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1 Genetic studies of body mass index yield new insights for obesity biology. Nature, 2015, 518, 197-206. 13.7 3,823

2 Association analyses of 249,796 individuals reveal 18 new loci associated with body mass index. Nature
Genetics, 2010, 42, 937-948. 9.4 2,634

3 Defining the role of common variation in the genomic and biological architecture of adult human
height. Nature Genetics, 2014, 46, 1173-1186. 9.4 1,818

4 Hundreds of variants clustered in genomic loci and biological pathways affect human height. Nature,
2010, 467, 832-838. 13.7 1,789

5 New genetic loci link adipose and insulin biology to body fat distribution. Nature, 2015, 518, 187-196. 13.7 1,328

6 Sequencing of 53,831 diverse genomes from the NHLBI TOPMed Program. Nature, 2021, 590, 290-299. 13.7 1,069

7 Loss-of-Function Mutations in<i>APOC3,</i>Triglycerides, and Coronary Disease. New England Journal
of Medicine, 2014, 371, 22-31. 13.9 936

8 Meta-analysis identifies 13 new loci associated with waist-hip ratio and reveals sexual dimorphism in
the genetic basis of fat distribution. Nature Genetics, 2010, 42, 949-960. 9.4 836

9 Large-scale association analyses identify new loci influencing glycemic traits and provide insight into
the underlying biological pathways. Nature Genetics, 2012, 44, 991-1005. 9.4 746

10 Genetic analyses of diverse populations improves discovery for complex traits. Nature, 2019, 570,
514-518. 13.7 679

11 Genome-wide meta-analysis identifies 11 new loci for anthropometric traits and provides insights into
genetic architecture. Nature Genetics, 2013, 45, 501-512. 9.4 578

12 Mendelian randomization of blood lipids for coronary heart disease. European Heart Journal, 2015, 36,
539-550. 1.0 567

13 Meta-analyses of genome-wide association studies identify multiple loci associated with pulmonary
function. Nature Genetics, 2010, 42, 45-52. 9.4 549

14 Rare and low-frequency coding variants alter human adult height. Nature, 2017, 542, 186-190. 13.7 544

15 FTO genotype is associated with phenotypic variability of body mass index. Nature, 2012, 490, 267-272. 13.7 383

16 Inherited causes of clonal haematopoiesis in 97,691 whole genomes. Nature, 2020, 586, 763-768. 13.7 376

17 Sex-stratified Genome-wide Association Studies Including 270,000 Individuals Show Sexual Dimorphism
in Genetic Loci for Anthropometric Traits. PLoS Genetics, 2013, 9, e1003500. 1.5 371

18 Genome-wide association and large-scale follow up identifies 16 new loci influencing lung function.
Nature Genetics, 2011, 43, 1082-1090. 9.4 367
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19 The power of genetic diversity in genome-wide association studies of lipids. Nature, 2021, 600, 675-679. 13.7 353

20 Association of Adolescent Obesity With Risk of Severe Obesity in Adulthood. JAMA - Journal of the
American Medical Association, 2010, 304, 2042-7. 3.8 342

21 The trans-ancestral genomic architecture of glycemic traits. Nature Genetics, 2021, 53, 840-860. 9.4 341

22 The Influence of Age and Sex on Genetic Associations with Adult Body Size and Shape: A Large-Scale
Genome-Wide Interaction Study. PLoS Genetics, 2015, 11, e1005378. 1.5 331

23 Genetic loci associated with chronic obstructive pulmonary disease overlap with loci for lung
function and pulmonary fibrosis. Nature Genetics, 2017, 49, 426-432. 9.4 306

24 Genetic polymorphisms and the progression of liver fibrosis: A critical appraisal. Hepatology, 2003, 37,
493-503. 3.6 298

25 Epigenome-wide association study (EWAS) of BMI, BMI change and waist circumference in African
American adults identifies multiple replicated loci. Human Molecular Genetics, 2015, 24, 4464-4479. 1.4 289

26 Protein-altering variants associated with body mass index implicate pathways that control energy
intake and expenditure in obesity. Nature Genetics, 2018, 50, 26-41. 9.4 286

27
Genetic Diversity and Association Studies in US Hispanic/Latino Populations: Applications in the
Hispanic Community Health Study/Study of Latinos. American Journal of Human Genetics, 2016, 98,
165-184.

