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m Paper IF Citations

96 IntegratedNgenomicNcharacterizationNrevealsNnovelbNtherapeuticallyNrelevantNdrugNtargetsNinNFαFRN
andN’αFRNpathwaysNinNsporadicNintrahepaticNcholangiocarcinomadNPLoSfGeneticsbN2014bNgfbNegffjgik 6 239

95 MwPcRSeqpNMayoNwnalysisNPipelineNforNRNwNsequencingdNBMCfBioinformaticsbN2014bNgkbNhhj 3.6 191

94 κumanNwholeNgenomeNgenotypeNandNtranscriptomeNdataNforNwlzheimerVsNandNotherN
neurodegenerativeNdiseasesdNScientificfDatabN2016bNibNglffno 8.2 179

93
αenomicNanalysisNrevealsNthatNimmuneNfunctionNgenesNareNstronglyNlinkedNtoNclinicalNoutcomeNinNtheN
NorthNyentralNyancerNTreatmentNαroupNnonigNwdjuvantNTrastuzumabNTrialdNJournalfoffClinicalf
OncologybN2015bNiibNmfgcn

2.2 142

92 iVNtagNdigitalNgeneNexpressionNprofilingNofNhumanNbrainNandNuniversalNreferenceNRNwNusingNIlluminaN
αenomeNwnalyzerdNBMCfGenomicsbN2009bNgfbNkig 4.5 132

91 αenomecwideNassociationNstudyNidentifiesNmultipleNsusceptibilityNlociNforNdiffuseNlargeNxNcellN
lymphomadNNaturefGeneticsbN2014bNjlbNghiicn 36.3 108

90 RecurrentNPwXicMwMLiNfusionNinNbiphenotypicNsinonasalNsarcomadNNaturefGeneticsbN2014bNjlbNlllcn 36.3 96

89 IntegratedNmatecpairNandNRNwNsequencingNidentifiesNnovelbNtargetableNgeneNfusionsNinNperipheralN
TccellNlymphomadNBloodbN2016bNghnbNghijcjk 2.2 77

88 yonservedNbrainNmyelinationNnetworksNareNalteredNinNwlzheimerVsNandNotherNneurodegenerativeN
diseasesdNAlzheimermsfandfDementiabN2018bNgjbNikhcill 1.2 72

87 zetectionNofNredundantNfusionNtranscriptsNasNbiomarkersNorNdiseasecspecificNtherapeuticNtargetsNinN
breastNcancerdNCancerfResearchbN2012bNmhbNgohgcn 10.1 71

86 SystematicNanalysisNofNdarkNandNcamouflagedNgenesNrevealsNdiseasecrelevantNgenesNhidingNinNplainN
sightdNGenomefBiologybN2019bNhfbNom 18.3 68

85 xwPgNdependentNexpressionNofNlongNnonccodingNRNwNN’wTcgNcontributesNtoNsensitivityNtoN
gemcitabineNinNcholangiocarcinomadNMolecularfCancerbN2017bNglbNhh 42.1 59

84 wPO’jNexacerbatesNsynapseNlossNandNneurodegenerationNinNwlzheimerVsNdiseaseNpatientN
iPSycderivedNcerebralNorganoidsdNNaturefCommunicationsbN2020bNggbNkkjf 17.4 59

83 IncdepthNclinicocpathologicalNexaminationNofNRNwNfociNinNaNlargeNcohortNofNyoORFmhNexpansionN
carriersdNActafNeuropathologicabN2017bNgijbNhkkchlo 14.3 57

82 MYyNdysregulationNinNtheNprogressionNofNmultipleNmyelomadNLeukemiabN2020bNijbNihhcihl 10.7 56

81 wlzheimerVsNRiskNFactorsNwgebNwPO’NαenotypebNandNSexNzriveNzistinctNMolecularNPathwaysdNNeuronbN
2020bNgflbNmhmcmjhdel 13.9 52

