ1997VJacVJdhaWc 7.2 10

107 qutomaticJontologyJconstructionJfromJtheJliteratureXJGenomebInformaticsVJ2002VJacVJbZaWac 10

106 TheJsingleJtryptophanJofJtheJβsbQJproteinJofJphotosystemJyyJisJatJtheJendJofJaJdWalphaWhelicalJ
bundleJdomainXJFEBSbJournalVJ2003VJbgZVJciafWbg 9

105 qJframeworkJforJcomputationalJandJexperimentalJmethodsjJidentifyingJdimerizationJresiduesJinJ
ssRJchemokineJreceptorsXJBioinformaticsVJ2005VJbaJSupplJbVJiiacWh 7.2 9

104 TheJstructuralJcoverageJofJtheJhumanJproteomeJbeforeJandJafterJqlphavoldXXJPLoSbComputationalb
BiologyVJ2022VJahVJeaZZihah 5 9

103 ySsrQsJynitialJReactionJtoJTheJéewJunglandJzournalJofJMedicineJuditorialJonJtataJSharingXJPLoSb
ComputationalbBiologyVJ2016VJabVJeaZZdhaf 5 9

102 sαVytaiJtiseaseJMapVJaJcomputationalJknowledgeJrepositoryJofJvirusWhostJinteractionJ
mechanismsXJMolecularbSystemsbBiologyVJ2021VJagVJeaZchg 12.2 9

101 vUéW jJgeneJprioritizationJforJRéqiJscreensXJBioinformaticsVJ2015VJcaVJbZebWc 7.2 8

100
RiskJofJmortalityJamongJchildrenVJadolescentsVJandJadultsJwithJautismJspectrumJdisorderJorJ
attentionJdeficitJhyperactivityJdisorderJandJtheirJfirstWdegreeJrelativesjJaJprotocolJforJaJsystematicJ
reviewJandJmetaWanalysisJofJobservationalJstudiesXJSystematicbReviewsVJ2017VJfVJahi

3 8

99
TheJMarkytJvisualisationVJpredictionJandJbenchmarkJplatformJforJchemicalJandJgeneJentityJ
recognitionJatJriosreativeYsxuMtéuRJchallengeXJDatabase:bthebJournalbofbBiologicalbDatabasesbandb
CurationVJ2016VJbZafVJ

5 8

98 solorectalJcancerJclassificationJbasedJonJgeneJexpressionJisJnotJassociatedJwithJvα vyRyJresponseXJ
NaturebMedicineVJ2014VJbZVJabcZWa 50.5 8

97 qnJepistaticJinteractionJbetweenJtheJβqXhJandJST’agrJgenesJinJpapillaryJthyroidJcancerJ
susceptibilityXJPLoSbONEVJ2013VJhVJegdgfe 3.7 8

96 ynferenceJofJfunctionalJrelationsJinJpredictedJproteinJnetworksJwithJaJmachineJlearningJapproachXJ
PLoSbONEVJ2010VJeVJeiifi 3.7 8

95 qnJintegratedJapproachJtoJtheJinterpretationJofJsingleJaminoJacidJpolymorphismsJwithinJtheJ
frameworkJofJsqTxJandJwenectXJBMCbBioinformaticsVJ2009VJaZJSupplJhVJSe 3.6 8

94 qrtificialJyntelligenceWqidedJβrecisionJMedicineJforJsαVytWaijJStrategicJqreasJofJResearchJandJ
tevelopmentXJJournalbofbMedicalbInternetbResearchVJ2021VJbcVJebbdec 7.6 8

93 ynterpretingJmolecularJsimilarityJbetweenJpatientsJasJaJdeterminantJofJdiseaseJcomorbidityJ
relationshipsXJNaturebCommunicationsVJ2020VJaaVJbhed 17.4 7
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92 qJuserJguideJforJtheJonlineJexplorationJandJvisualizationJofJβsqWwJdataXJNaturebCommunicationsVJ
2020VJaaVJcdZZ 17.4 7