2.6 266

28 Fifteen new risk loci for coronary artery disease highlight arterial-wall-specific mechanisms. Nature
Genetics, 2017, 49, 1113-1119. 9.4 260

29 Multi-ancestry genetic study of type 2 diabetes highlights the power of diverse populations for
discovery and translation. Nature Genetics, 2022, 54, 560-572. 9.4 250

30
Association of Body Mass Index with DNA Methylation and Gene Expression in Blood Cells and
Relations to Cardiometabolic Disease: A Mendelian Randomization Approach. PLoS Medicine, 2017, 14,
e1002215.

3.9 246

31 New loci for body fat percentage reveal link between adiposity and cardiometabolic disease risk.
Nature Communications, 2016, 7, 10495. 5.8 245

32 Genetic evidence of assortative mating in humans. Nature Human Behaviour, 2017, 1, . 6.2 242

33 Generalization and Dilution of Association Results from European GWAS in Populations of
Non-European Ancestry: The PAGE Study. PLoS Biology, 2013, 11, e1001661. 2.6 235

34 Genome-wide meta-analysis identifies six novel loci associated with habitual coffee consumption.
Molecular Psychiatry, 2015, 20, 647-656. 4.1 235

35 A meta-analysis identifies new loci associated with body mass index in individuals of African ancestry.
Nature Genetics, 2013, 45, 690-696. 9.4 232

36 NRXN3 Is a Novel Locus for Waist Circumference: A Genome-Wide Association Study from the CHARGE
Consortium. PLoS Genetics, 2009, 5, e1000539. 1.5 230
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37 Population genetic differentiation of height and body mass index across Europe. Nature Genetics, 2015,
47, 1357-1362. 9.4 227

38 A Bivariate Genome-Wide Approach to Metabolic Syndrome. Diabetes, 2011, 60, 1329-1339. 0.3 226

39 Exploring the genetic basis of chronic periodontitis: a genome-wide association study. Human
Molecular Genetics, 2013, 22, 2312-2324. 1.4 210

40 Genome-wide meta-analysis of observational studies shows common genetic variants associated with
macronutrient intake. American Journal of Clinical Nutrition, 2013, 97, 1395-1402. 2.2 210

41
Use of &gt;100,000 NHLBI Trans-Omics for Precision Medicine (TOPMed) Consortium whole genome
sequences improves imputation quality and detection of rare variant associations in admixed African
and Hispanic/Latino populations. PLoS Genetics, 2019, 15, e1008500.

1.5 203

42 Causal Effects of Body Mass Index on Cardiometabolic Traits and Events: A Mendelian Randomization
Analysis. American Journal of Human Genetics, 2014, 94, 198-208. 2.6 199

43 Whole-Exome Sequencing Identifies Rare and Low-Frequency Coding Variants Associated with LDL
Cholesterol. American Journal of Human Genetics, 2014, 94, 233-245. 2.6 193

44 Meta-analysis of genome-wide association studies from the CHARGE consortium identifies common
variants associated with carotid intima media thickness and plaque. Nature Genetics, 2011, 43, 940-947. 9.4 191

45 Genetic and Environmental Contributions to Cardiovascular Disease Risk in American Indians: The
Strong Heart Family Study. American Journal of Epidemiology, 2003, 157, 303-314. 1.6 186

46 Genome-wide analysis of dental caries and periodontitis combining clinical and self-reported data.
Nature Communications, 2019, 10, 2773. 5.8 183

47 Genome-wide association study identifies multiple risk loci for chronic lymphocytic leukemia. Nature
Genetics, 2013, 45, 868-876. 9.4 179

