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l Paper IF Citations

156 yenomicKcontrolKforKassociationKstudiesZKBiometricsWK1999WKggWKkkiYcbbf 1.8 2262

155 SynapticWKtranscriptionalKandKchromatinKgenesKdisruptedKinKautismZKNatureWK2014WKgcgWKdbkYcg 50.4 1581

154 xunctionalKimpactKofKglobalKrareKcopyKnumberKvariationKinKautismKspectrumKdisordersZKNatureWK2010WK
fhhWKehjYid 50.4 1499

153 veKnovoKmutationsKrevealedKbyKwholeYexomeKsequencingKareKstronglyKassociatedKwithKautismZK
NatureWK2012WKfjgWKdeiYfc 50.4 1470

152 sKSsSKProcedureKtasedKonK ixtureK odelsKforKwstimatingKvevelopmentalKTrajectoriesZKSociologicall
MethodslandlResearchWK2001WKdkWKeifYeke 2.9 1466

151 PatternsKandKratesKofKexonicKdeKnovoKmutationsKinKautismKspectrumKdisordersZKNatureWK2012WKfjgWKdfdYg 50.4 1300

150  ultipleKrecurrentKdeKnovoKuNVsWKincludingKduplicationsKofKtheKiqccZdeKWilliamsKsyndromeKregionWK
areKstronglyKassociatedKwithKautismZKNeuronWK2011WKibWKjheYjg 13.9 932

149 InsightsKintoKsutismKSpectrumKvisorderKyenomicKsrchitectureKandKtiologyKfromKicKRiskK”ociZK
NeuronWK2015WKjiWKcdcgYcdee 13.9 806

148 IdentificationKofKcommonKgeneticKriskKvariantsKforKautismKspectrumKdisorderZKNaturelGeneticsWK2019WK
gcWKfecYfff 36.3 746

147  ostKgeneticKriskKforKautismKresidesKwithKcommonKvariationZKNaturelGeneticsWK2014WKfhWKjjcYg 36.3 734

146 sKframeworkKforKtheKinterpretationKofKdeKnovoKmutationKinKhumanKdiseaseZKNaturelGeneticsWK2014WK
fhWKkffYgb 36.3 656

145 yeneKexpressionKelucidatesKfunctionalKimpactKofKpolygenicKriskKforKschizophreniaZKNaturel
NeuroscienceWK2016WKckWKcffdYcfge 25.5 622

144 uoexpressionKnetworksKimplicateKhumanKmidfetalKdeepKcorticalKprojectionKneuronsKinKtheK
pathogenesisKofKautismZKCellWK2013WKcggWKkkiYcbbi 56.2 591

143 ”argeYScaleKwxomeKSequencingKStudyKImplicatesKtothKvevelopmentalKandKxunctionalKuhangesKinK
theKNeurobiologyKofKsutismZKCellWK2020WKcjbWKghjYgjfZede 56.2 578

142 yenomeYwideKassociationKidentifiesKmultipleKulcerativeKcolitisKsusceptibilityKlociZKNaturelGeneticsWK
2010WKfdWKeedYi 36.3 491

141 TestingKforKanKunusualKdistributionKofKrareKvariantsZKPLoSlGeneticsWK2011WKiWKecbbcedd 6 465

140 sKgenomeYwideKscanKforKcommonKallelesKaffectingKriskKforKautismZKHumanlMolecularlGeneticsWK2010WK
ckWKfbidYjd 5.6 443
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139 yenomicKcontrolWKaKnewKapproachKtoKgeneticYbasedKassociationKstudiesZKTheoreticallPopulationl
BiologyWK2001WKhbWKcggYhh 1.2 403

138 yenomicKRelationshipsWKNovelK”ociWKandKPleiotropicK echanismsKacrossKwightKPsychiatricKvisordersZK
CellWK2019WKcikWKcfhkYcfjdZecc 56.2 402

