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Precursor Mass and High Intensity Fragment lons. Analytical Chemistry, 2013, 85, 3515-3520.

Periplasmic proteins encoded by VCA02614€“0260 and VC2216 genes together with copA and cueR
products are required for copper tolerance but not for virulence in Vibrio cholerae. Microbiology 1.8 25
(United Kingdom), 2012, 158, 2005-2016.
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