48 Directional dominance on stature and cognition inÂ diverse human populations. Nature, 2015, 523,
459-462. 13.7 173

49 Genetic variation in soluble epoxide hydrolase ( EPHX2 ) and risk of coronary heart disease: The
Atherosclerosis Risk in Communities (ARIC) study. Human Molecular Genetics, 2006, 15, 1640-1649. 1.4 171

50 Genome-wide meta-analysis of 241,258 adults accounting for smoking behaviour identifies novel loci
for obesity traits. Nature Communications, 2017, 8, 14977. 5.8 169

51 Genome-Wide Association Studies Identify <i>CHRNA5/3</i> and <i>HTR4</i> in the Development of
Airflow Obstruction. American Journal of Respiratory and Critical Care Medicine, 2012, 186, 622-632. 2.5 164

52 The Next PAGE in Understanding Complex Traits: Design for the Analysis of Population Architecture
Using Genetics and Epidemiology (PAGE) Study. American Journal of Epidemiology, 2011, 174, 849-859. 1.6 161

53 Genome-wide physical activity interactions in adiposity â€• A meta-analysis of 200,452 adults. PLoS
Genetics, 2017, 13, e1006528. 1.5 158

54 Assessing the contribution of rare variants to complex trait heritability from whole-genome
sequence data. Nature Genetics, 2022, 54, 263-273. 9.4 156
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55 Genome-wide association study identifies multiple susceptibility loci for diffuse large B cell
lymphoma. Nature Genetics, 2014, 46, 1233-1238. 9.4 147

56 Genetic Determinants of Lipid Traits in Diverse Populations from the Population Architecture using
Genomics and Epidemiology (PAGE) Study. PLoS Genetics, 2011, 7, e1002138. 1.5 146

57 FTO genetic variants, dietary intake and body mass index: insights from 177 330 individuals. Human
Molecular Genetics, 2014, 23, 6961-6972. 1.4 143

58 Metabolic Syndrome and the Development of CKD in American Indians: The Strong Heart Study.
American Journal of Kidney Diseases, 2008, 51, 21-28. 2.1 140

59 Genome-wide association analysis identifies six new loci associated with forced vital capacity. Nature
Genetics, 2014, 46, 669-677. 9.4 131

60 Genome-Wide Joint Meta-Analysis of SNP and SNP-by-Smoking Interaction Identifies Novel Loci for
Pulmonary Function. PLoS Genetics, 2012, 8, e1003098. 1.5 130

61 A Large-Scale Multi-ancestry Genome-wide Study Accounting for Smoking Behavior Identifies Multiple
Significant Loci for Blood Pressure. American Journal of Human Genetics, 2018, 102, 375-400. 2.6 123

62 Meta-analysis of Dense Genecentric Association Studies Reveals Common and Uncommon Variants
Associated with Height. American Journal of Human Genetics, 2011, 88, 6-18. 2.6 122

63 Genome-wide meta-analysis associates HLA-DQA1/DRB1 and LPA and lifestyle factors with human
longevity. Nature Communications, 2017, 8, 910. 5.8 118

64 Genome-wide analysis of BMI in adolescents and young adults reveals additional insight into the
effects of genetic loci over the life course. Human Molecular Genetics, 2013, 22, 3597-3607. 1.4 116

65 Trans-Ethnic Fine-Mapping of Lipid Loci Identifies Population-Specific Signals and Allelic Heterogeneity
That Increases the Trait Variance Explained. PLoS Genetics, 2013, 9, e1003379. 1.5 112

66 Multi-ancestry genome-wide geneâ€“smoking interaction study of 387,272 individuals identifies new loci
associated with serum lipids. Nature Genetics, 2019, 51, 636-648. 9.4 112

67 Genome-Wide Association of Body Fat Distribution in African Ancestry Populations Suggests New Loci.
PLoS Genetics, 2013, 9, e1003681. 1.5 109

68 Genome-wide association study of biologically informed periodontal complex traits offers novel
insights into the genetic basis of periodontal disease. Human Molecular Genetics, 2016, 25, 2113-2129. 1.4 108

69 Heritability of Carotid Artery Structure and Function. Arteriosclerosis, Thrombosis, and Vascular
Biology, 2002, 22, 1698-1703. 1.1 107

