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k Paper IF Citations

133 PathologyLinLPracticebbLJournaldofdthedAmericandVeterinarydMedicaldAssociationYL2022YLfimYLeag 1

132
×enomicallyLwomplexLHumanLungiosarcomaLandLwanineLHemangiosarcomaLystablishLwonvergentL
ungiogenicLTranscriptionalLProgramsLxrivenLbyLNovelL×eneLzusionsbLMoleculardCancerdResearchYL
2021YLemYLlhkalje

6.6 1

131
HiawLscaffoldedLshortaLandLlongareadLgenomeLassembliesLofLtheLwaliforniaLseaLlionLareLbroadlyL
consistentLforLsyntenicLinferenceLacrossLhiLmillionLyearsLofLevolutionbLMoleculardEcologydResourcesYL
2021YLfeYLfhiiafhkd

8.4 1

130 TranscriptomicLprofilingLinLcaninesLandLhumansLrevealsLcancerLspecificLgeneLmodulesLandLbiologicalL
mechanismsLcommonLtoLbothLspeciesbLPLoSdComputationaldBiologyYL2021YLekYLeeddmhid 5 1

129 upplicationLofLanLestablishedLcanineLgenotypingLmethodLtoLaLsequenceabasedLapproachbLForensicd
SciencedInternationaldAnimalsdanddEnvironmentsYL2021YLeYLedddfm

128
womparativeLyxposureLussessmentLUsingLSiliconeLPassiveLSamplersLIndicatesLThatLxomesticLxogsL
ureLSentinelsLToLSupportLHumanLHealthLResearchbLEnvironmentaldSciencedkamp;dTechnologyYL2020YL
ihYLkhdmakhem

10.3 10

127 PTPNeeLmutationsLinLcanineLandLhumanLdisseminatedLhistiocyticLsarcomabLInternationaldJournaldofd
CancerYL2020YLehkYLejikaejji 7.5 8

126 MolecularLprevalenceLofLvartonellaYLvabesiaYLandLhemotropicLMycoplasmaLspeciesLinLdogsLwithL
hemangiosarcomaLfromLacrossLtheLUnitedLStatesbLPLoSdONEYL2020YLeiYLedffkfgh 3.7 8

125 wytogeneticsL2020YLliamg

124 xevelopmentLofLaL×enomeaWideLOligonucleotideLMicroarrayLPlatformLforLxetectionLofLxNuLwopyL
NumberLuberrationsLinLzelineLwancersbLVeterinarydSciencesYL2020YLkYL 2.4 1

123 LackLofLinfluenceLbyLendosymbiontLWolbachiaLonLvirusLtiterLinLtheLcommonLbedLbugYLwimexL
lectulariusbLParasitesdanddVectorsYL2019YLefYLhgj 4 5

122
×enomeawideLxNuLcopyLnumberLanalysisLandLtargetedLtranscriptionalLanalysisLofLcanineLhistiocyticL
malignanciesLidentifiesLdiagnosticLsignaturesLandLhighlightsLdisruptionLofLspindleLassemblyL
complexbLChromosomedResearchYL2019YLfkYLekmafdf

4.4 4

121 NovelLNoninvasiveLxiagnosticsbLVeterinarydClinicsdofdNorthdAmericadsdSmalldAnimaldPracticeYL2019YLhmYLkleakme2.4 8

120 womparativeL×enomicsLRevealsLSharedLMutationalLLandscapeLinLwanineLHemangiosarcomaLandL
HumanLungiosarcomabLMoleculardCancerdResearchYL2019YLekYLfhedafhfe 6.6 33

119 uLcomprehensiveLgenomicLhistoryLofLextinctLandLlivingLelephantsbLProceedingsdofdthedNationald
AcademydofdSciencesdofdthedUniteddStatesdofdAmericaYL2018YLeeiYLyfijjayfikh 11.5 86