80 LateconsetNwlzheimerNdiseaseNriskNvariantsNmarkNbrainNregulatoryNlocidNNeurology:fGeneticsbN2015bNgbNegk 3.8 51
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79 TYROxPNgeneticNvariantsNinNearlyconsetNwlzheimerVsNdiseasedNNeurobiologyfoffAgingbN2016bNjnbNhhhdeochhhdegk5.6 51

78
αenomecwideNanalysesNasNpartNofNtheNinternationalNFTLzcTzPNwholecgenomeNsequencingN
consortiumNrevealsNnovelNdiseaseNriskNfactorsNandNincreasesNsupportNforNimmuneNdysfunctionNinN
FTLzdNActafNeuropathologicabN2019bNgimbNnmocnoo

14.3 50

77 αeneNexpressionbNsingleNnucleotideNvariantNandNfusionNtranscriptNdiscoveryNinNarchivalNmaterialNfromN
breastNtumorsdNPLoSfONEbN2013bNnbNengohk 3.7 42

76 wPO’jNexacerbatesN˛–csynucleinNpathologyNandNrelatedNtoxicityNindependentNofNamyloiddNSciencef
TranslationalfMedicinebN2020bNghbN 17.5 40

75 αeneticallyNpredictedNlongerNtelomereNlengthNisNassociatedNwithNincreasedNriskNofNxccellNlymphomaN
subtypesdNHumanfMolecularfGeneticsbN2016bNhkbNgllicml 5.6 39

74 TPkiNmutationsbNtetraploidyNandNhomologousNrecombinationNrepairNdefectsNinNearlyNstageN
highcgradeNserousNovarianNcancerdNNucleicfAcidsfResearchbN2015bNjibNlojkckn 20.1 37

73 PatternyNVpNaNversatileNtoolNforNdetectingNcopyNnumberNchangesNfromNexomeNsequencingNdatadN
BioinformaticsbN2014bNifbNhlmncnf 7.2 35

72 αeneNexpressionbNmethylationNandNneuropathologyNcorrelationsNatNprogressiveNsupranuclearNpalsyN
riskNlocidNActafNeuropathologicabN2016bNgihbNgomchgg 14.3 35

71 TranscriptomeNprofilingNusingNnextcgenerationNsequencingdNGastroenterologybN2008bNgikbNgjllcn 13.3 34

70 zifferencesNinNgenomicNabnormalitiesNamongNwfricanNindividualsNwithNmonoclonalNgammopathiesN
usingNcalculatedNancestrydNBloodfCancerfJournalbN2018bNnbNol 7 29

69 zivergentNbrainNgeneNexpressionNpatternsNassociateNwithNdistinctNcellcspecificNtauNneuropathologyN
traitsNinNprogressiveNsupranuclearNpalsydNActafNeuropathologicabN2018bNgilbNmfocmhm 14.3 28

68 yadherinNcomplexesNrecruitNmRNwsNandNRISyNtoNregulateNepithelialNcellNsignalingdNJournalfoffCellf
BiologybN2017bNhglbNifmicifnk 7.3 25

67 JakgcSTwTiNSignalsNwreN’ssentialN’ffectorsNofNtheNUSPleTR’gmNOncogeneNinNTumorigenesisdNCancerf
ResearchbN2016bNmlbNkiimcjm 10.1 23

66 wxywmNhaplodeficiencyNdisturbsNmicroglialNimmuneNresponsesNinNtheNmouseNbraindNProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericabN2019bNgglbNhimofchimol 11.5 22

65 RVboostpNRNwcseqNvariantsNprioritizationNusingNaNboostingNmethoddNBioinformaticsbN2014bNifbNijgjcl 7.2 21

64
wpo’NWwpolipoproteinN’XNinNxrainNPericytesNRegulatesN’ndothelialNFunctionNinNanN
IsoformczependentNMannerNbyNModulatingNxasementNMembraneNyomponentsdNArteriosclerosissf
ThrombosissfandfVascularfBiologybN2020bNjfbNghncgjj