70 Pleiotropic genes for metabolic syndrome and inflammation. Molecular Genetics and Metabolism,
2014, 112, 317-338. 0.5 107

71 Associations of Mitochondrial and Nuclear Mitochondrial Variants and Genes with Seven Metabolic
Traits. American Journal of Human Genetics, 2019, 104, 112-138. 2.6 106

72 Prospective Analysis of Mannose-Binding Lectin Genotypes and Coronary Artery Disease in American
Indians. Circulation, 2004, 109, 471-475. 1.6 103
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73
Association Between Chromosome 9p21 Variants and the Ankle-Brachial Index Identified by a
Meta-Analysis of 21 Genome-Wide Association Studies. Circulation: Cardiovascular Genetics, 2012, 5,
100-112.

5.1 98

74
Discovery and fine-mapping of adiposity loci using high density imputation of genome-wide association
studies in individuals of African ancestry: African Ancestry Anthropometry Genetics Consortium.
PLoS Genetics, 2017, 13, e1006719.

1.5 98

75 Genome-wide Association Study Identifies Five Susceptibility Loci for Follicular Lymphoma outside the
HLA Region. American Journal of Human Genetics, 2014, 95, 462-471. 2.6 96

76 Genetic loci associated with heart rate variability and their effects on cardiac disease risk. Nature
Communications, 2017, 8, 15805. 5.8 95

77 Genome-wide association study of lung function decline in adults with and without asthma. Journal
of Allergy and Clinical Immunology, 2012, 129, 1218-1228. 1.5 94

78 Meta-analysis of genome-wide association studies discovers multiple loci for chronic lymphocytic
leukemia. Nature Communications, 2016, 7, 10933. 5.8 94

79 Gut microbiome composition in the Hispanic Community Health Study/Study of Latinos is shaped by
geographic relocation, environmental factors, and obesity. Genome Biology, 2019, 20, 219. 3.8 94

80 Identification, Replication, and Fine-Mapping of Loci Associated with Adult Height in Individuals of
African Ancestry. PLoS Genetics, 2011, 7, e1002298. 1.5 93

81 A Phenomics-Based Strategy Identifies Loci on APOC1, BRAP, and PLCG1 Associated with Metabolic
Syndrome Phenotype Domains. PLoS Genetics, 2011, 7, e1002322. 1.5 92

82 Linkage Analysis of a Composite Factor for the Multiple Metabolic Syndrome: The National Heart, Lung,
and Blood Institute Family Heart Study. Diabetes, 2003, 52, 2840-2847. 0.3 89

83 Protein-coding variants implicate novel genes related to lipid homeostasis contributing to body-fat
distribution. Nature Genetics, 2019, 51, 452-469. 9.4 89

84 Multiethnic meta-analysis identifies ancestry-specific and cross-ancestry loci for pulmonary function.
Nature Communications, 2018, 9, 2976. 5.8 85

85 Multiancestry Genome-Wide Association Study of Lipid Levels Incorporating Gene-Alcohol
Interactions. American Journal of Epidemiology, 2019, 188, 1033-1054. 1.6 85

86 Gene Ã— dietary pattern interactions in obesity: analysis of up to 68 317 adults of European ancestry.
Human Molecular Genetics, 2015, 24, 4728-4738. 1.4 84

87 Associations of autozygosity with a broad range of human phenotypes. Nature Communications, 2019,
10, 4957. 5.8 84

88 NPHS2 gene, nephrotic syndrome and focal segmental glomerulosclerosis: A HuGE review. Genetics in
Medicine, 2006, 8, 63-75. 1.1 83

89 Meta-analysis of up to 622,409 individuals identifies 40 novel smoking behaviour associated genetic
loci. Molecular Psychiatry, 2020, 25, 2392-2409. 4.1 83