118 RelationshipLvetweenLSequenceLHomologyYL×enomeLurchitectureYLandLMeioticLvehaviorLofLtheLSexL
whromosomesLinLNorthLumericanLVolesbLGeneticsYL2018YLfedYLlgamk 4 1

117 IsLRecurrentlyLMutatedLinLWholeayxomeLSequencedLwanineLOsteosarcomabLCancerdResearchYL2018YL
klYLghfeaghge 10.1 38
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116 ×rowthLkineticsLofLendosymbiontLWolbachiaLinLtheLcommonLbedLbugYLwimexLlectulariusbLScientificd
ReportsYL2018YLlYLeehhh 4.9 10

115 SomaticLinactivatingLPTPRJLmutationsLandLdysregulatedLpathwaysLidentifiedLinLcanineLmalignantL
melanomaLbyLintegratedLcomparativeLgenomicLanalysisbLPLoSdGeneticsYL2018YLehYLeeddkilm 6 30

114 ussociationLofLbreedLandLhistopathologicalLgradeLinLcanineLmastLcellLtumoursbLVeterinarydandd
ComparativedOncologyYL2017YLeiYLlfmalgm 2.5 25

113 ×enomicLprofilingLofLcanineLmastLcellLtumorsLidentifiesLxNuLcopyLnumberLaberrationsLassociatedL
withLKITLmutationsLandLhighLhistologicalLgradebLChromosomedResearchYL2017YLfiYLefmaehg 4.4 14

112 SafeLandLyffectiveLSarcomaLTherapyLthroughLvispecificLTargetingLofLy×zRLandLuPuRbLMoleculard
CancerdTherapeuticsYL2017YLejYLmijamji 6.1 30

111
yvaluationLofLgeneLexpressionLandLxNuLcopyLnumberLprofilesLofLadiposeLtissueaderivedLstromalL
cellsLandLconsecutiveLneurospherealikeLcellsLgeneratedLfromLdogsLwithLnaturallyLoccurringLspinalL
cordLinjurybLAmericandJournaldofdVeterinarydResearchYL2017YLklYLgkeagld

1.1 3

110 MalignantLcanineLmammaryLtumoursnLPreliminaryLgenomicLinsightsLusingLoligonucleotideLarrayL
comparativeLgenomicLhybridisationLanalysisbLVeterinarydJournalYL2017YLfffYLjlake 2.5 1

109
wonstitutiveLactivationLofLalternativeLnuclearLfactorLkappaLvLpathwayLinLcanineLdiffuseLlargeLvacellL
lymphomaLcontributesLtoLtumorLcellLsurvivalLandLisLaLtargetLofLnewLadjuvantLtherapiesbLLeukemiad
anddLymphomaYL2017YLilYLekdfaeked

1.9 5

108 SequenceLanalysisLofLRuSLandLRuzLmutationLhotLspotsLinLcanineLcarcinomabLVeterinarydandd
ComparativedOncologyYL2017YLeiYLeimlaejdi 2.5 10

107 unLOverviewLofLMolecularLwancerLPathogenesisYLPrognosisYLandLxiagnosisL2016YLeafj 4

106 xetectionLofLwopyLNumberLImbalanceLinLwanineLUrothelialLwarcinomaLWithLxropletLxigitalL
PolymeraseLwhainLReactionbLVeterinarydPathologyYL2016YLigYLkjhakf 2.8 9

105 PerspectivesLfromLmanTsLbestLfriendnLNationalLucademyLofLMedicineTsLWorkshopLonLwomparativeL
OncologybLSciencedTranslationaldMedicineYL2016YLlYLgfhpsi 17.5 85

104 wanineLHistiocyticLMalignanciesawhallengesLandLOpportunitiesbLVeterinarydSciencesYL2016YLgYL 2.4 7

103 womprehensiveLgenomicLcharacterizationLofLfiveLcanineLlymphoidLtumorLcellLlinesbLBMCdVeterinaryd
ResearchYL2016YLefYLfdk 2.7 5