137 TheKheritabilityKofKIQZKNatureWK1997WKejjWKfhjYic 50.4 369

136 UlcerativeKcolitisYriskKlociKonKchromosomesKcpehKandKcdqcgKfoundKbyKgenomeYwideKassociationK
studyZKNaturelGeneticsWK2009WKfcWKdchYdb 36.3 325

135 PracticalKtayesianKvensityKwstimationKUsingK ixturesKofKNormalsZKJournalloflthelAmericanlStatisticall
AssociationWK1997WKkdWKjkfYkbd 2.8 303

134 uommonKgeneticKvariantsWKactingKadditivelyWKareKaKmajorKsourceKofKriskKforKautismZKMolecularlAutismWK
2012WKeWKk 6.5 294

133 TheKpowerKofKgenomicKcontrolZKAmericanlJournalloflHumanlGeneticsWK2000WKhhWKckeeYff 11 294

132  odelingKUncertaintyKinK”atentKulassK embershiplKsKuaseKStudyKinKuriminologyZKJournalloflthel
AmericanlStatisticallAssociationWK1999WKkfWKihhYiih 2.8 284

131 IndividualKcommonKvariantsKexertKweakKeffectsKonKtheKriskKforKautismKspectrumKdisordersZKHumanl
MolecularlGeneticsWK2012WKdcWKfijcYkd 5.6 279

130 zIyzKvI wNSIONs”KVsRIst”wKSw”wuTIONZKAnnalsloflStatisticsWK2009WKeiWKdcijYddbc 3.2 260

129 uommonKgeneticKvariantsKinKtheKu”vNdKandKPRSScYPRSSdKlociKalterKriskKforKalcoholYrelatedKandK
sporadicKpancreatitisZKNaturelGeneticsWK2012WKffWKcefkYgf 36.3 223

128 TheKautismYassociatedKchromatinKmodifierKuzvjKregulatesKotherKautismKriskKgenesKduringKhumanK
neurodevelopmentZKNaturelCommunicationsWK2015WKhWKhfbf 17.4 218

127 RefiningKtheKroleKofKdeKnovoKproteinYtruncatingKvariantsKinKneurodevelopmentalKdisordersKbyKusingK
populationKreferenceKsamplesZKNaturelGeneticsWK2017WKfkWKgbfYgcb 36.3 203

126 RareKcompleteKknockoutsKinKhumanslKpopulationKdistributionKandKsignificantKroleKinKautismK
spectrumKdisordersZKNeuronWK2013WKiiWKdegYfd 13.9 190

125 xalseKdiscoveryKcontrolKwithKpYvalueKweightingZKBiometrikaWK2006WKkeWKgbkYgdf 2 174

124 UsingKlinkageKgenomeKscansKtoKimproveKpowerKofKassociationKinKgenomeKscansZKAmericanlJournallofl
HumanlGeneticsWK2006WKijWKdfeYgd 11 173

123 IntegratedKmodelKofKdeKnovoKandKinheritedKgeneticKvariantsKyieldsKgreaterKpowerKtoKidentifyKriskK
genesZKPLoSlGeneticsWK2013WKkWKecbbehic 6 168

122 snKanalyticalKframeworkKforKwholeYgenomeKsequenceKassociationKstudiesKandKitsKimplicationsKforK
autismKspectrumKdisorderZKNaturelGeneticsWK2018WKgbWKidiYieh 36.3 156

(2018-2001)
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121 VitaminKvKinsufficiencyKandKsevereKasthmaKexacerbationsKinKPuertoKRicanKchildrenZKAmericanlJournall
oflRespiratorylandlCriticallCarelMedicineWK2012WKcjhWKcfbYh 10.2 154

120 vensityKwstimationKwithKuonfidenceKSetsKwxemplifiedKbyKSuperclustersKandKVoidsKinKtheKyalaxiesZK
JournalloflthelAmericanlStatisticallAssociationWK1990WKjgWKhciYhdf 2.8 146