90 Race- and Sex-Specific Associations of Obesity Measures With Ischemic Stroke Incidence in the
Atherosclerosis Risk in Communities (ARIC) Study. Stroke, 2010, 41, 417-425. 1.0 82
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91 Longitudinal impact of physical activity on lipid profiles in middle-aged adults: the Atherosclerosis
Risk in Communities Study. Journal of Lipid Research, 2009, 50, 1685-1691. 2.0 80

92 Fine Mapping and Identification of BMI Loci in African Americans. American Journal of Human Genetics,
2013, 93, 661-671. 2.6 77

93 A trans-ancestral meta-analysis of genome-wide association studies reveals loci associated with
childhood obesity. Human Molecular Genetics, 2019, 28, 3327-3338. 1.4 76

94 Genome-wide association analysis implicates dysregulation of immunity genes in chronic lymphocytic
leukaemia. Nature Communications, 2017, 8, 14175. 5.8 75

95
Meta-Analysis Investigating Associations Between Healthy Diet and Fasting Glucose and Insulin Levels
and Modification by Loci Associated With Glucose Homeostasis in Data From 15 Cohorts. American
Journal of Epidemiology, 2013, 177, 103-115.

1.6 74

96 Association of Functional Polymorphism rs2231142 (Q141K) in the ABCG2 Gene With Serum Uric Acid
and Gout in 4 US Populations. American Journal of Epidemiology, 2013, 177, 923-932. 1.6 74

97 A principal component meta-analysis on multiple anthropometric traits identifies novel loci for body
shape. Nature Communications, 2016, 7, 13357. 5.8 74

98 Strategies for Enriching Variant Coverage in Candidate Disease Loci on a Multiethnic Genotyping
Array. PLoS ONE, 2016, 11, e0167758. 1.1 72

99 Replication of loci influencing ages at menarche and menopause in Hispanic women: the Women's
Health Initiative SHARe Study. Human Molecular Genetics, 2012, 21, 1419-1432. 1.4 71

100 Evaluation of the Metabochip Genotyping Array in African Americans and Implications for Fine
Mapping of GWAS-Identified Loci: The PAGE Study. PLoS ONE, 2012, 7, e35651. 1.1 71

101 Genome-wide Association Study of Platelet Count Identifies Ancestry-Specific Loci in Hispanic/Latino
Americans. American Journal of Human Genetics, 2016, 98, 229-242. 2.6 71

102 Genetic Association Analysis under Complex Survey Sampling: The Hispanic Community Health
Study/Study of Latinos. American Journal of Human Genetics, 2014, 95, 675-688. 2.6 70

103 Discovery and Fine Mapping of Serum Protein Loci through Transethnic Meta-analysis. American
Journal of Human Genetics, 2012, 91, 744-753. 2.6 69

104
Consumption of meat is associated with higher fasting glucose and insulin concentrations
regardless of glucose and insulin genetic risk scores: a meta-analysis of 50,345 Caucasians. American
Journal of Clinical Nutrition, 2015, 102, 1266-1278.

2.2 69

105 Exome Chip Meta-analysis Fine Maps Causal Variants and Elucidates the Genetic Architecture of Rare
Coding Variants in Smoking and AlcoholÂ Use. Biological Psychiatry, 2019, 85, 946-955. 0.7 69

106 Association of Genetic Variants and Incident Coronary Heart Disease in Multiethnic Cohorts.
Circulation: Cardiovascular Genetics, 2011, 4, 661-672. 5.1 68

107 Genetic risk factors for BMI and obesity in an ethnically diverse population: Results from the
population architecture using genomics and epidemiology (PAGE) study. Obesity, 2013, 21, 835-846. 1.5 68

108 Chocolate consumption is inversely associated with prevalent coronary heart disease: The National
Heart, Lung, and Blood Institute Family Heart Study. Clinical Nutrition, 2011, 30, 182-187. 2.3 67
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109 Molecular mechanisms underlying variations in lung function: a systems genetics analysis. Lancet
Respiratory Medicine,the, 2015, 3, 782-795. 5.2 66

110 Genetic identification of a common collagen disease in Puerto Ricans via identity-by-descent mapping in
a health system. ELife, 2017, 6, . 2.8 65

111 Serum metabolites reflecting gut microbiome alpha diversity predict type 2 diabetes. Gut Microbes,
2020, 11, 1632-1642. 4.3 65

112
A Systematic Mapping Approach of 16q12.2/FTO and BMI in More Than 20,000 African Americans Narrows
in on the Underlying Functional Variation: Results from the Population Architecture using Genomics
and Epidemiology (PAGE) Study. PLoS Genetics, 2013, 9, e1003171.

