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Common and distinct structural features of Salmonella injectisome and flagellar basal body. 2.3 194
Scientific Reports, 2013, 3, 3369. ’

Specific Arrangement of I+-Helical Coiled Coils in the Core Domain of the Bacterial Flagellar Hook for
the Universal Joint Function. Structure, 2009, 17, 1485-1493.

Assembly and stoichiometry of the core structure of the bacterial flagellar type Ill export gate 56 69
complex. PLoS Biology, 2017, 15, e2002281. )

Identical folds used for distinct mechanical functions of the bacterial flagellar rod and hook.
Nature Communications, 2017, 8, 14276.

Extraction of protein dynamics information from cryo-EM maps using deep learning. Nature Machine 16.0 57
Intelligence, 2021, 3, 153-160. ’

CryoTEM with a Cold Field Emission Gun That Moves Structural Biology into a New Stage. Microscopy
and Microanalysis, 2019, 25, 998-999.
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reveals red chlorophyll cluster. Communications Biology, 2021, 4, 304. 44 25
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