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h Paper IF Citations

114 xevelopmentLofLsimplexLandLmultiplexLRTaqPwRLassaysLforLtheLdetectionLofLthreeLcrypticLvirusesLofL
blackagrassLTulopecurusLmyosuroidesUbLJournalfoffVirologicalfMethodsYL2021YLgddYLeehglm 2.6 0

113 uLnovelLhighathroughputLsequencingLapproachLrevealsLtheLpresenceLofLaLnewLvirusLinfectingLRosanL
rosaLilarvirusaeLTR®VaeUbbLJournalfoffVirologicalfMethodsYL2021YLgddYLeehhek 2.6 0

112 PlantLpestLsurveillancenLfromLsatellitesLtoLmoleculesbLEmergingfTopicsfinfLifefSciencesYL2021YLiYLfkiaflk 3.5 10

111 TheLPhylogeographyLofLPotatoLVirusLXLShowsLtheLzingerprintsLofL®tsL umanLVectorbLVirusesYL2021YL
egYL 6.2 3

110 uLPrimerLonLtheLunalysisLofL ighaThroughputLSequencingLxataLforLxetectionLofLPlantLVirusesbL
MicroorganismsYL2021YLmYL 4.9 5

109 UsingLnetworkLecologyLtoLunderstandLandLmitigateLlongatermLinsectLdeclinesbLEcologicalf
EntomologyYL2021YLhjYLjmgajml 2.1 3

108  istoricalLvirusLisolateLcollectionsnLunLinvaluableLresourceLconnectingLplantLvirologyâ��sL
preasequencingLandLpostasequencingLerasbLPlantfPathologyYL2021YLkdYLfgiafhl 2.8 6

107 TargetaSiteLandLNonatargetaSiteLResistanceLMechanismsLwonferLMultipleLandLwrossaLResistanceLtoL
uLSLandLuwwaseL®nhibitingL erbicidesLinLzromLSpainbLFrontiersfinfPlantfScienceYL2021YLefYLjfiegl 6.2 10

106 xevelopmentLandLValidationLofLMethodologyLforLystimatingLPotatoLwanopyLStructureLforLzieldL
wropLPhenotypingLandL®mprovedLvreedingbLFrontiersfinfPlantfScienceYL2021YLefYLjeflhg 6.2 3

105 PotatoLVirusLuL®solatesLfromLThreeLwontinentsnLTheirLviologicalLPropertiesYLPhylogeneticsYLandL
PrehistorybLPhytopathologyYL2021YLeeeYLfekaffj 3.8 10

104 MonitoringLandLSurveillanceLofLuerialLMycobiotaLofLRiceLPaddyLthroughLxNuLMetabarcodingLandL
qPwRbLJournalfoffFungifpBaselufSwitzerlandrYL2020YLjYL 5.6 2

103 ’eneratingLandLtestingLecologicalLhypothesesLatLtheLpondscapeLwithLenvironmentalLxNuL
metabarcodingnLuLcaseLstudyLonLaLthreatenedLamphibianbLEnvironmentalfDNAYL2020YLfYLelhaemm 7.6 9

102 uLpondasideLtestLforL’uineaLwormnLxevelopmentLofLaLloopamediatedLisothermalLamplificationL
TLuMPULassayLforLdetectionLofLxracunculusLmedinensisbLExperimentalfParasitologyYL2020YLfekYLedkmjd 2.1 5

101 zacingLRoseLrosetteLvirusnLuLriskLtoLyuropeanLroseLcultivationbLPlantfPathologyYL2020YLjmYLejdgaejek 2.8 6

100 ’enomicLsequenceLandLhostLrangeLstudiesLrevealLconsiderableLvariationLwithinLtheLspeciesL
urracachaLvirusLvbLArchivesfoffVirologyYL2019YLejhYLflhmaflif 2.6 2

99 RapidLxetectionLofLandLonLPeachLandLNectarineLusingLLoopaMediatedL®sothermalLumplificationbL
PlantfDiseaseYL2019YLedgYLfgdiafgeh 1.5 11

