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l Paper IF Citations

152 PhosphorylationLofLinnateLimmuneLadaptorLproteinsLMrVSXLSTzNxXLandLTRzwLinducesLzRwdL
activationZLScienceXL2015XLdehXLaaacgda 33.3 805

151 rccurateLpredictionLofLproteinLstructuresLandLinteractionsLusingLaLthreeYtrackLneuralLnetworkZL
ScienceXL2021XLdhdXLihbYihg 33.3 522

150 ModelingLofLtheLspatialLstructureLofLeukaryoticLornithineLdecarboxylasesZLProteindScienceXL1995XLeXLbcjbYdae6.3 332

149 SpectrumLofLdiverseLgenomicLalterationsLdefineLnonYclearLcellLrenalLcarcinomaLsubtypesZLNatured
GeneticsXL2015XLehXLbdYcb 36.3 247

148 znsightsLintoLtheLevolutionLofLlongevityLfromLtheLbowheadLwhaleLgenomeZLCelldReportsXL2015XLbaXLbbcYcc10.6 203

147 TheLWrVvLregulatoryLcomplexLlinksLdiverseLreceptorsLtoLtheLactinLcytoskeletonZLCellXL2014XLbfgXLbjfYcah56.2 189

146 vtOukLanLevolutionaryLclassificationLofLproteinLdomainsZLPLoSdComputationaldBiologyXL2014XLbaXLebaadjcg5 184

145 LargeYscaleLdeterminationLofLpreviouslyLunsolvedLproteinLstructuresLusingLevolutionaryL
informationZLELifeXL2015XLeXLeajcei 8.9 173

144 xxuvwLdomainLisLhomologousLtoLadenylylLcyclaseZLProteins:dStructuresdFunctiondanddBioinformaticsXL
2001XLecXLcbaYg 4.2 128

143 trRwLandLWYLLdomainskLligandYbindingLregulatorsLofLprokaryoticLdefenseLsystemsZLFrontiersdind
GeneticsXL2014XLfXLbac 4.5 118

142 seclinLcLfunctionsLinLautophagyXLdegradationLofLxLproteinYcoupledLreceptorsXLandLmetabolismZLCellXL
2013XLbfeXLbaifYbajj 56.2 115

141 ProteinLinteractionLnetworksLrevealedLbyLproteomeLcoevolutionZLScienceXL2019XLdgfXLbifYbij 33.3 112

140 TheLrncientLxameteLwusogenLyrPcLzsLaLvukaryoticLtlassLzzLwusionLProteinZLCellXL2017XLbgiXLjaeYjbfZeba 56.2 109

139 MarkerLforLtypeLVzLsecretionLsystemLeffectorsZLProceedingsdofdthedNationaldAcademydofdSciencesdofd
thedUniteddStatesdofdAmericaXL2014XLbbbXLjchbYg 11.5 98

138 ProteinLrMPylationLbyLanLvvolutionarilyLtonservedLPseudokinaseZLCellXL2018XLbhfXLiajYicbZebj 56.2 87

137 LocNvSkLaLcomputationalLtoolLforLlocatingLclassicalLNvSsLinLtRMbLcargoLproteinsZLBioinformaticsXL
2015XLdbXLbdfhYgf 7.2 80

136 rLtetheredLdeliveryLmechanismLexplainsLtheLcatalyticLactionLofLaLmicrotubuleLpolymeraseZLELifeXL
2014XLdXLeadagj 8.9 74

Qian Cong

2



135 StructureXLlipidLscramblingLactivityLandLroleLinLautophagosomeLformationLofLrTxjrZLNatured
StructuraldanddMoleculardBiologyXL2020XLchXLbbjeYbcab 17.6 73

134 TigerLSwallowtailLxenomeLRevealsLMechanismsLforLSpeciationLandLtaterpillarLthemicalLuefenseZL
CelldReportsXL2015XLbaXLjbaYjbj 10.6 66

133 NuclearLgenomesLdistinguishLcrypticLspeciesLsuggestedLbyLtheirLuNrLbarcodesLandLecologyZL
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaXL2017XLbbeXLidbdYidbi 11.5 64

132 TheLsubunitLinterfacesLofLoligomericLenzymesLareLconservedLtoLaLsimilarLextentLtoLtheLoverallL
proteinLsequencesZLProteindScienceXL1994XLdXLceffYi 6.3 62