102 wreationLofLanLNwILcomparativeLbrainLtumorLconsortiumnLinformingLtheLtranslationLofLnewL
knowledgeLfromLcanineLtoLhumanLbrainLtumorLpatientsbLNeurosOncologyYL2016YLelYLefdmael 1 61

101 womparativeLcytogeneticLcharacterizationLofLprimaryLcanineLmelanocyticLlesionsLusingLarrayLw×HL
andLfluorescenceLinLsituLhybridizationbLChromosomedResearchYL2015YLfgYLekealj 4.4 41

100
uLnovelLcanineLkidneyLcellLlineLmodelLforLtheLevaluationLofLneoplasticLdevelopmentnLkaryotypeL
evolutionLassociatedLwithLspontaneousLimmortalizationLandLtumorigenicitybLChromosomedResearchYL
2015YLfgYLjjgald

4.4 9

99 ×enomeawideLassociationLstudyLidentifiesLsharedLriskLlociLcommonLtoLtwoLmalignanciesLinLgoldenL
retrieversbLPLoSdGeneticsYL2015YLeeYLeeddhmff 6 49

(2015-2018)

3



98 wanineLurothelialLcarcinomanLgenomicallyLaberrantLandLcomparativelyLrelevantbLChromosomed
ResearchYL2015YLfgYLgeeage 4.4 40

97 yxomeLsequencingLofLlymphomasLfromLthreeLdogLbreedsLrevealsLsomaticLmutationLpatternsL
reflectingLgeneticLbackgroundbLGenomedResearchYL2015YLfiYLejghahi 9.7 56

96 uLculturedLapproachLtoLcanineLurothelialLcarcinomanLmolecularLcharacterizationLofLfiveLcellLlinesbL
CaninedGeneticsdanddEpidemiologyYL2015YLfYLei 2.8 8

95 womparativeLwytogeneticsL2015YLeak

94 womparativeLuspectsLofLvRuzLMutationsLinLwanineLwancersbLVeterinarydSciencesYL2015YLfYLfgeafhi 2.4 9

93 xetectionLofLvRuzLMutationLinLUrineLxNuLasLaLMolecularLxiagnosticLforLwanineLUrothelialLandL
ProstaticLwarcinomabLPLoSdONEYL2015YLedYLedehhekd 3.7 48

92 ×enomeawideLassessmentLofLrecurrentLgenomicLimbalancesLinLcanineLleukemiaLidentifiesL
evolutionarilyLconservedLregionsLforLsubtypeLdifferentiationbLChromosomedResearchYL2015YLfgYLjleakdl 4.4 23

91 womparativeLoncologynLwhatLdogsLandLotherLspeciesLcanLteachLusLaboutLhumansLwithLcancerbL
PhilosophicaldTransactionsdofdthedRoyaldSocietydB:dBiologicaldSciencesYL2015YLgkdYL 5.8 169

90 PetoTsLparadoxLandLtheLpromiseLofLcomparativeLoncologybLPhilosophicaldTransactionsdofdthedRoyald
SocietydB:dBiologicaldSciencesYL2015YLgkdYL 5.8 37

89 vRuzLMutationsLinLwanineLwancersbLPLoSdONEYL2015YLedYLedefmigh 3.7 61

88 ×enomicLprofilingLrevealsLextensiveLheterogeneityLinLsomaticLxNuLcopyLnumberLaberrationsLofL
canineLhemangiosarcomabLChromosomedResearchYL2014YLffYLgdiaem 4.4 46

87
IdentificationLofLthreeLmolecularLandLfunctionalLsubtypesLinLcanineLhemangiosarcomaLthroughL
geneLexpressionLprofilingLandLprogenitorLcellLcharacterizationbLAmericandJournaldofdPathologyYL2014
YLelhYLmliammi