9.4 20

63 wmplificationNofNophjdgNinNdiffuseNlargeNxccellNlymphomaNidentifiesNaNuniqueNsubsetNofNcasesNthatN
resembleNprimaryNmediastinalNlargeNxccellNlymphomadNBloodfCancerfJournalbN2019bNobNmi 7 19

62 ’xtensiveNtranscriptomicNstudyNemphasizesNimportanceNofNvesicularNtransportNinNyoorfmhNexpansionN
carriersdNActafNeuropathologicafCommunicationsbN2019bNmbNgkf 7.3 18
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61
TheNrelationshipNbetweenNquantitativeNhumanNepidermalNgrowthNfactorNreceptorNhNgeneNexpressionN
byNtheNhgcgeneNreverseNtranscriptaseNpolymeraseNchainNreactionNassayNandNadjuvantNtrastuzumabN
benefitNinNwllianceNNonigdNBreastfCancerfResearchbN2015bNgmbNgii

8.3 17

60 LossNofNTNFwIPiNenhancesNMYznncdrivenNsignalingNinNnoncκodgkinNlymphomadNBloodfCancerfJournal
bN2018bNnbNom 7 16

59 wfricanNwmericanNexomeNsequencingNidentifiesNpotentialNriskNvariantsNatNwlzheimerNdiseaseNlocidN
Neurology:fGeneticsbN2017bNibNegjg 3.8 15

58 κLwNclasscINandNclasscIINrestrictedNneoantigenNloadsNpredictNoverallNsurvivalNinNbreastNcancerdN
OncoImmunologybN2020bNobNgmjjojm 7.2 15

57 TM’MgflxNhaplotypesNhaveNdistinctNgeneNexpressionNpatternsNinNagedNbraindNMolecularf
NeurodegenerationbN2018bNgibNik 19 15

56 ’xpressionNofNpolarityNgenesNinNhumanNcancerdNCancerfInformaticsbN2015bNgjbNgkchn 2.4 15

55 NucMappNaNdatabaseNofNgenomecwideNnucleosomeNpositioningNmapNacrossNspeciesdNNucleicfAcidsf
ResearchbN2019bNjmbNzgliczglo 20.1 15

54 κumanNPegivirusNinfectionNandNlymphomaNriskNandNprognosispNaNNorthNwmericanNstudydNBritishf
JournalfoffHaematologybN2018bNgnhbNljjclki 4.5 15

53 LossNofNTM’MgflxNleadsNtoNmyelinationNdeficitspNimplicationsNforNfrontotemporalNdementiaN
treatmentNstrategiesdNBrainbN2020bNgjibNgofkcgogo 11.2 14

52 pointNmutationsNandNfamilialNintracranialNaneurysmsdNNeurologybN2018bNogbNehgmfcehgng 6.5 13

51 wNsusceptibilityNlocusNforNclassicalNκodgkinNlymphomaNatNnqhjNnearNMYyePVTgNpredictsNpatientN
outcomeNinNtwoNindependentNcohortsdNBritishfJournalfoffHaematologybN2018bNgnfbNhnlchof 4.5 11

50 RecurrentNhormonecbindingNdomainNtruncatedN’SRgNamplificationsNinNprimaryNendometrialNcancersN
suggestNtheirNimplicationNinNhormoneNindependentNgrowthdNScientificfReportsbN2016bNlbNhkkhg 4.9 11

49 yhromoanasynthesisNisNaNcommonNmechanismNthatNleadsNtoN’RxxhNamplificationsNinNaNcohortNofN
earlyNstageNκ’RhNbreastNcancerNsamplesdNBMCfCancerbN2018bNgnbNmin 4.8 10

48 LupuscrelatedNsingleNnucleotideNpolymorphismsNandNriskNofNdiffuseNlargeNxccellNlymphomadNLupusf
SciencefandfMedicinebN2017bNjbNefffgnm 4.6 10