119 TheKhugeKPackageKforKzighYdimensionalKUndirectedKyraphKwstimationKinKRZKJournalloflMachinel
LearninglResearchWK2012WKceWKcbgkYcbhd 28.6 141

118 yenomeYwideKdeKnovoKriskKscoreKimplicatesKpromoterKvariationKinKautismKspectrumKdisorderZKScience
WK2018WKehdWK 33.3 134

117 yenomicKuontrolKtoKtheKextremeZKNaturelGeneticsWK2004WKehWKccdkYebmKauthorKreplyKccec 36.3 130

116 TheKautismKsequencingKconsortiumlKlargeYscaleWKhighYthroughputKsequencingKinKautismKspectrumK
disordersZKNeuronWK2012WKihWKcbgdYh 13.9 124

115 OnKtheKidentificationKofKdiseaseKmutationsKbyKtheKanalysisKofKhaplotypeKsimilarityKandKgoodnessKofK
fitZKAmericanlJournalloflHumanlGeneticsWK2003WKidWKjkcYkbd 11 119

114 UnbiasedKmethodsKforKpopulationYbasedKassociationKstudiesZKGeneticlEpidemiologyWK2001WKdcWKdieYjf 2.6 119

113 veKnovoKinsertionsKandKdeletionsKofKpredominantlyKpaternalKoriginKareKassociatedKwithKautismK
spectrumKdisorderZKCelllReportsWK2014WKkWKchYde 10.6 118

112 SNPYbasedKanalysisKofKgeneticKsubstructureKinKtheKyermanKpopulationZKHumanlHeredityWK2006WKhdWKdbYk 1.1 109

111 snalysisKofKrareWKexonicKvariationKamongstKsubjectsKwithKautismKspectrumKdisordersKandKpopulationK
controlsZKPLoSlGeneticsWK2013WKkWKecbbeffe 6 108

110 OnKtheKuseKofKgeneralKcontrolKsamplesKforKgenomeYwideKassociationKstudieslKgeneticKmatchingK
highlightsKcausalKvariantsZKAmericanlJournalloflHumanlGeneticsWK2008WKjdWKfgeYhe 11 106

109 PleiotropyKandKprincipalKcomponentsKofKheritabilityKcombineKtoKincreaseKpowerKforKassociationK
analysisZKGeneticlEpidemiologyWK2008WKedWKkYck 2.6 105

108 wvolutionaryYbasedKassociationKanalysisKusingKhaplotypeKdataZKGeneticlEpidemiologyWK2003WKdgWKfjYgj 2.6 100

107 StabilityKspproachKtoKRegularizationKSelectionKSStsRSTKforKzighKvimensionalKyraphicalK odelsZK
AdvanceslinlNeurallInformationlProcessinglSystemsWK2010WKdfWKcfedYcffb 2.2 98

106 sssociationKstudiesKforKquantitativeKtraitsKinKstructuredKpopulationsZKGeneticlEpidemiologyWK2002WKddWKijYke2.6 96

105 uharacterizationKofKmultilocusKlinkageKdisequilibriumZKGeneticlEpidemiologyWK2005WKdjWKckeYdbh 2.6 95

104 TransmissionadisequilibriumKtestKmeetsKmeasuredKhaplotypeKanalysislKfamilyYbasedKassociationK
analysisKguidedKbyKevolutionKofKhaplotypesZKAmericanlJournalloflHumanlGeneticsWK2001WKhjWKcdgbYhe 11 90
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103 vsWNlKaKframeworkKtoKidentifyKautismKgenesKandKsubnetworksKusingKgeneKexpressionKandKgeneticsZK
MolecularlAutismWK2014WKgWKdd 6.5 89

102 PracticalKtayesianKvensityKwstimationKUsingK ixturesKofKNormals 89

101 snalysisKofKsingleYlocusKtestsKtoKdetectKgeneadiseaseKassociationsZKGeneticlEpidemiologyWK2005WKdjWKdbiYck2.6 88