5.8 55

86 xefinitionLofLtheLcattleLkillerLcellLIgalikeLreceptorLgeneLfamilynLcomparisonLwithLaurochsLandLhumanL
counterpartsbLJournaldofdImmunologyYL2014YLemgYLjdejagd 5.3 20

85 wanineLprostateLcancerLcellLlineLUProbascoVLproducesLosteoblasticLmetastasesLinLvivobLProstateYL2014
YLkhYLefieaji 4.2 24

84 ThreeLcrocodilianLgenomesLrevealLancestralLpatternsLofLevolutionLamongLarchosaursbLScienceYL2014YL
ghjYLefihhhm 33.3 231

83 ×eneLselectionLandLcancerLtypeLclassificationLofLdiffuseLlargeavacellLlymphomaLusingLaLbivariateL
mixtureLmodelLforLtwoaspeciesLdatabLHumandGenomicsYL2013YLkYLf 6.8 8

82 ×enomeawideLanalysesLimplicateLggLlociLinLheritableLdogLosteosarcomaYLincludingLregulatoryL
variantsLnearLwxKNfucvbLGenomedBiologyYL2013YLehYLRegf 18.3 100

81 ×rowthLrequirementsLandLchromosomalLinstabilityLofLinducedLpluripotentLstemLcellsLgeneratedL
fromLadultLcanineLfibroblastsbLStemdCellsdanddDevelopmentYL2013YLffYLmieajg 4.4 40
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80 ×eneLprofilingLofLcanineLvacellLlymphomaLrevealsLgerminalLcenterLandLpostgerminalLcenterL
subtypesLwithLdifferentLsurvivalLtimesYLmodelingLhumanLxLvwLbLCancerdResearchYL2013YLkgYLidfmagm 10.1 95

79 PartialLcytogeneticLresponseLwithLtoceranibLandLprednisoneLtreatmentLinLaLyoungLdogLwithLchronicL
monocyticLleukemiabLAntisCancerdDrugsYL2013YLfhYLedmlaedg 2.4 11

78 MolecularLcharacterizationLofLcanineLvwRauvLapositiveLchronicLmyelomonocyticLleukemiaLbeforeL
andLafterLchemotherapybLVeterinarydClinicaldPathologyYL2013YLhfYLgehaff 1 14

77 MolecularLprofilingLrevealsLprognosticallyLsignificantLsubtypesLofLcanineLlymphomabLVeterinaryd
PathologyYL2013YLidYLjmgakdg 2.8 79

76 ucuteLmyeloblasticLleukemiaLwithLassociatedLvwRauvLLtranslocationLinLaLdogbLVeterinarydClinicald
PathologyYL2012YLheYLgjfagjl 1 19

75 TheLmiRaekamfLclusterLandLitsLtargetLTHvSeLareLdifferentiallyLexpressedLinLangiosarcomasL
dependentLonLMYwLamplificationbLGenesdChromosomesdanddCancerYL2012YLieYLijmakl 5 83

74
wxhdLligandLisLnecessaryLandLsufficientLtoLsupportLprimaryLdiffuseLlargeLvacellLlymphomaLcellsLinL
culturenLaLtoolLforLinLvitroLpreclinicalLstudiesLwithLprimaryLvacellLmalignanciesbLLeukemiadandd
LymphomaYL2012YLigYLegmdal

1.9 14

73 TheLMTuPawxKNfuLlocusLconfersLsusceptibilityLtoLaLnaturallyLoccurringLcanineLcancerbLCancerd
EpidemiologydBiomarkersdanddPreventionYL2012YLfeYLedemafk 4 66

72 PerturbationLofLehqgfLmiRNusacMYwLgeneLnetworkLinLosteosarcomabLBoneYL2012YLidYLekeale 4.7 113

71 uLgenomeawideLapproachLtoLcomparativeLoncologynLhigharesolutionLoligonucleotideLaw×HLofLcanineL
andLhumanLosteosarcomaLpinpointsLsharedLmicroaberrationsbLCancerdGeneticsYL2012YLfdiYLikfalk 2.3 59