131 PetbapLisLaLyeastLperilipinLthatLstabilizesLlipidLdropletsLandLpromotesLtheirLassemblyZLJournaldofdCelld
BiologyXL2017XLcbgXLdbjjYdcbh 7.3 61

130 vvaluationLofLfreeLmodelingLtargetsLinLtrSPbbLandLROLLZLProteins:dStructuresdFunctiondandd
BioinformaticsXL2016XLieLSupplLbXLfbYgg 4.2 60

129
rcuteLyepatopancreaticLNecrosisLuiseaseYtausingLVibrioLparahaemolyticusLStrainsLMaintainLanL
rntibacterialLTypeLVzLSecretionLSystemLwithLVersatileLvffectorLRepertoiresZLApplieddandd
EnvironmentaldMicrobiologyXL2017XLidXL

4.8 51

128 tomputedLstructuresLofLcoreLeukaryoticLproteinLcomplexesZLScienceXL2021XLdheXLeabmeiaf 33.3 51

127 TypeLVzLSecretionLSystemLToxinsLyorizontallyLSharedLbetweenLMarineLsacteriaZLPLoSdPathogensXL
2015XLbbXLebaafbci 7.6 48

126 vffectorsLofLanimalLandLplantLpathogensLuseLaLcommonLdomainLtoLbindLhostLphosphoinositidesZL
NaturedCommunicationsXL2013XLeXLcjhd 17.4 46

125 xenomesLofLskipperLbutterfliesLrevealLextensiveLconvergenceLofLwingLpatternsZLProceedingsdofdthed
NationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaXL2019XLbbgXLgcdcYgcdh 11.5 44

124 TargetingLtheLtonservedLwusionLLoopLofLyrPcLznhibitsLtheLTransmissionLofLPlasmodiumLbergheiL
andLfalciparumZLCelldReportsXL2017XLcbXLcigiYcihi 10.6 43

123 vtOukLnewLdevelopmentsLinLtheLevolutionaryLclassificationLofLdomainsZLNucleicdAcidsdResearchXL
2017XLefXLucjgYudac 20.1 38

122 vstimationLofLevolutionaryLdistancesLfromLproteinLspatialLstructuresZLJournaldofdMoleculardEvolutionXL
1997XLefXLdfjYgj 3.1 38

121 wlatwormYspecificLtranscriptionalLregulatorsLpromoteLtheLspecificationLofLtegumentalLprogenitorsL
inZLELifeXL2018XLhXL 8.9 36

120 RequirementLofLtheLfusogenicLmicropeptideLmyomixerLforLmuscleLformationLinLzebrafishZL
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaXL2017XLbbeXLbbjfaYbbjff11.5 35

119 tompleteLgenomeLofLXLaLresilientLalienXLaLcabbageLpestXLandLaLsourceLofLantiYcancerLproteinsZL
FxwwwResearchXL2016XLfXLcgdb 3.6 35

118 tompleteLgenomesLofLyairstreakLbutterfliesXLtheirLspeciationXLandLnucleoYmitochondrialL
incongruenceZLScientificdReportsXL2016XLgXLceigd 4.9 35

(2016-2020)
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117 tombinedLslockadeLofLrctivatingLMutationsLandLvRLResultsLinLSyntheticLLethalityLofLvRW_yvRcL
MutantLsreastLtancerZLClinicaldCancerdResearchXL2019XLcfXLchhYcij 12.9 35

116 sileLsaltLreceptorLcomplexLactivatesLaLpathogenicLtypeLzzzLsecretionLsystemZLELifeXL2016XLfXL 8.9 34

115 SpeciationLinLtloudlessLSulphursLxleanedLfromLtompleteLxenomesZLGenomedBiologydanddEvolutionXL
2016XLiXLjbfYdb 3.9 33

114 ManualLclassificationLstrategiesLinLtheLvtOuLdatabaseZLProteins:dStructuresdFunctiondandd
BioinformaticsXL2015XLidXLbcdiYfb 4.2 33

113 MvSSrkLMvtaYServerLforLproteinLSequenceLrnalysisZLBMCdBiologyXL2012XLbaXLic 7.3 33

112 thSeqkLrLdatabaseLofLchameleonLsequencesZLProteindScienceXL2015XLceXLbahfYig 6.3 32