98 viologicalLandLMolecularLPropertiesLofL®solatesLfromLPepinoLTUbLPlantfDiseaseYL2019YLedgYLekhjaekij 1.5 11
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97  ighLthroughputLsequencingLandLRTaqPwRLassayLrevealLtheLpresenceLofLroseLcrypticLvirusaeLinLtheL
UnitedLéingdombLJournalfoffPlantfPathologyYL2019YLedeYLeekeaeeki 1 3

96 wompleteLwodingLSequenceLofLfromLaLhdaYearaOldLSampleLfromLPerubLMicrobiologyfResourcef
AnnouncementsYL2019YLlYL 1.3 1

95 ProspectsLandLchallengesLofLenvironmentalLxNuLTexNuULmonitoringLinLfreshwaterLpondsbL
HydrobiologiaYL2019YLlfjYLfiahe 2.4 79

94
xevelopmentLofLLoopaMediatedL®sothermalLumplificationLussaysLforLtheLxetectionLofLSeedborneL
zungalLPathogensLzusariumLfujikuroiLandLMagnaportheLoryzaeLinLRiceLSeedbLPlantfDiseaseYL2018YL
edfYLeihmaeiil

1.5 17

93 RapidLmolecularLmethodsLforLinafieldLandLlaboratoryLidentificationLofLtheLyellowaleggedLusianL
hornetLTVespaLvelutinaLnigrithoraxUbLJournalfoffAppliedfEntomologyYL2018YLehfYLjedajej 1.7 6

92
zromLlaboratoryLtoLpointLofLentrynLdevelopmentLandLimplementationLofLaLloopamediatedLisothermalL
amplificationLTLuMPUabasedLgeneticLidentificationLsystemLtoLpreventLintroductionLofLquarantineL
insectLspeciesbLPestfManagementfScienceYL2018YLkhYLeidhaeief

4.6 33

91 RapidLdetectionLofLzusariumLoxysporumLfbLspbLlactucaeLonLsoilYLlettuceLseedsLandLplantsLusingL
loopamediatedLisothermalLamplificationbLPlantfPathologyYL2018YLjkYLehjfaehkg 2.8 19

90 NeedleLinLaLhaystacksLuLcomparisonLofLexNuLmetabarcodingLandLtargetedLqPwRLforLdetectionLofL
theLgreatLcrestedLnewtLTUbLEcologyfandfEvolutionYL2018YLlYLjggdajghe 2.8 87

89 TheLviologyLandLPhylogeneticsLofLPotatoLvirusLSL®solatesLfromLtheLundeanLRegionLofLSouthLumericabL
PlantfDiseaseYL2018YLedfYLljmalli 1.5 26

88 wompleteL’enomicLSequenceLofLtheLPotyvirusLYLObtainedLfromLaLggaYearaOldLMashuaLTULSamplebL
MicrobiologyfResourcefAnnouncementsYL2018YLkYL 1.3 5

87 uLggaYearaOldLPlantLSampleLwontributesLtheLzirstLwompleteL’enomicLSequenceLofbLMicrobiologyf
ResourcefAnnouncementsYL2018YLkYL 1.3 2

86 zulla’enomeLSequencingLofLaLVirusLfromLaLggaYearaOldLSampleLxemonstratesLthatL®sLSynonymousL
withbLMicrobiologyfResourcefAnnouncementsYL2018YLkYL 1.3 4

85 wompleteL’enomeLSequenceLofLfromLvoliviaYLObtainedLfromLaLggaYearaOldLSamplebLMicrobiologyf
ResourcefAnnouncementsYL2018YLkYL 1.3 4

84 xispersalLofLharmfulLfruitLflyLpestsLbyLinternationalLtradeLandLaLloopamediatedLisothermalL
amplificationLassayLtoLpreventLtheirLintroductionbLGeospatialfHealthYL2018YLegYL 2.2 4

83  ighaThroughputLSequencingLzacilitatesLwharacterizationLofLaLNzorgottenNLPlantLVirusnLTheLwaseLofL
aL enbaneLMosaicLVirusL®nfectingLTomatobLFrontiersfinfMicrobiologyYL2018YLmYLfkgm 5.7 5