70 ulterationsLofLtheLpigLandLPIKgwucuKTcmTORLpathwaysLinLangiosarcomasnLaLpatternLdistinctLfromL
otherLsarcomasLwithLcomplexLgenomicsbLCancerYL2012YLeelYLilklalk 6.4 82

69
urrayabasedLcomparativeLgenomicLhybridizationaguidedLidentificationLofLreferenceLgenesLforL
normalizationLofLrealatimeLquantitativeLpolymeraseLchainLreactionLassayLdataLforLlymphomasYL
histiocyticLsarcomasYLandLosteosarcomasLofLdogsbLAmericandJournaldofdVeterinarydResearchYL2012YLkgYLeggiahg

1.1 11

68 MolecularLsubtypesLofLosteosarcomaLidentifiedLbyLreducingLtumorLheterogeneityLthroughLanL
interspeciesLcomparativeLapproachbLBoneYL2011YLhmYLgijajk 4.7 95

67 vwRauvLLtranslocationLinLaLdogLwithLchronicLmonocyticLleukemiabLVeterinarydClinicaldPathologyYL
2011YLhdYLhdak 1 20

66 unchoringLtheLdogLtoLitsLrelativesLrevealsLnewLevolutionaryLbreakpointsLacrossLeeLspeciesLofLtheL
wanidaeLandLprovidesLnewLcluesLforLtheLroleLofLvLchromosomesbLChromosomedResearchYL2011YLemYLjliakdl4.4 44

65
MolecularLcytogeneticLcharacterizationLofLcanineLhistiocyticLsarcomanLuLspontaneousLmodelLforL
humanLhistiocyticLcancerLidentifiesLdeletionLofLtumorLsuppressorLgenesLandLhighlightsLinfluenceLofL
geneticLbackgroundLonLtumorLbehaviorbLBMCdCancerYL2011YLeeYLfde

4.8 73

64 zLTgLmutationsLinLcanineLacuteLlymphocyticLleukemiabLBMCdCancerYL2011YLeeYLgl 4.8 20

63 xevelopmentLofLaLbrainLmetastaticLcanineLprostateLcancerLcellLlinebLProstateYL2011YLkeYLefieajg 4.2 28

(2011-2013)
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62
wharacterizationLofLcanineLosteosarcomaLbyLarrayLcomparativeLgenomicLhybridizationLandLRTaqPwRnL
signaturesLofLgenomicLimbalanceLinLcanineLosteosarcomaLparallelLtheLhumanLcounterpartbLGenesd
ChromosomesdanddCancerYL2011YLidYLlimakh

5 60

61 RefiningLtumoraassociatedLaneuploidyLthroughLTgenomicLrecodingTLofLrecurrentLxNuLcopyLnumberL
aberrationsLinLeidLcanineLnonaHodgkinLlymphomasbLLeukemiadanddLymphomaYL2011YLifYLegfeagi 1.9 75

60 TheLgenomeLofLtheLgreenLanoleLlizardLandLaLcomparativeLanalysisLwithLbirdsLandLmammalsbLNatureYL
2011YLhkkYLilkame 50.4 478

59 IxHeLandLIxHfLhotspotLmutationsLareLnotLfoundLinLcanineLgliomabLInternationaldJournaldofdCancerYL
2010YLefkYLfhiaj 7.5 26

58 MatureLhairLfolliclesLgeneratedLfromLdissociatedLcellsnLaLuniversalLmechanismLofL
folliculoneogenesisbLDevelopmentaldDynamicsYL2010YLfgmYLfjemafj 2.9 32

57 TPuttingLourLheadsLtogetherTnLinsightsLintoLgenomicLconservationLbetweenLhumanLandLcanineL
intracranialLtumorsbLJournaldofdNeurosOncologyYL2009YLmhYLgggahm 4.8 63