91 ’inMutRvjJaJrandomJforestJclassifierJofJsequenceJvariantsJinJtheJhumanJproteinJkinaseJsuperfamilyXJ
BMCbGenomicsVJ2016VJagJSupplJbVJcif 4.5 7

90 w’inMutWbjJydentificationJandJynterpretationJofJβathogenicJVariantsJinJxumanJβroteinJ’inasesXJ
HumanbMutationVJ2016VJcgVJcfWdb 4.7 7

89 viretrjJaJcompendiumJofJbiologicalJandJpharmacologicallyJrelevantJligandsXJNucleicbAcidsbResearchVJ
2014VJdbVJtbfgWgb 20.1 7

88 ynterpretationJofJtheJconsequencesJofJmutationsJinJproteinJkinasesjJcombinedJuseJofJ
bioinformaticsJandJtextJminingXJFrontiersbinbPhysiologyVJ2012VJcVJcbc 4.6 7

87 ynvolvementJofJintramolecularJinteractionsJinJtheJregulationJofJwJproteinWcoupledJreceptorJkinaseJ
bXJMolecularbPharmacologyVJ2003VJfdVJfbiWci 4.3 7

86 xsqtVJclosingJtheJgapJbetweenJbreakpointsJandJgenesXJNucleicbAcidsbResearchVJ2005VJccVJteaaWc 20.1 7

85 sriticalJassessmentJofJinformationJextractionJsystemsJinJbiologyXJComparativebandbFunctionalb
GenomicsVJ2003VJdVJfgdWg 7

84 βredictionJofJvunctionalJSitesJinJβroteinsJbyJuvolutionaryJMethodsXJPrinciplesbandbPracticeVJ2004VJcaiWcdZ 7

83 MyrbJvariantsJalteringJéαTsxJsignallingJresultJinJleftJventricleJhypertrabeculationYnonWcompactionJ
andJareJassociatedJwithJMˆ'nˆ'trierWlikeJgastropathyXJHumanbMolecularbGeneticsVJ2017VJbfVJccWdc 5.6 7

82 téqJmethylationJprofilingJofJhepatosplenicJTWcellJlymphomaXJHaematologicaVJ2019VJaZdVJeaZdWeaZg 6.6 7

81
qJcomputationalJapproachJinspiredJbyJsimulatedJannealingJtoJstudyJtheJstabilityJofJproteinJ
interactionJnetworksJinJcancerJandJneurologicalJdisordersXJDatabMiningbandbKnowledgebDiscoveryVJ
2016VJcZVJbbfWbdb

5.6 6

80 MolecularJynverseJsomorbidityJbetweenJqlzheimerQsJtiseaseJandJ ungJsancerjJéewJynsightsJfromJ
MatrixJvactorizationXJInternationalbJournalbofbMolecularbSciencesVJ2019VJbZVJ 6.3 6

79 qssociationJofJqnorexiaJéervosaJWithJRiskJofJsancerjJqJSystematicJReviewJandJMetaWanalysisXJJAMAb
NetworkbOpenVJ2019VJbVJeaiecac 10.4 6

78 UnderstandingJoncogenicityJofJcancerJdriverJgenesJandJmutationsJinJtheJcancerJgenomicsJeraXJFEBSb
LettersVJ2020VJeidVJdbccWdbdf 3.8 6

77 wermlineJvariationJinJtheJoxidativeJtéqJrepairJgenesJéUtTaJandJαwwaJisJnotJassociatedJwithJ
hereditaryJcolorectalJcancerJorJpolyposisXJHumanbMutationVJ2018VJciVJabadWabbe 4.7 6

76  ateWreplicatingJséVsJasJaJsourceJofJnewJgenesXJBiologybOpenVJ2013VJbVJadZbWaa 2.2 6

