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ARTICLE IF CITATIONS

Mutant CEBPA directly drives the expression of the targetable tumor-promoting factor CD73 in AML.
Science Advances, 2019, 5, eaaw4304.

The collagen receptor uPARAP/Endo180 as a novel target for antibody-drug conjugate mediated

treatment of mesenchymal and leukemic cancers. Oncotarget, 2017, 8, 44605-44624. 18 26

Transcription factor-driven coordination of cell cycle exit and lineage-specification in vivo during
granulocytic differentiation. Nature Communications, 2022, 13, .

Targeted inhibition of cooperative mutation- and therapy-induced AKT activation in AML effectively

enhances response to chemotherapy. Leukemia, 2021, 35, 2030-2042. 72 14

Human adult HSCs can be discriminated from lineage-committed HPCs by the expression of endomucin.
Blood Advances, 2018, 2, 1628-1632.

Phosphorylation of SHP2 at Tyr62 Enables Acquired Resistance to SHP2 Allosteric Inhibitors in 0.9 8
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TET2 deficiency cooperates with CBFBA€MYH11 to induce acute myeloid leukaemia and represents an early
leukaemogenic event. British Journal of Haematology, 2022, , .

Inhibition of Oxidized Nucleotide Sanitation By TH1579 and Conventional Chemotherapy Cooperatively

Enhance Oxidative DNA Damage and Survival in AML. Molecular Cancer Therapeutics, 2022, 21, 703-714. 41 3

Targeting of PI3K/AKT signaling and DNA damage response in acute myeloid leukemia: a novel

therapeutic strategy to boost chemotherapy response and overcome resistance. , 2021, 4, 984-995.