82 uLLoopamediatedL®sothermalLumplificationLTLuMPULussayLforLRapidL®dentificationLofLvemisiaLtabacibL
JournalfoffVisualizedfExperimentsYL2018YL 1.6 3

81 TheLimpactLofLhighLthroughputLsequencingLonLplantLhealthLdiagnosticsbLEuropeanfJournalfoffPlantf
PathologyYL2018YLeifYLmdmamem 2.1 19

80 upplicationLofL TSLforLRoutineLPlantLVirusLxiagnosticsnLStateLofLtheLurtLandLwhallengesbLFrontiersfinf
PlantfScienceYL2018YLmYLedlf 6.2 45
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79 uLTaqManLrealatimeLPwRLassayLforLRhizoctoniaLcerealisLandLitsLuseLinLwheatLandLsoilbLEuropeanf
JournalfoffPlantfPathologyYL2017YLehlYLfgkafhi 2.1 7

78 yvaluationLandLvalidationLofLaLloopamediatedLisothermalLamplificationLtestLkitLforLdetectionLofL
 ymenoscyphusLfraxineusbLEuropeanfJournalfoffPlantfPathologyYL2017YLehmYLfigafim 2.1 7

77 TranscriptomeLsequencingLidentifiesLnovelLpersistentLvirusesLinLherbicideLresistantLwildagrassesbL
ScientificfReportsYL2017YLkYLhemlk 4.9 13

76 ®nvestigatingLtheLviralLcausesLofLinternalLnecrosisLinLcarrotbLActafHorticulturaeYL2017YLfhiafid 0.3 1

75 wompleteLsequenceLandLgenomicLannotationLofLcarrotLtorradovirusLebLArchivesfoffVirologyYL2017YL
ejfYLfleiaflem 2.6 3

74 zirstLReportLofLwarrotLtorradovirusLeLTwaTVeUYLaLMemberLofLtheLTorradovirusL’enusYL®nfectingL
warrotsLinLzrancebLPlantfDiseaseYL2017YLedeYLegggaeggg 1.5 7

73 zirstLwompleteL’enomeLSequenceLofL®solatedLfromLaLglaYearaOldLSampleLfromLPerubLGenomef
AnnouncementsYL2017YLiYL 5

72 NextL’enerationLSequencingLforLxetectionLandLxiscoveryLofLPlantLVirusesLandLViroidsnLwomparisonL
ofLTwoLupproachesbLFrontiersfinfMicrobiologyYL2017YLlYLemml 5.7 87

71 MicrosporidiaLinfectionLimpactsLtheLhostLcellSsLcycleLandLreducesLhostLcellLapoptosisbLPLoSfONEYL
2017YLefYLedekdelg 3.7 40

70 TheLeffectsLofLsurfaceLstructureLmutationsLinLurabidopsisLthalianaLonLtheLpolarizationLofLreflectionsL
fromLvirusainfectedLleavesbLPLoSfONEYL2017YLefYLedekhdeh 3.7 1

69 ®dentifyingLbacterialLpredictorsLofLhoneyLbeeLhealthbLJournalfoffInvertebratefPathologyYL2016YLeheYLheahh 2.6 13

68 xetectionLandLtransmissionLofLwarrotLtorradoLvirusYLaLnovelLputativeLmemberLofLtheLTorradovirusL
genusbLJournalfoffVirologicalfMethodsYL2016YLfgiYLeemaefh 2.6 10

67 TheLroleLandLchallengesLofLnewLdiagnosticLtechnologyLinLplantLbiosecuritybLFoodfSecurityYL2016YLlYLedgaedm6.7 32

66
zourierLtransformLinfraaredLspectroscopyLusingLanLattenuatedLtotalLreflectionLprobeLtoLdistinguishL
betweenLJapaneseLlarchYLpineLandLcitrusLplantsLinLhealthyLandLdiseasedLstatesbLSpectrochimicafActafvf
PartfA:fMolecularfandfBiomolecularfSpectroscopyYL2016YLejgYLeleal