111 SkipperLgenomeLshedsLlightLonLuniqueLphenotypicLtraitsLandLphylogenyZLBMCdGenomicsXL2015XLbgXLgdj 4.5 32

110 rLlyticLpolysaccharideLmonooxygenaseYlikeLproteinLfunctionsLinLfungalLcopperLimportLandL
meningitisZLNaturedChemicaldBiologyXL2020XLbgXLddhYdee 11.7 32

109 TheLtYterminalLdomainLofLyPzzLcatalaseLisLaLmemberLofLtheLtypeLzLglutamineLamidotransferaseL
superfamilyZLProteins:dStructuresdFunctiondanddBioinformaticsXL2001XLecXLcdaYcdg 4.2 30

108 WhenLtOzLbarcodesLdeceivekLcompleteLgenomesLrevealLintrogressionLinLhairstreaksZLProceedingsdofd
thedRoyaldSocietydB:dBiologicaldSciencesXL2017XLcieXL 4.4 29

107 trSPbdLtargetLclassificationLintoLtertiaryLstructureLpredictionLcategoriesZLProteins:dStructuresd
FunctiondanddBioinformaticsXL2019XLihXLbacbYbadg 4.2 29

106 trSPLbbLtargetLclassificationZLProteins:dStructuresdFunctiondanddBioinformaticsXL2016XLieLSupplLbXLcaYdd 4.2 28

105 yighYaccuracyLrefinementLusingLRosettaLinLtrSPbdZLProteins:dStructuresdFunctiondanddBioinformaticsXL
2019XLihXLbchgYbcic 4.2 26

104 StructureLofLproteinLOYmannoseLkinaseLrevealsLaLuniqueLactiveLsiteLarchitectureZLELifeXL2016XLfXL 8.9 23

103 rnLautomaticLmethodLforLtrSPjLfreeLmodelingLstructureLpredictionLassessmentZLBioinformaticsXL
2011XLchXLddhbYi 7.2 22

102
TheLsynthetaseLdomainsLofLcobalaminLbiosynthesisLamidotransferasesLcobsLandLcobQLbelongLtoLaL
newLfamilyLofLrTPYdependentLamidoligasesXLrelatedLtoLdethiobiotinLsynthetaseZLProteins:dStructuresd
FunctiondanddBioinformaticsXL2000XLebXLcdiYeh

4.2 22

101 PhylogenyLReconstructionLwithLrlignmentYwreeLMethodLThatLtorrectsLforLyorizontalLxeneL
TransferZLPLoSdComputationaldBiologyXL2016XLbcXLebaaejif 5 21

100 wunctionalLrssessmentLofLLipoyltransferaseYbLueficiencyLinLtellsXLMiceXLandLyumansZLCelldReportsXL
2019XLchXLbdhgYbdigZeg 10.6 19
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99
ueoxyhypusineLModificationLofLvukaryoticLTranslationLznitiationLwactorLfrLTezwfrULzsLvssentialLforL
TrypanosomaLbruceiLxrowthLandLforLvxpressionLofLPolyprolylYcontainingLProteinsZLJournaldofd
BiologicaldChemistryXL2015XLcjaXLbjjihYji

5.4 19

98 PredictiveLsequenceLanalysisLofLtheLtandidatusLLiberibacterLasiaticusLproteomeZLPLoSdONEXL2012XLhXLeebahb3.7 19

97 rssessmentLofLtrSPbbLcontactYassistedLpredictionsZLProteins:dStructuresdFunctiondanddBioinformatics
XL2016XLieLSupplLbXLbgeYia 4.2 19

96 VibrioLtypeLzzzLeffectorLVPrbdiaLisLrelatedLtoLtheLcysteineLproteaseLdomainLofLlargeLbacterialLtoxinsZL
PLoSdONEXL2014XLjXLebaedih 3.7 18

95 PyrimidineLSalvageLvnzymesLrreLvssentialLforLueLNovoLsiosynthesisLofLueoxypyrimidineL
NucleotidesLinLTrypanosomaLbruceiZLPLoSdPathogensXL2016XLbcXLebaagaba 7.6 18