47 TranscriptomicNanalysisNtoNidentifyNgenesNassociatedNwithNselectiveNhippocampalNvulnerabilityNinN
wlzheimerVsNdiseasedNNaturefCommunicationsbN2021bNghbNhigg 17.4 10

46 ImpairedNinnatebNhumoralbNandNcellularNimmunityNdespiteNaNtakeNinNsmallpoxNvaccineNrecipientsdN
VaccinebN2016bNijbNihnicof 4.1 9

45 IdentificationNofNmissingNvariantsNbyNcombiningNmultipleNanalyticNpipelinesdNBMCfBioinformaticsbN
2018bNgobNgio 3.6 9

44 wbnormalNexpressionNofNhomeoboxNgenesNandNtransthyretinNinNexpansionNcarriersdNNeurology:f
GeneticsbN2017bNibNeglg 3.8 9
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43 TargetingNofNinflammatoryNpathwaysNwithNRhyκOPNinNhighcriskNzLxyLdNLeukemiabN2021bNikbNkhhckii 10.7 9

42 FrequentNoccurrenceNofNlargeNduplicationsNatNreciprocalNgenomicNrearrangementNbreakpointsNinN
multipleNmyelomaNandNotherNtumorsdNNucleicfAcidsfResearchbN2016bNjjbNngnocon 20.1 8

41 wlphaNgcantichymotrypsinNcontributesNtoNstemNcellNcharacteristicsNandNenhancesNtumorigenicityNofN
glioblastomadNNeurotOncologybN2021bNhibNkooclgf 1 8

40 VascularNwpo’jNImpairsNxehaviorNbyNModulatingNαliovascularNFunctiondNNeuronbN2021bNgfobNjincjjmdel 13.9 8

39 ManagingNgenomicNvariantNcallingNworkflowsNwithNSwifteTdNPLoSfONEbN2019bNgjbNefhgglfn 3.7 6

38 cJacksonvilleNWVhil’XNvariantNreducesNselfcaggregationNandNriskNofNdementiadNSciencefTranslationalf
MedicinebN2021bNgibNeabcoimk 17.5 6

37 yomprehensiveNαenomicNProfilingNofNaNRareNThyroidNFollicularNzendriticNyellNSarcomadNRarefTumorsbN
2017bNobNlnij 1.1 5

36 TheNPrognosticNRoleNofNStructuralNVariantsNIdentifiedNbyNNαSNandNFISκNinNMultipleNMyelomadNClinicalf
CancerfResearchbN2021bN 12.9 5

35 WholeNexomeNsequencingNofNaNpatientNwithNmetastaticNhidradenocarcinomaNandNreviewNofNtheN
literaturedNRarefTumorsbN2015bNmbNkmgo 1.1 4

34 κumanNyerebrospinalNFluidNModulatesNPathwaysNPromotingNαlioblastomaNMalignancydNFrontiersfinf
OncologybN2021bNggbNlhjgjk 5.3 4

33 ValidationNofNαeneN’xpressionNSignaturesNtoNIdentifyNLowcriskNylearccellNRenalNyellNyarcinomaN
PatientsNatNκigherNRiskNforNziseasecrelatedNzeathdNEuropeanfUrologyfFocusbN2016bNhbNlfnclgk 5.1 4

32 wxywmNRegulatesNxrainNFattyNwcidNMetabolismNzuringNLPScInducedNwcuteNInflammationdNFrontiersfinf
NeurosciencebN2021bNgkbNljmomj 5.1 3

31
ylinicalNyorrelatesNofNwutosomalNyhromosomalNwbnormalitiesNinNanN’lectronicNMedicalN
RecordcLinkedNαenomecWideNwssociationNStudypNwNyaseNSeriesdNJournalfoffInvestigativefMedicinef
HighfImpactfCasefReportsbN2013bNgbNhihjmfolgikfnoih