56 InfluenceLofLgeneticLbackgroundLonLtumorLkaryotypesnLevidenceLforLbreedaassociatedLcytogeneticL
aberrationsLinLcanineLappendicularLosteosarcomabLChromosomedResearchYL2009YLekYLgjiagkk 4.4 66

55 yxtensiveLconservationLofLgenomicLimbalancesLinLcanineLtransmissibleLvenerealLtumorsLUwTVTVL
detectedLbyLmicroarrayabasedLw×HLanalysisbLChromosomedResearchYL2009YLekYLmfkagh 4.4 19

54 MicroarrayabasedLcytogeneticLprofilingLrevealsLrecurrentLandLsubtypeaassociatedLgenomicLcopyL
numberLaberrationsLinLfelineLsarcomasbLChromosomedResearchYL2009YLekYLmlkaeddd 4.4 13

53 OriginsLandLevolutionLofLaLtransmissibleLcancerbLEvolution;dInternationaldJournaldofdOrganicdEvolution
YL2009YLjgYLfghdam 3.8 92

52 ×enerationLandLcharacterizationLofLnovelLcanineLmalignantLmastLcellLlineLwLebLVeterinaryd
ImmunologydanddImmunopathologyYL2009YLefkYLeehafh 2 9

51 UpdateLonLgenomicsLinLveterinaryLoncologybLTopicsdindCompaniondAnimaldMedicineYL2009YLfhYLeegafe 1.1 23

50 wanineLcytogeneticsaafromLbandLtoLbasepairbLCytogeneticdanddGenomedResearchYL2008YLefdYLidajd 1.9 35

49
ynhancementLofLextraLchromosomalLrecombinationLinLsomaticLcellsLbyLaffectingLtheLratioLofL
homologousLrecombinationLUHRVLtoLnonahomologousLendLjoiningLUNHyJVbLAnimaldBiotechnologyYL
2008YLemYLjafe

1.4 2

48 yvolutionarilyLconservedLcytogeneticLchangesLinLhematologicalLmalignanciesLofLdogsLandL
humansaamanLandLhisLbestLfriendLshareLmoreLthanLcompanionshipbLChromosomedResearchYL2008YLejYLehiaih4.4 165

47 TacklingLtheLcharacterizationLofLcanineLchromosomalLbreakpointsLwithLanLintegratedLinasitucinasilicoL
approachnLtheLcanineLPuRLandLPuvbLChromosomedResearchYL2008YLejYLeemgafdf 4.4 18

46 uLnovelLcanineLlymphomaLcellLlinenLaLtranslationalLandLcomparativeLmodelLforLlymphomaLresearchbL
LeukemiadResearchYL2007YLgeYLekdmafd 2.7 44

45 PredictiveLvalueLofLpejLorLRbLinactivationLinLaLmodelLofLnaturallyLoccurringLcanineLnonaHodgkinTsL
lymphomabLLeukemiaYL2007YLfeYLelhak 10.7 30

Matthew Breen

6



44 ×enomeLofLtheLmarsupialLMonodelphisLdomesticaLrevealsLinnovationLinLnonacodingLsequencesbL
NatureYL2007YLhhkYLejkakk 50.4 577

43 TheLsearchLforLaLmarsupialLXIwLrevealsLaLbreakLwithLvertebrateLsyntenybLChromosomedResearchYL2007
YLeiYLegkahj 4.4 51

42 IntegratedLcytogeneticLvuwLmapLofLtheLgenomeLofLtheLgrayYLshortatailedLopossumYLMonodelphisL
domesticabLChromosomedResearchYL2007YLeiYLgjeakd 4.4 22

41 uLcytogeneticallyLcharacterizedYLgenomeaanchoredLedaMbLvuwLsetLandLw×HLarrayLforLtheLdomesticL
dogbLJournaldofdHeredityYL2007YLmlYLhkhalh 2.4 27