94 xenomesLrevealLdrasticLandLrecurrentLphenotypicLdivergenceLinLfiretipLskipperLbutterfliesL
TyesperiidaekLPyrrhopyginaeUZLProceedingsdofdthedRoyaldSocietydB:dBiologicaldSciencesXL2019XLcigXLcabjagaj4.4 17

93 TheLcompleteLmitochondrialLgenomeLofLPapilioLglaucusLandLitsLphylogeneticLimplicationsZLMetad
GeneXL2015XLfXLgiYid 0.7 17

92 tlassificationLofLproteinsLwithLsharedLmotifsLandLinternalLrepeatsLinLtheLvtOuLdatabaseZLProteind
ScienceXL2016XLcfXLbbiiYcad 6.3 17

91 tompleteLxenomeLofLXLTheLwirstLRepresentativeLofLtheLvudaminaeLSubfamilyLofLSkippersZLCurrentd
GenomicsXL2017XLbiXLdggYdhe 2.6 17

90 vxpandingLclinicalLphenotypeLinLtrtNrbtLrelatedLdisorderskLwromLneonatalLonsetLsevereLepilepticL
encephalopathyLtoLlateYonsetLepilepsyZLAmericandJournaldofdMedicaldGeneticssdPartdAXL2018XLbhgXLchddYchdj2.5 16

89 wunctionalLexpressionLandLcharacterizationLofLtheLenvelopeLglycoproteinLvbvcLheterodimerLofL
hepatitisLtLvirusZLPLoSdPathogensXL2019XLbfXLebaahhfj 7.6 15

88 rbsenceLofLTLRbbLinLMiceLuoesLNotLtonferLSusceptibilityLtoLSalmonellaLTyphiZLCellXL2016XLbgeXLichYi 56.2 15

87 TheLfirstLcompleteLgenomesLofLMetalmarksLandLtheLclassificationLofLbutterflyLfamiliesZLGenomicsXL
2017XLbajXLeifYejd 4.3 15

86 LongYRangeLvpistasisLMediatedLbyLStructuralLthangeLinLaLModelLofLLigandLsindingLProteinsZLPLoSd
ONEXL2016XLbbXLeabgghdj 3.7 15

85 TheLcompleteLmitochondrialLgenomeLofLLeremaLacciusLandLitsLphylogeneticLimplicationsZLPeerJXL
2016XLeXLebfeg 3.1 15

84 xypsyLmothLgenomeLprovidesLinsightsLintoLflightLcapabilityLandLvirusYhostLinteractionsZLProceedingsd
ofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaXL2019XLbbgXLbggjYbghi 11.5 15

83 tcycLzincLfingerLproteinsLofLtheLSP_βLwXLWilmsLtumorXLvxRXLyuckebeinXLandLβlumpfussLfamiliesLinL
metazoansLandLbeyondZLGeneXL2015XLfhdXLjbYj 3.8 14

82 TheLcompleteLmitogenomeLofLTLepidopterakLyesperiidaeUZLMitochondrialdDNAdPartdB:dResourcesXL
2017XLcXLbdgYbdi 0.5 14
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81 RUVsLb_RUVsLcLrTPaseLrctivityLurivesLPrQosomeLMaturationXLuNrLReplicationLandL
RadioresistanceLinLLungLtancerZLCelldChemicaldBiologyXL2020XLchXLbafYbcbZebe 8.2 14

80 wunctionalLanalysisLofLRossmannYlikeLdomainsLrevealsLconvergentLevolutionLofLtopologyLandL
reactionLpathwaysZLPLoSdComputationaldBiologyXL2019XLbfXLebaahfgj 5 14

79 TopologyLevaluationLofLmodelsLforLdifficultLtargetsLinLtheLbethLroundLofLtheLcriticalLassessmentLofL
proteinLstructureLpredictionLTtrSPbeUZLProteins:dStructuresdFunctiondanddBioinformaticsXL2021XLijXLbghdYbgig4.2 14

78 vxpansionLofLdivergentLSvrLdomainsLinLcellLsurfaceLproteinsLandLnucleoporinLfeZLProteindScienceXL
2017XLcgXLgbhYgda 6.3 13