75 vrag’rjJstructuralJandJliteratureJannotationJresourceJofJconservedJpeptideJfragmentsJandJ
residuesXJPLoSbONEVJ2010VJeVJeifgi 3.7 6

(2010-2020)
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74 RasJclassicalJeffectorsjJnewJtalesJfromJinJsilicoJcomplexesXJTrendsbinbBiochemicalbSciencesVJ2009VJcdVJeccWi10.3 6

73 TheJRasJproteinJsuperfamilyjJuvolutionaryJtreeJandJroleJofJconservedJaminoJacidsXJJournalbofbCellb
BiologyVJ2012VJaifVJedeWede 7.3 6

72 TranscriptomicJandJweneticJqssociationsJbetweenJqlzheimerQsJtiseaseVJβarkinsonQsJtiseaseVJandJ
sancerXJCancersVJ2021VJacVJ 6.6 6

71 TextJminingJandJproteinJannotationsjJtheJconstructionJandJuseJofJproteinJdescriptionJsentencesXJ
GenomebInformaticsVJ2006VJagVJabaWcZ 6

70 w’inMutjJanJintegratedJtoolJforJtheJanalysisJandJinterpretationJofJmutationsJinJhumanJproteinJ
kinasesXJBMCbBioinformaticsVJ2013VJadVJcde 3.6 5

69 yncorporatingJinformationJonJpredictedJsolventJaccessibilityJtoJtheJcoWevolutionWbasedJstudyJofJ
proteinJinteractionsXJMolecularbBioSystemsVJ2013VJiVJgZWf 5

68 toJyouJdoJtextoXJBioinformaticsVJ2005VJbaVJdaiiWbZZ 7.2 5

67
ymprovementJinJaffinityJandJxyVWaJneutralizationJbyJsomaticJmutationJinJtheJheavyJchainJfirstJ
complementarityWdeterminingJregionJofJantibodiesJtriggeredJbyJxyVWaJinfectionXJEuropeanbJournalb
ofbImmunologyVJ2001VJcaVJabhWcg

6.1 5

66 ThreeWdimensionalJconnectivityJandJchromatinJenvironmentJmediateJtheJactivationJefficiencyJofJ
mammalianJtéqJreplicationJorigins 5

65 TheJeTRqéSqvuJβrojectJonJTranslationalJSafetyJqssessmentJthroughJyntegrativeJ’nowledgeJ
ManagementjJqchievementsJandJβerspectivesXJPharmaceuticalsVJ2021VJadVJ 5.2 5

64 qrtificialJintelligenceJinJcancerJresearchjJlearningJatJdifferentJlevelsJofJdataJgranularityXJMolecularb
OncologyVJ2021VJaeVJhagWhbi 7.9 5

63 βracticalJlimitsJofJfunctionJpredictionJ2000VJdaVJih 5

62 vulcanSpotjJaJtoolJtoJprioritizeJtherapeuticJvulnerabilitiesJinJcancerXJBioinformaticsVJ2019VJceVJdhdfWdhdh 7.2 4

61 qnorexiaJnervosaJandJcancerjJaJprotocolJforJaJsystematicJreviewJandJmetaWanalysisJofJobservationalJ
studiesXJSystematicbReviewsVJ2017VJfVJacg 3 4

60 éextJgenerationJcommunityJassessmentJofJbiomedicalJentityJrecognitionJwebJserversjJmetricsVJ
performanceVJinteroperabilityJaspectsJofJresalmXJJournalbofbCheminformaticsVJ2019VJaaVJdb 8.6 4

59 SαqWrasedJyntegrationJofJTextJMiningJServicesJ2009VJ 4

58 somputationalJMethodsJtoJβredictJβroteinJynteractionJβartnersXJComputationalbBiologyVJ2008VJfgWha 0.7 4

