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Study of the Fatty Acid Profile of Milk in Different Sheep Breeds: Evaluation by Multivariate Factorial
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Genetic Regulation of Biomarkers as Stress Proxies in Dairy Cows. Genes, 2021, 12, 534.

Unique adaptations in neonatal hepatic transcriptome, nutrient signaling, and one-carbon metabolism
in response to feeding ethyl cellulose rumen-protected methionine during late-gestation in Holstein 2.8 10
cows. BMC Genomics, 2021, 22, 280.

Single-Step Genome Wide Association Study |dentifies QTL Signals for Untrimmed and Trimmed Thigh
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Combined multivariate factor analysis and GWAS for milk fatty acids trait in Comisana sheep breed. 17 6
Animal Genetics, 2020, 51, 630-631. :

Use of multivariate factor analysis of detailed milk fatty acid profile to perform a genome-wide
association study in Italian Simmental and Italian Holstein. Journal of Applied Genetics, 2020, 61,
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PANEV: an R package for a pathway-based network visualization. BMC Bioinformatics, 2020, 21, 46. 2.6 15

Genome-wide association study of milk fatty acid composition in Italian Simmental and Italian Holstein
cows using single nucleotide polymorphism arrays. Journal of Dairy Science, 2018, 101, 11004-11019.
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Low mitochondrial diversity in native Italian pig breeds is consistent with the occurrence of strong
population bottlenecks. Animal Genetics, 2017, 48, 726-727.

Differential distribution of Y-chromosome haplotypes in Swiss and Southern European goat breeds. 2.3 °
Scientific Reports, 2017, 7, 16161. ’

Breed and adaptive response modulate bovine peripheral blood cells&€™ transcriptome. Journal of Animal
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Analysing the diversity of the caprine melanocortin 1 receptor (MC1R) in goats with distinct
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Merino and Merino-derived sheep breeds: a genome-wide intercontinental study. Genetics Selection

Evolution, 2015, 47, 64.

Genetic diversity of Italian goat breeds assessed with a medium-density SNP chip. Genetics Selection 3.0 79
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Assessing The Spatial Dependence of Adaptive Loci in 43 European and Western Asian Goat Breeds Using
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Promoter polymorphisms in genes involved in porcine myogenesis influence their transcriptional
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Genomea€wide analysis of <scp>I</scp>talian sheep diversity reveals a strong geographic pattern and
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Expression profiles of Toll-like receptors 1, 2 and 5 in selected organs of commercial and indigenous
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Meat quality of the longissimus lumborum muscle of Casertana and Large White pigs: Metabolomics
and proteomics intertwined. Journal of Proteomics, 2011, 75, 610-627.

Integration between molecular and morphological markers for the exploitation of olive germoplasm

(Olea europaea). Scientia Horticulturae, 2011, 130, 229-240. 3.6 31

Muscle transcriptome profiling in divergent phenotype swine breeds during growth using microarray
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Evolution of transcriptome profiles during muscle development in Casertana and cosmopolite pig
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Structural analysis and haplotype diversity in swine LEP and MC4R genes. Journal of Animal Breeding

and Genetics, 2008, 125, 130-136.

Analysis of Adiponectin Gene and Comparison of Its Expression in Two Different Pig Breeds. Obesity,

2008, 16, 1869-1874. 3.0 37



MARIASILVIA D'ANDREA

# ARTICLE IF CITATIONS

Characterization of single nucleotide polymorphisms in sheep and their variation as evidence of

87 selection. Animal Genetics, 2006, 37, 290-292.