1.5 63

113 GWAS for Interleukin-1Î² levels in gingival crevicular fluid identifies IL37 variants in periodontal
inflammation. Nature Communications, 2018, 9, 3686. 5.8 63

114 DNA Repair Polymorphisms &lt;i&gt;XRCC1 &lt;/i&gt;and &lt;i&gt;MGMT&lt;/i&gt; and Risk of Adult
Gliomas. Neuroepidemiology, 2007, 29, 55-58. 1.1 62

115 Multi-ancestry sleep-by-SNP interaction analysis in 126,926 individuals reveals lipid loci stratified by
sleep duration. Nature Communications, 2019, 10, 5121. 5.8 62

116 GWAS for male-pattern baldness identifies 71 susceptibility loci explaining 38% of the risk. Nature
Communications, 2017, 8, 1584. 5.8 61

117 Meta-analysis of Gene-Level Associations for Rare Variants Based on Single-Variant Statistics.
American Journal of Human Genetics, 2013, 93, 236-248. 2.6 60

118 Association of the FTO Obesity Risk Variant rs8050136 With Percentage of Energy Intake From Fat in
Multiple Racial/Ethnic Populations. American Journal of Epidemiology, 2013, 178, 780-790. 1.6 59

119 Angiotensin II type 1 receptor polymorphisms and susceptibility to hypertension: A HuGE review.
Genetics in Medicine, 2008, 10, 560-574. 1.1 58

120 A genome-wide association study of marginal zone lymphoma shows association to the HLA region.
Nature Communications, 2015, 6, 5751. 5.8 58

121 Methylome-wide association study provides evidence of particulate matter air pollution-associated
DNA methylation. Environment International, 2019, 132, 104723. 4.8 58

122 The association of diabetes with breast cancer incidence and mortality in the Long Island Breast
Cancer Study Project. Cancer Causes and Control, 2012, 23, 1193-1203. 0.8 57

123
Genotype Imputation of <scp>M</scp>etabochip<scp>SNPs</scp> Using a Studyâ€•Specific Reference Panel
of âˆ¼4,000 Haplotypes in <scp>A</scp>frican <scp>A</scp>mericans From the Women's Health Initiative.
Genetic Epidemiology, 2012, 36, 107-117.

0.6 57

124 Gene-based meta-analysis of genome-wide association studies implicates new loci involved in obesity.
Human Molecular Genetics, 2015, 24, 6849-6860. 1.4 55

125 Trans-ethnic Meta-analysis and Functional Annotation Illuminates theÂ Genetic Architecture of Fasting
Glucose and Insulin. American Journal of Human Genetics, 2016, 99, 56-75. 2.6 55

126 GSTM1 and GSTT1 Polymorphisms, Cigarette Smoking, and Risk of Colon Cancer: A Population-based
Case-control Study in North Carolina (United States). Cancer Causes and Control, 2006, 17, 385-394. 0.8 54
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127 Association of rs780094 in GCKR with Metabolic Traits and Incident Diabetes and Cardiovascular
Disease: The ARIC Study. PLoS ONE, 2010, 5, e11690. 1.1 54

128 The Genetics of Obesity and the Metabolic Syndrome. Endocrine, Metabolic and Immune Disorders -
Drug Targets, 2010, 10, 86-108. 0.6 54

129
Using genetics to test the causal relationship of total adiposity and periodontitis: Mendelian
randomization analyses in the Gene-Lifestyle Interactions and Dental Endpoints (GLIDE) Consortium.
International Journal of Epidemiology, 2015, 44, 638-650.