4.4 11

65 TheLyffectsLofLPlantLVirusL®nfectionLonLPolarizationLReflectionLfromLLeavesbLPLoSfONEYL2016YLeeYLedeiflgj3.7 12

64 MolecularLandLbiologicalLcharacterizationLofLPotatoLmopatopLvirusLTPMTVYLPomovirusULisolatesLfromL
theLpotatoagrowingLregionsLofLwolombiabLPlantfPathologyYL2016YLjiYLefedaeffd 2.8 13

63 TheLeffectLofLpostaharvestLstorageLconditionsLonLtheLdevelopmentLofLblackLdotLTwolletotrichumL
coccodesULonLpotatoLinLcropsLgrownLforLdifferentLdurationsbLPlantfPathologyYL2016YLjiYLehlhaehme 2.8 6

62 xNuLbarcodingLforLbiosecuritynLcaseLstudiesLfromLtheLUéLplantLprotectionLprogrambLGenomeYL2016YL
imYLedggaedhl 2.4 19
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61 MolecularLandLbiologicalLcharacterisationLofLtwoLnovelLpomoalikeLvirusesLassociatedLwithLpotatoL
TSolanumLtuberosumULfieldsLinLwolombiabLArchivesfoffVirologyYL2016YLejeYLejdeaed 2.6 12

60 yvidenceLforLdifferentYLhostadependentLfunctioningLofLRxLagainstLbothLwildatypeLandLrecombinantL
PepinoLmosaicLvirusbLMolecularfPlantfPathologyYL2016YLekYLefdaj 5.7 5

59 xevelopmentLofLaLlateralLflowLdeviceLforLinafieldLdetectionLandLevaluationLofLPwRabasedLdiagnosticL
methodsLforLpvbLYLtheLcausalLagentLofLbananaLxanthomonasLwiltbLPlantfPathologyYL2015YLjhYLiimaijk 2.8 17

58 uLpathogenicityLdeterminantLmapsLtoLtheLNaterminalLcoatLproteinLregionLofLtheLPepinoLmosaicLvirusL
genomebLMolecularfPlantfPathologyYL2015YLejYLgdlaei 5.7 15

57 LuMPLassayLandLrapidLsampleLpreparationLmethodLforLonasiteLdetectionLofLflavescenceLdorˆ'eL
phytoplasmaLinLgrapevinebLPlantfPathologyYL2015YLjhYLfljafmj 2.8 59

56 RapidYLspecificYLsimpleYLinafieldLdetectionLofLXanthomonasLcampestrisLpathovarLmusacearumLbyL
loopamediatedLisothermalLamplificationbLJournalfoffAppliedfMicrobiologyYL2015YLeemYLejieal 4.7 21

55 MicroarrayLplatformLforLtheLdetectionLofLaLrangeLofLplantLvirusesLandLviroidsbLMethodsfinfMolecularf
BiologyYL2015YLegdfYLfkgalf 1.4 3

54 RealaTimeLLuMPLforLwhalaraLfraxineaLxiagnosisbLMethodsfinfMolecularfBiologyYL2015YLegdfYLkialg 1.4 3

53 TheLcompleteLgenomeLsequenceLofLPiperLyellowLmottleLvirusLTPYMoVUbLArchivesfoffVirologyYL2014YL
eimYLglial 2.6 30

52 TheLcompleteLgenomeLsequencesLofLtwoLisolatesLofLpotatoLblackLringspotLvirusLandLtheirL
relationshipLtoLotherLisolatesLandLnepovirusesbLArchivesfoffVirologyYL2014YLeimYLleeai 2.6 11

51 MethodsLinLvirusLdiagnosticsnLfromLyL®SuLtoLnextLgenerationLsequencingbLVirusfResearchYL2014YLeljYLfdage6.4 237

50 ®nfluenceLofLtheLlengthLofLtargetLxNuLoverhangLproximalLtoLtheLarrayLsurfaceLonLdiscriminationLofL
singleabaseLmismatchesLonLaLfiamerLoligonucleotideLarraybLBMCfResearchfNotesYL2014YLkYLfie 2.3 10

49 TheLdevelopmentLofLmonoclonalLantibodiesLtoLtheLsecuLproteinLofLwapeLStbLPaulLwiltLdiseaseL
phytoplasmaLandLtheirLevaluationLasLaLdiagnosticLtoolbLMolecularfBiotechnologyYL2014YLijYLldgaeg 3 4