57 βredictionJofJβroteinWβroteinJynteractionsJfromJuvolutionaryJynformationXJMethodsbofbBiochemicalb
AnalysisVJ2005VJdZiWdbf 4
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56 ixαβJWebJServicesJvamilyXJLecturebNotesbinbComputerbScienceVJ2012VJaZbWaZg 0.9 4

55 sαVytWaiJtiseaseJMapVJaJcomputationalJknowledgeJrepositoryJofJSqRSWsoVWbJvirusWhostJ
interactionJmechanisms 4

54 βathwayJandJnetworkJanalysisJofJmoreJthanJbVeZZJwholeJcancerJgenomes 4

53 somputationalJanalysisJofJsenseWantisenseJchimericJtranscriptsJrevealsJtheirJpotentialJregulatoryJ
featuresJandJtheJlandscapeJofJexpressionJinJhumanJcellsXJNARbGenomicsbandbBioinformaticsVJ2021VJcVJlqabZgd3.7 4

52 SystemsJbiologyJatJtheJgigaWscalejJ argeJmultiscaleJmodelsJofJcomplexVJheterogeneousJ
multicellularJsystemsXJCurrentbOpinionbinbSystemsbBiologyVJ2021VJbhVJaZZche 3.2 4

51 qssessingJtheJaccuracyJofJcontactJandJdistanceJpredictionsJinJsqSβadXJProteins:bStructurenbFunctionb
andbBioinformaticsVJ2021VJhiVJahhhWaiZZ 4.2 4

50 βatientWspecificJrooleanJmodelsJofJsignallingJnetworksJguideJpersonalisedJtreatmentsXXJELifeVJ2022VJ
aaVJ 8.9 4

49 MortalityJinJβersonsJWithJqutismJSpectrumJtisorderJorJqttentionWteficitYxyperactivityJtisorderjJqJ
SystematicJReviewJandJMetaWanalysisXXJJAMAbPediatricsVJ2022VJebafdZa 8.3 4

48
TheJββyJaffixJdictionaryJRββyqtSJandJrioMethodJ exiconjJimportanceJofJaffixesJandJtagsJforJ
recognitionJofJentityJmentionsJandJexperimentalJproteinJinteractionsXJBMCbBioinformaticsVJ2010VJ
aaVJ

3.6 3

47 MultipleJsequenceJalignmentsJasJtoolsJforJproteinJstructureJandJfunctionJpredictionXJComparativeb
andbFunctionalbGenomicsVJ2003VJdVJdbdWg 3

46 qJuserâ��sJguideJtoJtheJonlineJresourcesJforJdataJexplorationVJvisualizationVJandJdiscoveryJforJtheJ
βanWsancerJqnalysisJofJWholeJwenomesJprojectJRβsqWwS 3

45 MutationalJmechanismsJshapingJtheJcodingJandJnoncodingJgenomeJofJgerminalJcenterJderivedJ
rWcellJlymphomasXJLeukemiaVJ2021VJceVJbZZbWbZaf 10.7 3

44 qnnaJTramontanoJaiegWbZagXJNaturebStructuralbandbMolecularbBiologyVJ2017VJbdVJdcaWdcb 17.6 2

43
βredictingJβroteinJRelationshipsJtoJxumanJβathwaysJthroughJaJRelationalJ earningJqpproachJ
rasedJonJSimpleJSequenceJveaturesXJIEEErACMbTransactionsbonbComputationalbBiologybandb
BioinformaticsVJ2014VJaaVJgecWfe

3 2

42 qJcommonJstructuralJscaffoldJinJsTtJphosphatasesJthatJsupportsJdistinctJcatalyticJmechanismsXJ
Proteins:bStructurenbFunctionbandbBioinformaticsVJ2014VJhbVJaZcWah 4.2 2