0.9 54

130 Multiethnic Exome-Wide Association Study of Subclinical Atherosclerosis. Circulation:
Cardiovascular Genetics, 2016, 9, 511-520. 5.1 54

131 Profiles of internalizing and externalizing symptoms associated with bullying victimization. Journal
of Adolescence, 2018, 65, 101-110. 1.2 54

132 PAHâ€“DNA Adducts, Cigarette Smoking, <i>GST</i> Polymorphisms, and Breast Cancer Risk.
Environmental Health Perspectives, 2009, 117, 552-558. 2.8 53

133 Genome-wide association study of red blood cell traits in Hispanics/Latinos: The Hispanic Community
Health Study/Study of Latinos. PLoS Genetics, 2017, 13, e1006760. 1.5 53

134 Genome-wide association study of age at menarche in African-American women. Human Molecular
Genetics, 2013, 22, 3329-3346. 1.4 52

135 Large-Scale Genome-Wide Association Studies and Meta-Analyses of Longitudinal Change in Adult Lung
Function. PLoS ONE, 2014, 9, e100776. 1.1 52

136 Genetically predicted longer telomere length is associated with increased risk of B-cell lymphoma
subtypes. Human Molecular Genetics, 2016, 25, 1663-1676. 1.4 52

137 Association of Adiposity Genetic Variants With Menarche Timing in 92,105 Women of European
Descent. American Journal of Epidemiology, 2013, 178, 451-460. 1.6 51

138 The ERLIN1-CHUK-CWF19L1 gene cluster influences liver fat deposition and hepatic inflammation in the
NHLBI Family Heart Study. Atherosclerosis, 2013, 228, 175-180. 0.4 50

139 Melanocortin 4 Receptor Pathway Dysfunction in Obesity: Patient Stratification Aimed at MC4R
Agonist Treatment. Journal of Clinical Endocrinology and Metabolism, 2018, 103, 2601-2612. 1.8 50

140 Consistent Directions of Effect for Established Type 2 Diabetes Risk Variants Across Populations.
Diabetes, 2012, 61, 1642-1647. 0.3 49

141
Use of Nonsteroidal Antiinflammatory Drugs and Risk of Colon Cancer in a Population-based,
Case-Control Study of African Americans and Whites. American Journal of Epidemiology, 2005, 162,
548-558.

1.6 48

142 The association of genetic variants of type 2 diabetes with kidney function. Kidney International, 2012,
82, 220-225. 2.6 48

143 Novel Loci Associated With PR Interval in a Genome-Wide Association Study of 10 African American
Cohorts. Circulation: Cardiovascular Genetics, 2012, 5, 639-646. 5.1 48

144 A Genome-wide Association Study Discovers 46 Loci of the Human Metabolome in the Hispanic
Community Health Study/Study of Latinos. American Journal of Human Genetics, 2020, 107, 849-863. 2.6 48
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145
Higher Magnesium Intake Is Associated with Lower Fasting Glucose and Insulin, with No Evidence of
Interaction with Select Genetic Loci, in a Meta-Analysis of 15 CHARGE Consortium Studies. Journal of
Nutrition, 2013, 143, 345-353.

1.3 47

146 Associations of Obesity Measures with Subtypes of Ischemic Stroke in the ARIC Study. Journal of
Epidemiology, 2010, 20, 347-354. 1.1 46

147
Association of dietary folate and vitamin B-12 intake with genome-wide DNA methylation in blood: a
large-scale epigenome-wide association analysis in 5841 individuals. American Journal of Clinical
Nutrition, 2019, 110, 437-450.