77 uirectLuemonstrationLThatLLoopbLofLScapLsindsLtoLLoophkLrLtRUtzrLLvVvNTLzNLtyOLvSTvROLL
yOMvOSTrSzSZLJournaldofdBiologicaldChemistryXL2016XLcjbXLbciiiYbcijg 5.4 12

76
rLnewLyermeuptychiaLTLepidopteraXLNymphalidaeXLSatyrinaeULisLsympatricLandLsynchronicLwithLyZL
sosybiusLinLsoutheastLUSLcoastalLplainsXLwhileLanotherLnewLyermeuptychiaLspeciesLYLnotLhermesLYL
inhabitsLsouthLTexasLandLnortheastLMexicoZLZooKeysXL2014XLedYjb

1.2 12

75 ThreeLnewLsubfamiliesLofLskipperLbutterfliesLTLepidopteraXLyesperiidaeUZLZooKeysXL2019XLigbXLjbYbaf 1.2 12

74 MitogenomesLofLxiantYSkipperLsutterfliesLrevealLanLancientLsplitLbetweenLdeepLandLshallowLrootL
feedersZLFxwwwResearchXL2017XLgXLccc 3.6 11

73 xenomicsLofLaLcompleteLbutterflyLcontinent 11

72 TheLcompleteLmitogenomeLofLTLepidopterakLyesperiidaeUZLMitochondrialdDNAdPartdB:dResourcesXL
2016XLbXLfibYfid 0.5 11

71 PredictiveLandLcomparativeLanalysisLofLvbolavirusLproteinsZLCelldCycleXL2015XLbeXLchifYjh 4.7 10

70 ProteomicsLrnalysisLRevealsLPreviouslyLUncharacterizedLVirulenceLwactorsLinLVibrioLproteolyticusZL
MBioXL2016XLhXL 7.8 10

69 tompactLStructureLPatternsLinLProteinsZLJournaldofdMoleculardBiologyXL2016XLeciXLedjcYeebc 6.5 10

68 TargetLclassificationLinLtheLbethLroundLofLtheLcriticalLassessmentLofLproteinLstructureLpredictionL
TtrSPbeUZLProteins:dStructuresdFunctiondanddBioinformaticsXL2021XLijXLbgbiYbgdc 4.2 10

67 wunctionalLandLevolutionaryLanalysisLofLviralLproteinsLcontainingLaLRossmannYlikeLfoldZLProteind
ScienceXL2018XLchXLbefaYbegd 6.3 9

66 rssessingLpredictionsLofLfitnessLeffectsLofLmissenseLmutationsLinLSUMOYconjugatingLenzymeLUsvczZL
HumandMutationXL2017XLdiXLbafbYbagd 4.7 9

65 rLnewLyeraclidesLswallowtailLTLepidopteraXLPapilionidaeULfromLNorthLrmericaLisLrecognizedLbyLtheL
patternLonLitsLneckZLZooKeysXL2014XLifYbdf 1.2 9

64 rccurateLpredictionLofLproteinLstructuresLandLinteractionsLusingLaLdYtrackLnetwork 9
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63 StructuralLprerequisitesLforLtRMbYdependentLnuclearLexportLsignalingLpeptideskLaccessibilityXL
adaptingLconformationXLandLtheLstabilityLatLtheLbindingLsiteZLScientificdReportsXL2019XLjXLggch 4.9 8

62 rnLancientLautoproteolyticLdomainLfoundLinLxrzNXLZUfLandLNucleoporinjiZLJournaldofdMoleculard
BiologyXL2014XLecgXLdjdfYdjef 6.5 8

61 xenomicsLrevealsLtheLoriginsLofLancientLspecimens 8

60 TheLsearLxiantYSkipperLgenomeLsuggestsLgeneticLadaptationsLtoLlivingLinsideLyuccaLrootsZLMoleculard
GeneticsdanddGenomicsXL2019XLcjeXLcbbYccg 3.1 8

59 RecentLadvancesLsuggestLincreasedLinfluenceLofLselectiveLpressureLinLallosteryZLCurrentdOpiniondind
StructuraldBiologyXL2020XLgcXLbidYbii 8.1 8

58 TemplateYbasedLmodelingLbyLtlusProLinLtrSPbdLandLtheLpotentialLforLusingLcoYevolutionaryL
informationLinLdockingZLProteins:dStructuresdFunctiondanddBioinformaticsXL2019XLihXLbcebYbcei 4.2 7