41 MirroringJcoWevolvingJtreesJinJtheJlightJofJtheirJtopologiesXJBioinformaticsVJ2012VJbhVJabZbWh 7.2 2

40 weneJorderJinJβrokaryotesjJconservationJandJimplicationsJ2004VJbZiWbcg 2

39 TheJRuwyqJdatabaseJRRegiatrSjJstatusVJlimitationsJandJfutureJdevelopmentsXJComparativebandb
FunctionalbGenomicsVJ2002VJcVJaZiWad 2

(2002-2012)
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38 rioinformaticsJandJsomputationalJriologyJatJtheJcrossroadsJofJpostWgenomicJtechnologyXJ
PhytochemistrybReviewsVJ2002VJaVJbZiWbad 7.7 2

37 qccessibleJβroteinJynteractionJtataJforJéetworkJModelingXJStructureJofJtheJynformationJandJ
qvailableJRepositoriesXJLecturebNotesbinbComputerbScienceVJ2005VJaWac 0.9 2

36 sαVytWaiJvlowWMapsJanJopenJgeographicJinformationJsystemJonJsαVytWaiJandJhumanJmobilityJforJ
SpainXJScientificbDataVJ2021VJhVJcaZ 8.2 2

35 RetrievalJandJtiscoveryJofJsellJsycleJ iteratureJandJβroteinsJbyJMeansJofJMachineJ earningVJTextJ
MiningJandJéetworkJqnalysisXJAdvancesbinbIntelligentbSystemsbandbComputingVJ2014VJbheWbib 0.4 2

34 uducationJandJResearchJynfrastructuresJ2011VJafeWaha 2

33 somparativeJanalysisJofJneutrophilJandJmonocyteJepigenomes 2

32 βatientJtossierjJxealthcareJqueriesJoverJdistributedJresourcesXJPLoSbComputationalbBiologyVJ2019VJ
aeVJeaZZgbia 5 2

31 STqwbJlossWofWfunctionJaffectsJshortWrangeJgenomicJcontactsJandJmodulatesJtheJbasalWluminalJ
transcriptionalJprogramJofJbladderJcancerJcellsXJNucleicbAcidsbResearchVJ2021VJdiVJaaZZeWaaZba 20.1 2

30 riovVMWXjJqnJMβyUαpenMβJcWtJSimulatorJforJriologicalJSystemsXJLecturebNotesbinbComputerb
ScienceVJ2021VJbffWbgi 0.9 2

29 ynteractiveJuxtremeWScaleJqnalyticsjJTowardsJrattlingJsancerXJIEEEbTechnologybandbSocietybMagazine
VJ2019VJchVJedWfa 0.8 1

28 SummaryJofJtheJrio yé’JSywJbZacJmeetingJatJySMrYussrJbZacXJBioinformaticsVJ2015VJcaVJbigWh 7.2 1

27 rioinformaticsJqnalysisJofJβancreasJsancerJwenomeJinJxighWThroughputJwenomicJTechnologiesJ
2014VJicWaca 1

26 yntegratingJβredictionJofJStructureVJvunctionVJandJynteractionsJ2008VJbeiWbgi 1

25 MiningJynformationJonJβroteinJvunctionJfromJTextabecWabie 1

24 YqdumperjJextractingJandJtranslatingJlargeJinformationJvolumesJfromJrelationalJdatabasesJtoJ
structuredJflatJfilesXJBioinformaticsVJ2004VJbZVJbdeeWg 7.2 1

23 SolutionJstructureJofJtheJhypotheticalJproteinJMthfggJfromJMethanobacteriumJ
thermoautotrophicumjJaJnovelJalphaUbetaJfoldXJProteinbScienceVJ2004VJacVJadehWfe 6.3 1

22 qutomaticJclassificationJofJproteinJfunctionsJfromJtheJliteratureXJComparativebandbFunctionalb
GenomicsVJ2003VJdVJgeWi 1

21 ySsrQsJinitialJreactionJtoJéewJunglandJzournalJofJMedicineJeditorialJonJdataJsharingXJFtsssResearchVJ
2016VJeVJ 3.6 1
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20 ’nowledgeJqcquisitionJfromJtheJriomedicalJ iteratureJ2007VJecWha 1