48 warrotLyellowLleafLvirusLisLassociatedLwithLcarrotLinternalLnecrosisbLPLoSfONEYL2014YLmYLeedmefi 3.7 52

47 ’enomeLsequenceLofLvanillaLdistortionLmosaicLvirusLinfectingLworiandrumLsativumbLArchivesfoff
VirologyYL2014YLeimYLghjgai 2.6 2

46 OnaSiteLTestingnLMovingLxecisionLMakingLfromLtheLLabLtoLtheLzieldL2014YLegiaehj 2

45  ighLthroughputLrealatimeLRTaPwRLassaysLforLspecificLdetectionLofLcassavaLbrownLstreakLdiseaseL
causalLvirusesYLandLtheirLapplicationLtoLtestingLofLplantingLmaterialbLPlantfPathologyYL2013YLjfYLfggafhf 2.8 38

44
’enomicsainformedLdesignLofLloopamediatedLisothermalLamplificationLforLdetectionLofL
phytopathogenicLXanthomonasLarboricolaLpvb´ pruniLatLtheLintraspecificLlevelbLPlantfPathologyYL2013YL
jfYLhkiahlh

2.8 33
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43 TheLplantLvirusesLandLviroidsLdatabaseLandLcollectionsLofLQabankbLEPPOfBulletinYL2013YLhgYLfglafhg 1 2

42 uLloopamediatedLisothermalLamplificationabasedLmethodLforLconfirmationLofL’uignardiaLcitricarpaL
inLcitrusLblackLspotLlesionsbLEuropeanfJournalfoffPlantfPathologyYL2013YLegjYLfekaffh 2.1 17

41 wompleteLgenomeLsequenceLofLarracachaLvirusLvnLaLnovelLcheravirusbLArchivesfoffVirologyYL2013YL
eilYLmdmaeg 2.6 11

40 LoopamediatedLisothermalLamplificationLforLrapidLdetectionLofLtheLcausalLagentsLofLcassavaLbrownL
streakLdiseasebLJournalfoffVirologicalfMethodsYL2013YLemeYLehlaih 2.6 39

39
uLnewLquantitativeLrealatimeLPwRLassayLforLRhizoctoniaLsolaniLu’gaPTLandLtheLdetectionLofLu’sLofL
RhizoctoniaLsolaniLassociatedLwithLpotatoLinLsoilLandLtuberLsamplesLinL’reatLvritainbLEuropeanf
JournalfoffPlantfPathologyYL2013YLegjYLfkgafld

2.1 40

38 UseLofLloopamediatedLisothermalLamplificationLforLdetectionLofLOphiostomaLclavatumYLtheLprimaryL
blueLstainLfungusLassociatedLwithL®psLacuminatusbLAppliedfandfEnvironmentalfMicrobiologyYL2013YLkmYLfifkagg4.8 34

37 yrwiniaLamylovoraLloopamediatedLisothermalLamplificationLTLuMPULassayLforLrapidLpathogenL
detectionLandLonasiteLdiagnosisLofLfireLblightbLJournalfoffMicrobiologicalfMethodsYL2013YLmfYLggfam 2.8 58

36
UseLofLnextagenerationLsequencingLforLtheLidentificationLandLcharacterizationLofLMaizeLchloroticL
mottleLvirusLandLSugarcaneLmosaicLvirusLcausingLmaizeLlethalLnecrosisLinLéenyabLPlantfPathologyYL
2013YLjfYLkheakhm

2.8 79

35 uLreviewLofLpestLsurveillanceLtechniquesLforLdetectingLquarantineLpestsLinLyuropebLEPPOfBulletinYL
2012YLhfYLieiaiie 1 29

34 uLnewLlargeLscaleLsoilLxNuLextractionLprocedureLandLrealatimeLPwRLassayLforLtheLdetectionLofL
SclerotiumLcepivorumLinLsoilbLEuropeanfJournalfoffPlantfPathologyYL2012YLeghYLhjkahkg 2.1 17