40 InactivationLofLtheLpejLcyclinadependentLkinaseLinhibitorLinLhighagradeLcanineLnonaHodgkinTsLTacellL
lymphomabLVeterinarydPathologyYL2007YLhhYLhjkakl 2.8 35

39 TheLdogLasLaLcancerLmodelbLNaturedBiotechnologyYL2006YLfhYLedjiaj 44.5 238

38 xistinctLvacellLandLTacellLlymphoproliferativeLdiseaseLprevalenceLamongLdogLbreedsLindicatesL
heritableLriskbLCancerdResearchYL2005YLjiYLijihaje 10.1 130

37 ×enomeLsequenceYLcomparativeLanalysisLandLhaplotypeLstructureLofLtheLdomesticLdogbLNatureYL
2005YLhglYLldgaem 50.4 1809

36 wonstructionLofLaLfaMbLresolutionLvuwLmicroarrayLforLw×HLanalysisLofLcanineLtumorsbLGenomed
ResearchYL2005YLeiYLelgeak 9.7 44

35 MutationsLofLphosphataseLandLtensinLhomologLdeletedLfromLchromosomeLedLinLcanineL
hemangiosarcomabLVeterinarydPathologyYL2005YLhfYLjelagf 2.8 53

34 wanineLmalignantLhemangiosarcomaLasLaLmodelLofLprimitiveLangiogenicLendotheliumbLLaboratoryd
InvestigationYL2004YLlhYLijfakf 5.9 80

33 unLintegratedLhfhmLmarkerLzISHcRHLmapLofLtheLcanineLgenomebLBMCdGenomicsYL2004YLiYLji 4.5 90

32 uLhigharesolutionLcomparativeLmapLofLcanineLwhromosomeLiqehbgaqggLconstructedLutilizingLtheL
ebixLcanineLgenomeLsequencebLMammaliandGenomeYL2004YLeiYLihhaie 3.2 2

31 InterleukinaefLinhibitsLtumorLgrowthLinLaLnovelLangiogenesisLcanineLhemangiosarcomaLxenograftL
modelbLNeoplasiaYL2004YLjYLedjaej 6.4 56

30 werebellarLcorticalLdegenerationLinLadultLumericanLStaffordshireLTerriersbLJournaldofdVeterinaryd
InternaldMedicineYL2004YLelYLfdeal 3.1 15

29
uLmutationLinLtheLcanineLvHxLgeneLisLassociatedLwithLhereditaryLmultifocalLrenalL
cystadenocarcinomaLandLnodularLdermatofibrosisLinLtheL×ermanLShepherdLdogbLHumandMoleculard
GeneticsYL2003YLefYLgdhgaig

5.6 140

28 wonstructionLandLintegrationLofLradiationahybridLandLcytogeneticLmapsLofLdogLwhromosomeLXbL
MammaliandGenomeYL2003YLehYLfehafe 3.2 6

27 TheLcnmLlocusYLaLcanineLhomologueLofLhumanLautosomalLformsLofLcentronuclearLmyopathyYLmapsL
toLchromosomeLfbLHumandGeneticsYL2003YLeegYLfmkagdj 6.3 28

(2003-2007)
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26 wanineLTwOzeoLcloningYLchromosomeLassignmentLandLgeneticLanalysisLinLdogsLwithLdifferentLheadL
typesbLMammaliandGenomeYL2001YLefYLjffam 3.2 43

25 unLintegratedLcytogeneticYLradiationahybridYLandLcomparativeLmapLofLdogLchromosomeLibL
MammaliandGenomeYL2001YLefYLgkeai 3.2 10

24 MolecularLcytogeneticLanalysisLofLaLnovelLhighagradeLcanineLTalymphoblasticLlymphomaL
demonstratingLcoaexpressionLofLwxgLandLwxkmaLcellLmarkersbLChromosomedResearchYL2001YLmYLjhmaik 4.4 22