2.2 46

148 Serum Adiponectin in Relation to Body Mass Index and Other Correlates in Black and White Women.
Annals of Epidemiology, 2011, 21, 86-94. 0.9 45

149 Genome-Wide Detection of Allele Specific Copy Number Variation Associated with Insulin Resistance in
African Americans from the HyperGEN Study. PLoS ONE, 2011, 6, e24052. 1.1 45

150 A whole genome association study of mother-to-child transmission of HIV in Malawi. Genome
Medicine, 2010, 2, 17. 3.6 44

151 Mapping adipose and muscle tissue expression quantitative trait loci in African Americans to identify
genes for type 2 diabetes and obesity. Human Genetics, 2016, 135, 869-880. 1.8 44

152 Rare Exome Sequence Variants in <i>CLCN6</i> Reduce Blood Pressure Levels and Hypertension Risk.
Circulation: Cardiovascular Genetics, 2016, 9, 64-70. 5.1 44

153
Genome-wide meta-analysis of macronutrient intake of 91,114 European ancestry participants from the
cohorts for heart and aging research in genomic epidemiology consortium. Molecular Psychiatry,
2019, 24, 1920-1932.

4.1 44

154 TCF7L2 Variants Associate with CKD Progression and Renal Function in Population-Based Cohorts.
Journal of the American Society of Nephrology: JASN, 2008, 19, 1989-1999. 3.0 43

155 Analysis of Metabolic Syndrome Components in &gt;15 000 African Americans Identifies Pleiotropic
Variants. Circulation: Cardiovascular Genetics, 2014, 7, 505-513. 5.1 43

156 COX-2 Polymorphism, Use of Nonsteroidal Anti-Inflammatory Drugs, and Risk of Colon Cancer in
African Americans (United States). Cancer Causes and Control, 2006, 17, 257-266. 0.8 41

157 Gene-environment interactions and obesity traits among postmenopausal African-American and
Hispanic women in the Womenâ€™s Health Initiative SHARe Study. Human Genetics, 2013, 132, 323-336. 1.8 41

158 Multi-ethnic fine-mapping of 14 central adiposity loci. Human Molecular Genetics, 2014, 23, 4738-4744. 1.4 41

159 A powerful statistical framework for generalization testing in GWAS, with application to the
HCHS/SOL. Genetic Epidemiology, 2017, 41, 251-258. 0.6 41

160 Association of Birth Weight With Type 2 Diabetes and Glycemic Traits. JAMA Network Open, 2019, 2,
e1910915. 2.8 41

161 Chocolate consumption is inversely associated with calcified atherosclerotic plaque in the coronary
arteries: The NHLBI Family Heart Studyâ˜†. Clinical Nutrition, 2011, 30, 38-43. 2.3 39

162 Association of dietary omega-3 fatty acids with prevalence of metabolic syndrome: The National Heart,
Lung, and Blood Institute Family Heart Study. Clinical Nutrition, 2013, 32, 966-969. 2.3 39
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163 Impact of Ancestry and Common Genetic Variants on QT Interval in African Americans. Circulation:
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164 Genome-wide association of white blood cell counts in Hispanic/Latino Americans: the Hispanic
Community Health Study/Study of Latinos. Human Molecular Genetics, 2017, 26, 1193-1204. 1.4 38

165
Fine-mapping, novel loci identification, and SNP association transferability in a genome-wide
association study of QRS duration in African Americans. Human Molecular Genetics, 2016, 25,
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1.4 37

166 Functional COMT Val158Met Polymorphism, Risk of Acute Coronary Events and Serum Homocysteine:
The Kuopio Ischaemic Heart Disease Risk Factor Study. PLoS ONE, 2007, 2, e181. 1.1 36

167 <i>IGF-I</i>and<i>IGFBP-3</i>Polymorphisms in Relation to Circulating Levels among African American
and Caucasian Women. Cancer Epidemiology Biomarkers and Prevention, 2009, 18, 954-966. 1.1 36

168 Imputation of coding variants in African Americans: better performance using data from the exome
sequencing project. Bioinformatics, 2013, 29, 2744-2749. 1.8 36

169 Mendelian randomization supports bidirectional causality between telomere length and clonal
hematopoiesis of indeterminate potential. Science Advances, 2022, 8, eabl6579. 4.7 36

170 Genetic Determination of Acute Phase Reactant Levels: The Strong Heart Study. Human Heredity, 2004,
58, 112-116. 0.4 35

171 Pleiotropic Associations of Risk Variants Identified for Other Cancers With Lung Cancer Risk: The
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