33 woainfectionLwithLwucumberLveinLyellowingLvirusLandLwucurbitLyellowLstuntingLdisorderLvirusL
leadingLtoLsynergismLinLcucumberbLPlantfPathologyYL2012YLjeYLhjlahkl 2.8 25

32 zirstLrecordLofLtheLQLviotypeLofLtheLsweetpotatoLwhiteflyYLvemisiaLtabaciYLinterceptedLinLtheLUébL
EuropeanfJournalfoffPlantfPathologyYL2012YLeggYLkmkalde 2.1 14

31 Nexta’enerationLSequencingLandLMetagenomicLunalysisnLuLUniversalLxiagnosticLToolLinLPlantL
PathologyL2011YLjgakf 2

30 upplicationLofLhighathroughputLxNuLsequencingLinLphytopathologybLAnnualfReviewfoff
PhytopathologyYL2011YLhmYLlkaedi 10.8 53

29 xetectionLofLhoneyLbeeLTupisLmelliferaULvirusesLwithLanLoligonucleotideLmicroarraybLJournalfoff
InvertebratefPathologyYL2011YLedkYLfejam 2.6 8

28
xevelopmentLofLaLrealatimeLPwRLassayLforLdetectionLofLPhytophthoraLkernoviaeLandLcomparisonLofL
thisLmethodLwithLaLconventionalLculturingLtechniquebLEuropeanfJournalfoffPlantfPathologyYL2011YL
egeYLjmiakdg

2.1 9

27 YellowingLdiseaseLinLzucchiniLsquashLproducedLbyLmixedLinfectionsLofLwucurbitLyellowLstuntingL
disorderLvirusLandLwucumberLveinLyellowingLvirusbLPhytopathologyYL2011YLedeYLegjiakf 3.8 17

26 ®nteractionsLbetweenLaLluteovirusLandLtheL’royLLchaperoninLproteinLofLtheLsymbioticLbacteriumL
vuchneraLaphidicolaLofLaphidsbLJournalfoffGeneralfVirologyYL2011YLmfYLehjkaehkh 4.9 41
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25 xetectionLofLufricanLswineLfeverLvirusLbyLloopamediatedLisothermalLamplificationbLJournalfoff
VirologicalfMethodsYL2010YLejhYLjlakh 2.6 84

24 PanelLofLfgSLrRNuLgeneabasedLrealatimeLPwRLassaysLforLimprovedLuniversalLandLgroupaspecificL
detectionLofLphytoplasmasbLAppliedfandfEnvironmentalfMicrobiologyYL2009YLkiYLfmhiaid 4.8 55

23 ResistanceLscreeningLagainstLwucumberLveinLyellowingLvirusLusingLaLrealatimeLTTaqman´fiULRTaPwRL
assayLinLcucumberLTwucumisLsativusUbLCropfProtectionYL2009YLflYLedmaeef 2.7 17

22 NextagenerationLsequencingLandLmetagenomicLanalysisnLaLuniversalLdiagnosticLtoolLinLplantL
virologybLMolecularfPlantfPathologyYL2009YLedYLigkahi 5.7 250

21 xirectLdetectionLofLplantLvirusesLinLpotatoLtubersLusingLrealatimeLPwRbLMethodsfinfMolecularfBiologyYL
2009YLidlYLfhmail 1.4 13

20 yxpressionLmicroarraysLinLplantavirusLinteractionbLMethodsfinfMolecularfBiologyYL2008YLhieYLilgajeg 1.4 3

19
PhytoplasmaLphylogeneticsLbasedLonLanalysisLofLsecuLandLfgSLrRNuLgeneLsequencesLforLimprovedL
resolutionLofLcandidateLspeciesLofLSwandidatusLPhytoplasmaSbLInternationalfJournalfoffSystematicf
andfEvolutionaryfMicrobiologyYL2008YLilYLelfjagk

2.2 134

18 yxploitingLgenericLplatformLtechnologiesLforLtheLdetectionLandLidentificationLofLplantLpathogensbL
EuropeanfJournalfoffPlantfPathologyYL2008YLefeYLgiiagjg 2.1 80

17 yxploitingLgenericLplatformLtechnologiesLforLtheLdetectionLandLidentificationLofLplantLpathogensL
2008YLgiiagjg 10