1.2 2

30 LeveragingNselectiveNhippocampalNvulnerabilityNamongNwlzheimerâ��sNdiseaseNsubtypesNrevealsNaNnovelN
tauNbindingNpartnerNS’RPINwk 2

29 InflationNofNtumorNmutationNburdenNbyNtumorconlyNsequencingNinNundercrepresentedNgroupsdNNpjf
PrecisionfOncologybN2021bNkbNhh 9.8 2

28 LossNofNTmemgflbNleadsNtoNcerebellumNPurkinjeNcellNdeathNandNmotorNdeficitsdNBrainfPathologybN
2021bNigbNeghojk 6 2

27 wpolipoproteinN’NregulatesNlipidNmetabolismNandN˛–csynucleinNpathologyNinNhumanNiPSycderivedN
cerebralNorganoidsdNActafNeuropathologicabN2021bNgjhbNnfmcnhk 14.3 2

26
κostNgeneticNvariationNinNtumorNnecrosisNfactorNandNnuclearNfactorc˛”xNpathwaysNandNoverallNsurvivalN
inNmantleNcellNlymphomapNwNdiscoveryNandNreplicationNstudydNAmericanfJournalfoffHematologybN2019bN
ojbN’gkic’gkk

7.1 1

(2019-2021)
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25 TheNyyNzgNcdnmfαNriskNalleleNisNenrichedNinNindividualsNofNwfricanNancestryNwithNplasmaNcellN
dyscrasiasdNBloodfCancerfJournalbN2020bNgfbNio 7 1

24 wssociationNofNαenec’nvironmentNInteractionsNwithNVenousNThromboembolismNWVT’XpNwN
MergedeImputedNαenomecWideNScaneyandidatecαeneNyasecyontrolNStudydNBloodbN2011bNggnbNhhokchhok 2.2 1

23 SingleNyellNTranscriptomeNProfileNofNMyelomaNandNImmuneNyellNyharacteristicsNinNPatientsNwithN
zurableNResponseNPostNywRTdNBloodbN2021bNginbNinincinin 2.2 1

22 Wholec’xomeNwnalysisNOfNzLxyLNTumorsNRevealsNaNUniqueNαeneticNSignatureNwssociatedNWithN
wggressiveNziseasedNBloodbN2013bNghhbNjoocjoo 2.2 1

21
wNαenomecWideNwssociationNStudyNWαWwSXNOfN’ventcFreeNSurvivalNInNziffuseNLargeNxcyellN
LymphomaNWzLxyLXNTreatedNWithNRituximabNandNwnthracyclinecxasedNyhemotherapypNwNLysaNandN
IowaeMayoNylinicNSPOR’NMultistageNStudydNBloodbN2013bNghhbNmlcml

2.2 1

20 ylonalNSomaticNMutationsNwreNaNxiomarkerNforNInferiorNPrognosisNinNziffuseNLargeNxcyellNLymphomadN
BloodbN2020bNgilbNhlchm 2.2 0

19 ImpactNofNvariantclevelNbatchNeffectsNonNidentificationNofNgeneticNriskNfactorsNinNlargeNsequencingN
studiesdNPLoSfONEbN2021bNglbNefhjoifk 3.7 0

18 MolecularN’pidemiologyNofNwMLpNwssociationNofNSomaticNαeneNMutationsNwithN’pidemiologicN
’xposuresNandNOutcomesNinNtheNMayoNylinicNwMLN’pidemiologyNyohortdNBloodbN2020bNgilbNikcil 2.2

17 κeterogeneityNofNMYyNwbnormalitiesNinNMultipleNMyelomadNBloodbN2020bNgilbNhci 2.2

16
’pidemiologicNandNylinicalNwnalysisNofNTumorNMutationalNxurdenNWTMxXNinNwcuteNMyeloidNLeukemiaN
WwMLXpN’xomeNSequencingNStudyNofNtheNMayoNylinicNwMLN’pidemiologyNyohortNWMyw’yXdNBloodbN
2021bNginbNijimcijim