23 MappingLofLegLhorseLgenesLbyLfluorescenceLinasituLhybridizationLUzISHVLandLsomaticLcellLhybridL
analysisbLChromosomedResearchYL2001YLmYLigam 4.4 13

22 wanineLhomologLofLtheLTaboxLtranscriptionLfactorLToLfailureLofLtheLproteinLtoLbindLtoLitsLxNuLtargetL
leadsLtoLaLshortatailLphenotypebLMammaliandGenomeYL2001YLefYLfefal 3.2 27

21 wloningLofLtheLcanineLgeneLencodingLtranscriptionLfactorLPitaeLandLitsLexclusionLasLcandidateLgeneL
inLaLcanineLmodelLofLpituitaryLdwarfismbLMammaliandGenomeYL2000YLeeYLgeaj 3.2 16

20 MolecularLanalysisLandLchromosomalLassignmentLofLtheLcanineLwuLwaIcalphaaw×RPLgenebL
MammaliandGenomeYL2000YLeeYLkgjahd 3.2 3

19 ×enomicLorganizationLofLtheLdogLdystroglycanLgeneLxu×eLlocusLonLchromosomeLfdqeibeaqeibfbL
GenomedResearchYL2000YLedYLfmiagde 9.7 6

18 zirstLcomprehensiveLlowadensityLhorseLlinkageLmapLbasedLonLtwoLgagenerationYLfullasiblingYL
crossabredLhorseLreferenceLfamiliesbLGenomicsYL2000YLjjYLefgagh 4.3 106

17 LocalizationLandLcharacterizationLofLnucleotideLsequencesLfromLtheLcanineLYLchromosomebL
ChromosomedResearchYL1999YLkYLffgagg 4.4 38

16 TheLxuPILbandedLkaryotypeLofLtheLdomesticLdogLUwanisLfamiliarisVLgeneratedLusingL
chromosomeaspecificLpaintLprobesbLChromosomedResearchYL1999YLkYLhdeaj 4.4 72

15 MolecularLcharacterizationLandLchromosomalLassignmentLofLtheLcanineLproteinLwLgenebLMammaliand
GenomeYL1999YLedYLegham 3.2 7

14 whromosomalLlocalizationLofLacidicLandLbasicLkeratinLgenesLofLtheLdomesticLdogbLMammaliand
GenomeYL1999YLedYLgkeai 3.2 26

13 MolecularLanalysisLofLaLspontaneousLdystrophinLTknockoutTLdogbLNeuromusculardDisordersYL1999YLmYLflmami2.9 81

12 ReciprocalLchromosomeLpaintingLrevealsLdetailedLregionsLofLconservedLsyntenyLbetweenLtheL
karyotypesLofLtheLdomesticLdogLUwanisLfamiliarisVLandLhumanbLGenomicsYL1999YLjeYLehiaii 4.3 136

11 TheLxogL×eneLMapbLILARdJournalYL1998YLgmYLekkaele 1.7 3

10 uLprimaryLmaleLautosomalLlinkageLmapLofLtheLhorseLgenomebLGenomedResearchYL1998YLlYLmieajj 9.7 48

9 vovineLpapillomavirusLtypeLinLpartialLsequenceLandLcomparisonLwithLotherLbovineLpapillomavirusesbL
VirusdGenesYL1997YLehYLekeah 2.3 5
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8 ×eneticalLandLphysicalLassignmentsLofLequineLmicrosatellitesaafirstLintegrationLofLanchoredLmarkersL
inLhorseLgenomeLmappingbLMammaliandGenomeYL1997YLlYLfjkakg 3.2 87

7 ParentageLverificationLofLaLmountainLzebraLUyquusLzebraLhartmannaeVLusingLpolymorphicL
microsatelliteLmarkersbLZoodBiologyYL1995YLehYLhkiahkm 1.6 1
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