16 MicroarraysLforLrapidLidentificationLofLplantLvirusesbLAnnualfReviewfoffPhytopathologyYL2007YLhiYLgdkafl 10.8 89

15 SatelliteLxNuLasLaLtargetLforLTaqManLrealatimeLPwRLdetectionLofLtheLpinewoodLnematodeYL
vursaphelenchusLxylophilusbLMolecularfPlantfPathologyYL2007YLlYLldgam 5.7 42

14 zirstLdetectionLofLéashmirLbeeLvirusLinLtheLUéLusingLrealatimeLPwRbLApidologieYL2007YLglYLeleaemd 2.3 32

13 uLxNuLmethodLforLscreeningLhiveLdebrisLforLtheLpresenceLofLsmallLhiveLbeetleLTuethinaLtumidaUbL
ApidologieYL2007YLglYLfkfafld 2.3 22

12 MolecularLquantificationLofLsymbioticLdinoflagellateLalgaeLofLtheLgenusLSymbiodiniumbLBiologicalf
BulletinYL2007YLfefYLfimajl 1.5 29

11 MorphologicalLandLmolecularLevidenceLsupportingLtheLvalidityLofLTrialeurodesLlauriLandLTbLriciniL
T emipteranLSternorrhynchanLuleyrodidaeUbLEuropeanfJournalfoffEntomologyYL2007YLedhYLfmiagde 4

10 xevelopmentLofLaLOneaStepLRealaTimeLPolymeraseLwhainLReactionLussayLforLxiagnosisLofL
PhytophthoraLramorumbLPhytopathologyYL2006YLmjYLmkiale 3.8 66

9
TowardsLspecificLdiagnosisLofLplantaparasiticLnematodesLusingLxNuLoligonucleotideLmicroarrayL
technologynLaLcaseLstudyLwithLtheLquarantineLspeciesLMeloidogyneLchitwoodibLMolecularfandf
CellularfProbesYL2006YLfdYLjham

3.3 15

8  ostLRangeLStudiesLforLTomatoLchlorosisLvirusYLandLwucumberLveinLyellowingLvirusLTransmittedLbyL
vemisiaLtabaciLT’ennadiusUbLEuropeanfJournalfoffPlantfPathologyYL2006YLeehYLfjiafkg 2.1 31

(2006-2010)
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7 udvancesLinLmolecularLphytodiagnosticsLaLnewLsolutionsLforLoldLproblemsbLEuropeanfJournalfoffPlantf
PathologyYL2006YLeejYLeaem 2.1 105

6 xevelopmentLofLrealatimeLPwRLTTaqManULassaysLforLtheLdetectionLandLquantificationLofLvotrytisL
cinereaLinLplantabLPlantfPhysiologyfandfBiochemistryYL2005YLhgYLlmdam 5.4 80

5 TheLreliableLdetectionLofLvarleyLyellowLandLmildLmosaicLvirusesLusingLrealatimeLPwRLTTaqManUbL
JournalfoffVirologicalfMethodsYL2004YLeekYLeigam 2.6 33

4 TheLdetectionLofLtuberLnecroticLisolatesLofLPotatoLvirusLYYLandLtheLaccurateLdiscriminationLofL
PVYTOUYLPVYTNULandLPVYTwULstrainsLusingLRTaPwRbLJournalfoffVirologicalfMethodsYL2002YLedfYLedgaef 2.6 64

3 PotatoLVirusLYLfromLPetuniaLcanLcauseLSymptomsLofLPotatoLTuberLNecroticLRingspotLxiseaseL
TPTNRxUbLEuropeanfJournalfoffPlantfPathologyYL1999YLediYLjekajfe 2.1 19

2 TheLcharacterizationLofLaLsubgenomicLRNuLandLinLvitroLtranslationLproductsLofLoatLchloroticLstuntL
virusbLVirusfGenesYL1998YLejYLeheai 2.3 4

1 ’eneratingLandLtestingLecologicalLhypothesesLatLtheLpondscapeLwithLenvironmentalLxNuL
metabarcodingnLaLcaseLstudyLonLaLthreatenedLamphibian 3
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