2.2

15 FalsecNegativeNyentromereNgkNProbeNResultsNinNwssociationNwithNwfricanNwncestryNinNPlasmaNyellN
zyscrasiasdNBloodbN2021bNginbNjgfgcjgfg 2.2

14 αenomicNwbnormalitiesNwmongNwfricanNIndividualsNwithNMonoclonalNαammopathiesNUsingN
yalculatedNwncestrydNBloodbN2018bNgihbNjjkncjjkn 2.2

13 wssociationNbetweenNaNPolygenicNRiskNScoreNforNMultipleNMyelomaNRiskNandNOverallNSurvivaldNBloodbN
2019bNgijbNjillcjill 2.2

12 αenomicNLandscapeNIncludingNNovelNMutationalNzriversNinNRelapsedeRefractoryNziffuseNLargeNxNyellN
LymphomadNBloodbN2019bNgijbNogocogo 2.2

11 ylusteringNofNTranscriptomicNSignaturesNinNNewlyNziagnosedNziffuseNLargeNxcyellNLymphomaN
IdentifiesNTwoNκighcRiskNSubgroupsNWhichNIncreaseNinNPrevalenceNatNRelapsedNBloodbN2019bNgijbNohicohi 2.2

10 TheNyyNzgNnmfαNRiskNwlleleNIsN’nrichedNinNwfricanNIndividualsNwithNPlasmaNyellNzyscrasiasdNBloodbN
2019bNgijbNjilhcjilh 2.2

9 αenomicNwnalysisNofNRhyκOPcTreatedNzLxyLNRevealsNaNκighcRiskNPopulationNzrivenNxyN
InflammatoryNPathwaysdNBloodbN2019bNgijbNgjnfcgjnf 2.2

8 StudyNofNtheNSubclonalNMutationsNinNPrimaryNziffuseNLargeNxcyellNLymphomadNBloodbN2015bNghlbNgigcgig 2.2
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7 wssessmentNofNMultipleNMyelomaNIακVNIntraclonalNVariationNbyNMassivelyNParallelNPyrosequencingdN
BloodbN2011bNggnbNgngjcgngj 2.2

6 wssociationNofNαenecαeneNInteractionsNwithNVenousNThromboembolismNWVT’XpNwNMergedeImputedN
αenomecWideNScaneyandidatecαeneNyasecyontrolNStudydNBloodbN2011bNggnbNghjhcghjh 2.2

5 IdentificationNofNVenousNThromboembolismNWVT’XcwssociatedNNovelNVariantsNinNtheNwxONαeneN
UsingNTargetedNzeepNSequencingdNBloodbN2011bNggnbNmfocmfo 2.2

4 αermlineNαeneticNVariationNandNRiskNofNFollicularNLymphomaNTransformationNinNtheNModernN
TreatmentN’radNBloodbN2012bNghfbNgjocgjo 2.2

3
PrognosticNValueNofNSixNαermlineNSingleNNucleotideNPolymorphismsNwtNtheNR’LbNκLwczRwbNαwTwiN
andNPVTgNLociNIdentifiedNinNaNylassicalNκodgkinNLymphomaNαenomecWideNwssociationNStudypNwN
MetacwnalysisNofNlfgNPatientsNforNProgressioncFreeNSurvivalNFromNTwoNIndependentNStudiesdNBloodbN
2012bNghfbNilimcilim

2.2

2 yXyRkNPolymorphismsNinNNoncκodgkinNLymphomaNWNκLXNRiskNandNPrognosisddNBloodbN2012bNghfbNhmfhchmfh2.2

1
yomparisonNOfNSingleNNucleotideNMutationsNWSNVsXNandNyopyNNumberNVariantsNWyNVsXNzetectionNInN
FormalinNFixedNParaffinN’mbeddedNWFFP’XNandNPairedNFrozenNTumorNTissuesNUsingNTargetNyaptureN
andNSequencingNwpproachdNBloodbN2013bNghhbNgmnjcgmnj
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