57 trystallizationLandLpreliminaryLXYrayLstudiesLofLornithineLdecarboxylaseLfromLTrypanosomaLbruceiZL
Proteins:dStructuresdFunctiondanddBioinformaticsXL1996XLceXLchcYd 4.2 7

56 NβLcellLdefectsLinLXYlinkedLpigmentaryLreticulateLdisorderZLJCIdInsightXL2019XLeXL 9.9 7

55 vstimationLofLUncertaintiesLinLtheLxlobalLuistanceLTestLTxuT_TSULforLtrSPLModelsZLPLoSdONEXL2016XL
bbXLeabfehig 3.7 7

54 StructuresLofLcoreLeukaryoticLproteinLcomplexes 7

53 TruncatedLrdenomatousLPolyposisLtoliLMutationLznducesLrsefYrctivatedLxolgiLwragmentationZL
MoleculardanddCellulardBiologyXL2018XLdiXL 4.8 6

52 TheLcompleteLmitochondrialLgenomeLofLaLskipperLTLepidopterakLyesperiidaeUZLMitochondrialdDNAd
PartdB:dResourcesXL2017XLcXLbefYbeh 0.5 6

51 trystalLStructureLofLtheLtLOtβLTransactivationLuomainLvxonbjLinLtomplexLwithLaLRepressorZL
StructureXL2017XLcfXLbbihYbbjeZed 5.2 6

50 UsingLhomologyLrelationsLwithinLaLdatabaseLmarkedlyLboostsLproteinLsequenceLsimilarityLsearchZL
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaXL2015XLbbcXLhaadYi 11.5 6

49 rLnovelLapproachLtoLphylogenyLreconstructionLfromLproteinLsequencesZLJournaldofdMoleculard
EvolutionXL1999XLeiXLcgeYhd 3.1 6

48 vvolutionLofLoffYlatticeLmodelLproteinsLunderLligandLbindingLconstraintsZLPhysicaldReviewdEXL2016XL
jeXLacceba 2.4 6

47 TMvMbcarLisLaLcoenzymeLrYbindingLmembraneLproteinLwithLstructuralLsimilaritiesLtoLvLOVLLfattyL
acidLelongaseZLELifeXL2021XLbaXL 8.9 6

46 MutationLseverityLspectrumLofLrareLallelesLinLtheLhumanLgenomeLisLpredictiveLofLdiseaseLtypeZLPLoSd
ComputationaldBiologyXL2020XLbgXLebaahhhf 5 5

(2020-2019)
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45
TheLmitogenomeLofLaLMalagasyLbutterflyLTMabilleXLbiieULrecoveredLfromLtheLholotypeLcollectedL
overLbeaLyearsLagoLaddsLsupportLforLaLnewLsubfamilyLofLyesperiidaeLTLepidopteraUZLGenomeXL2020XL
gdXLbjfYcac

2.4 5

44 TheLPenaincisaliaLamatistaLspeciesYgroupLTLepidopterakLLycaenidaeXLvumaeiniULinLtolombiaXLinsightsL
fromLmtuNrLbarcodesLandLtheLdescriptionLofLaLnewLspeciesZLSystematicsdanddBiodiversityXL2016XLbeXLbhbYbid1.7 5

43 RoleLofLTwoLMetacaspasesLinLuevelopmentLandLPathogenicityLofLtheLRiceLslastLwungusL
MagnaportheLoryzaeZLMBioXL2021XLbcXL 7.8 5

42 xenomicLanalysisLofLtheLtribeLvmesidiniLTLepidopterakLRiodinidaeUZLZootaxaXL2019XLeggiXLzootaxaZeggiZeZc0.5 4

41 rLsequenceLfamilyLdatabaseLbuiltLonLvtOuLstructuralLdomainsZLBioinformaticsXL2018XLdeXLcjjhYdaad 7.2 4

40 TheLusSrVLuatabasekLPredictingLueleteriousnessLofLSingleLrminoLrcidLVariationsLinLtheLyumanL
ProteomeZLJournaldofdMoleculardBiologyXL2021XLeddXLbggjbf 6.5 4