19 UnveilingJtheJmolecularJbasisJofJdiseaseJcoWoccurrencejJtowardsJpersonalizedJcomorbidityJprofiles 1

18 TheJgeneJregulationJknowledgeJcommonsjJtheJactionJareaJofJwRuu’sXJBiochimicabEtbBiophysicabActab
obGenebRegulatorybMechanismsVJ2021VJahfeVJaidgfh 6 1

17 ussrbZbZjJtheJaithJuuropeanJsonferenceJonJsomputationalJriologyXJBioinformaticsVJ2020VJcfVJiefiWiegb7.2 1

16 riologicalJ’nowledgeJuxtractionJ2009VJdacWdcc 1

15 qutomaticJidentificationJofJinformativeJregionsJwithJepigenomicJchangesJassociatedJtoJhematopoiesis 1

14 αverviewJofJtheJéinthJqnnualJMeetingJofJtheJrio yé’JSywJatJySMrjJ inkingJ iteratureVJynformationJ
andJ’nowledgeJforJriologyXJLecturebNotesbinbComputerbScienceVJ2010VJaWg 0.9 1

13 αnJtheJinconsistentJtreatmentJofJgeneWproteinWreactionJrulesJinJcontextWspecificJmetabolicJmodelsXJ
BioinformaticsVJ2020VJcfVJaihfWaihh 7.2 1

12 βatientWspecificJrooleanJmodelsJofJsignalingJnetworksJguideJpersonalizedJtreatments 1

11 ySsrQsJinitialJreactionJtoJéewJunglandJzournalJofJMedicineJeditorialJonJdataJsharingXJBioinformaticsVJ
2017VJccVJbifh 7.2 1

10 UnravelingJtheJmolecularJbasisJofJhostJcellJreceptorJusageJinJSqRSWsoVWbJandJotherJhumanJ
pathogenicJ˛†WsoVsXJComputationalbandbStructuralbBiotechnologybJournalVJ2021VJaiVJgeiWgff 6.8 1

9 βarallelJmodelJexplorationJforJtumorJtreatmentJsimulationsXJComputationalbIntelligenceV 2.5 1

8 αptimizingJtosageWSpecificJTreatmentsJinJaJMultiWScaleJModelJofJaJTumorJwrowthXXJFrontiersbinb
MolecularbBiosciencesVJ2022VJiVJhcfgid 5.6 0

7 SexJandJgenderJbiasJinJnaturalJlanguageJprocessingJ2022VJaacWacb 0

6 TheJriodegradationJéetworkVJaJéewJScenarioJforJsomputationalJSystemsJriologyJResearchXJLectureb
NotesbinbComputerbScienceVJ2005VJbebWbef 0.9

5 qpplicationsJofJTextJMiningJinJMolecularJriologyVJfromJéameJRecognitionJtoJβroteinJynteractionJ
MapsJ2005VJdaWei

4 wαβxuRVJanJxβsJvrameworkJforJ argeJScaleJwraphJuxplorationJandJynferenceXJLecturebNotesbinb
ComputerbScienceVJ2020VJbaaWbbb 0.9

3 rioinformaticJSoftwareJtevelopmentsJinJSpainXJLecturebNotesbinbComputerbScienceVJ2012VJaZhWabZ 0.9

(2012-2007)
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2 uvolutionJofJtheJRasJSuperfamilyJofJwTβasesJ2014VJcWbc

1
tesignJandJmethodologicalJcharacteristicsJofJstudiesJusingJobservationalJroutinelyJcollectedJhealthJ
dataJforJinvestigatingJtheJlinkJbetweenJcancerJandJneurodegenerativeJdiseasesjJprotocolJforJaJ
metaWresearchJstudyXXJBMJbOpenVJ2022VJabVJeZehgch

3
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