39 SearchingLvtOuLforLyomologousLuomainsLbyLSequenceLandLStructureZLCurrentdProtocolsdind
BioinformaticsXL2018XLgbXLeef 24.2 4

38 rssessmentLofLdomainLinteractionsLinLtheLfourteenthLroundLofLtheLtriticalLrssessmentLofLStructureL
PredictionLTtrSPbeUZLProteins:dStructuresdFunctiondanddBioinformaticsXL2021XLijXLbhaaYbhba 4.2 4

37 SchnyderLcornealLdystrophyYassociatedLUszrubLisLdefectiveLinLMβYeLsynthesisLandLresistsL
autophagyYmediatedLdegradationZLJournaldofdLipiddResearchXL2020XLgbXLhegYhfh 6.3 3

36 rLgenomicLperspectiveLonLtheLtaxonomyLofLtheLsubtribeLtarcharodinaLTLepidopterakLyesperiidaekL
tarcharodiniUZLZootaxaXL2020XLeheiXLzootaxaZeheiZbZba 0.5 3

35 znferenceLofLepistaticLeffectsLinLaLkeyLmitochondrialLproteinZLPhysicaldReviewdEXL2018XLjhXLagceae 2.4 3

34 wlyXtusYrLResourceLforLurosophilaLtellLSurfaceLandLSecretedLProteinsLandLTheirLvxtracellularL
uomainsZLJournaldofdMoleculardBiologyXL2018XLedaXLddfdYdebb 6.5 3

33 rssessingLpredictionsLonLfitnessLeffectsLofLmissenseLvariantsLinLcalmodulinZLHumandMutationXL2019XL
eaXLbegdYbehd 4.7 3

32 UnveilingLoneLofLtheLrarestLSbutterfliesSLeverLTLepidopterakLyesperiidaeXLNoctuidaeUZLSystematicd
EntomologyXL2019XLeeXLdieYdjf 3.4 3

31
rLswitchLtoLfeedingLonLcycadsLgeneratesLparallelLacceleratedLevolutionLofLtoxinLtoleranceLinLtwoL
cladesLofLcaterpillarsLTLepidopterakLLycaenidaeUZLProceedingsdofdthedNationaldAcademydofdSciencesdofd
thedUniteddStatesdofdAmericaXL2021XLbbiXL

11.5 3

30 vvolutionLofLaLchordateYspecificLmechanismLforLmyoblastLfusion 3

29 xenomicsLRevealsLtheLOriginsLofLyistoricalLSpecimensZLMoleculardBiologydanddEvolutionXL2021XLdiXLcbggYcbhg8.3 3

28 rnomalousLdiffusionLinLneutralLevolutionLofLmodelLproteinsZLPhysicaldReviewdEXL2015XLjbXLagahab 2.4 2
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27 SpeciesLrichnessLofLvurasianLZephyrusLhairstreaksLTLepidopterakLLycaenidaekLThecliniULwithL
implicationsLonLhistoricalLbiogeographykLrnLNuM_VNuMLapproachZLPLoSdONEXL2018XLbdXLeabjbaej 3.7 2

26 SwvSrkLaLwebLserverLforLpairwiseLalignmentLrefinementLbyLsecondaryLstructureLshiftsZLBMCd
BioinformaticsXL2015XLbgXLcic 3.6 2

25 StructuralLevolutionLofLproteinlikeLheteropolymersZLPhysicaldReviewdEXL2014XLjaXLagchbf 2.4 2

24 rLNewLSpeciesLofLvraconLTyesperiidaekLPyrginaeULSubstantiatedLbyLaLNumberLofLTraitsXLzncludingL
wemaleLxenitaliaZLJournaldofdthedLepidopteristsmdSocietyXL2014XLgiXLbej 0.4 2

23 rLnewLspeciesLofLfromLMexicoLTyesperiidaeXLPyrginaeXLPyrrhopyginiUZLZooKeysXL2017XLbffYbge 1.2 2

22
tommentLTtaseLdhajULâ��LMoreLcommentsLonLtheLproposedLconservationLofLnamesLforLwesternLNorthL
rmericanLyesperiaLcommaYgroupLsubspeciesLthroughLdesignationLofLneotypesZLBulletindofd
ZoologicaldNomenclatureXL2019XLhgXLfh

0.2 2

21 xenomicLdeterminantsLofLspeciation 2

20 rLcombinedLRruYSeqLandLWxSLapproachLrevealsLtheLgenomicLbasisLofLyellowLcolorLvariationLinL
bumbleLbeeLsombusLterrestrisZLScientificdReportsXL2021XLbbXLhjjg 4.9 2

19 rLpathogenicLUwSPcLvariantLinLanLautosomalLrecessiveLformLofLpediatricLneurodevelopmentalL
anomaliesLandLepilepsyZLGeneticsdindMedicineXL2021XLcdXLjaaYjai 8.1 2

18 ManipulationLofLzRvbYuependentLMrPβLSignalingLbyLaLVibrioLrgonistYrntagonistLvffectorLPairZL
MSystemsXL2021XLgXL 7.6 2

17 rLwifthLofLtheLProteinLWorldkLRossmannYlikeLProteinsLasLanLvvolutionarilyLSuccessfulLStructuralLunitZL
JournaldofdMoleculardBiologyXL2021XLeddXLbgghii 6.5 2

16 tomparativeLanalysisLofLswallowtailLtranscriptomesLsuggestsLmolecularLdeterminantsLforL
speciationLandLadaptationZLGenomeXL2018XLgbXLiedYiff 2.4 2

15 ˛†YStrandYmediatedLinteractionsLofLproteinLdomainsZLProteins:dStructuresdFunctiondanddBioinformaticsXL
2020XLiiXLbfbdYbfch 4.2 1

14 SpeciationLinLNorthLrmericanLfromLaLgenomicLperspectiveZLSystematicdEntomologyXL2020XLefXLiadYidh 3.4 1

13 MitogenomesLofLtheLfourLholotypesLcollectedLffLyearsLagoZLMitochondrialdDNAdPartdB:dResourcesXL
2017XLcXLfjiYgaa 0.5 1

12 MembraneLproteinLstructureLpredictionsLforLexplorationZLCellXL2012XLbejXLbeceYf 56.2 1

11 rLputativeLRNrYinterferenceYbasedLimmuneLsystemLinLprokaryoteskLtheLepitomeLofLprokaryoticL
genomicLdiversitydjYge 1

10 zdentificationLofLProteinLyomologsLandLuomainLsoundariesLbyLzterativeLSequenceLrlignmentZL
MethodsdindMoleculardBiologyXL2019XLbifbXLchhYcig 1.4 1

(2019-2018)
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9 thangesLtoLNorthLrmericanLbutterflyLnamesL2019XLiXLbYbc 1

8 wiftyLnewLgeneraLofLyesperiidaeLTLepidopteraUZL2019XLcabjXL 1

7 tompletenessLandLtonsistencyLinLStructuralLuomainLtlassificationsZLACSdOmegaXL2021XLgXLbfgjiYbfhah 3.9 0

6 PredictingLSequenceLweaturesXLwunctionXLandLStructureLofLProteinsLUsingLMvSSrZLCurrentdProtocolsd
indBioinformaticsXL2019XLghXLeie 24.2

5 TwoLnewLspeciesLofLtlitoLfromLSouthLrmericaLandLaLrevisionLofLtheLtlitoLlitteraLgroupLTLepidopterakL
yesperiidaekLPyrginaeUZLZootaxaXL2014XLdigbXLcdbYei 0.5

4
MonotypyL–ustifiedkLxenitaliaLandLuNrLMoveLvphyriadesLeugrammaLTMabilleULtoLNewLxenusL
NeomorphuncusLsurnsLTLepidopterakLyesperiidaekLPyrginaeUZLProceedingsdofdthedEntomologicald
SocietydofdWashingtonXL2019XLbcbXLffh

0.2

3 vvolutionaryLoriginLandLsequenceLsignaturesLofLtheLheterodimericLrstxf_rstxiLtransporterZZL
ProteindScienceXL2022XLdbXLeecjh 6.3

2 OrangeLfringesXLcrenulateLhindwingsLandLgenomicLuNrLidentifyLaLnewLspeciesLofLfromLyondurasL
TyesperiidaekLPyrrhopyginaeUL2021XLdbXLeiYfc

1 rLuniquelyLpatternedLnewLspeciesLofLfromLyondurasLTRiodinidaeUL2021XLdbXLfdYfj

Qian Cong
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