100 ScreenKandKcleanlKaKtoolKforKidentifyingKinteractionsKinKgenomeYwideKassociationKstudiesZKGeneticl
EpidemiologyWK2010WKefWKdigYjg 2.6 87

99 xlexibleKparametricKmeasurementKerrorKmodelsZKBiometricsWK1999WKggWKffYgf 1.8 82

98 visequilibriumKmappinglKcompositeKlikelihoodKforKpairwiseKdisequilibriumZKGenomicsWK1996WKehWKcYch 4.3 82

97 voKcommonKvariantsKplayKaKroleKinKriskKforKautismqKwvidenceKandKtheoreticalKmusingsZKBrainlResearch
WK2011WKcejbWKijYjf 3.7 80

96 TranscriptionalKconsequencesKofKchpccZdKdeletionKandKduplicationKinKmouseKcortexKandKmultiplexK
autismKfamiliesZKAmericanlJournalloflHumanlGeneticsWK2014WKkfWKjibYje 11 78

95 sKyraphicalKTechniqueKforKveterminingKtheKNumberKofKuomponentsKinKaK ixtureKofKNormalsZK
JournalloflthelAmericanlStatisticallAssociationWK1994WKjkWKfjiYfkg 2.8 77

94 ImprovingKpowerKinKgenomeYwideKassociationKstudieslKweightsKtipKtheKscaleZKGeneticlEpidemiologyWK
2007WKecWKifcYi 2.6 76

93 viscoveringKgeneticKancestryKusingKspectralKgraphKtheoryZKGeneticlEpidemiologyWK2010WKefWKgcYk 2.6 74

92 yenomeYWideKSignificanceK”evelsKandKWeightedKzypothesisKTestingZKStatisticallScienceWK2009WKdfWKekjYfce2.4 74

91 sfricanKancestryKandKlungKfunctionKinKPuertoKRicanKchildrenZKJournalloflAllergylandlClinicall
ImmunologyWK2012WKcdkWKcfjfYkbZeh 11.5 73

90 sKSemiparametricK ixtureKspproachKtoKuaseYuontrolKStudiesKwithKwrrorsKinKuovariablesZKJournallofl
thelAmericanlStatisticallAssociationWK1996WKkcWKiddYied 2.8 73

89 ”andscapeKofKuonditionalKeQT”KinKvorsolateralKPrefrontalKuortexKandKuoYlocalizationKwithK
SchizophreniaKyWsSZKAmericanlJournalloflHumanlGeneticsWK2018WKcbdWKcchkYccjf 11 73

88 spplicationKofK aximumK”ikelihoodK ethodsKtoKPopulationKyeneticKvataKforKtheKwstimationKofK
IndividualKxertilitiesZKBiometricsWK1989WKfgWKehe 1.8 70

87 ylobalKspectralKclusteringKinKdynamicKnetworksZKProceedingsloflthelNationallAcademyloflScienceslofl
thelUnitedlStatesloflAmericaWK2018WKccgWKkdiYked 11.5 65

86 snalysisKofKmultilocusKmodelsKofKassociationZKGeneticlEpidemiologyWK2003WKdgWKehYfi 2.6 65

(2003-2014)

5



85 sKstatisticalKmodelKforKlocatingKregulatoryKregionsKinKgenomicKvNsZKJournalloflMolecularlBiologyWK
1997WKdhjWKjYcf 6.5 61

84 sKtayesianKsemiparametricKmodelKforKcaseYcontrolKstudiesKwithKerrorsKinKvariablesZKBiometrikaWK1997
WKjfWKgdeYgei 2 57

83 zighYdensityKassociationKstudyKofKejeKcandidateKgenesKforKvolumetricKt vKatKtheKfemoralKneckKandK
lumbarKspineKamongKolderKmenZKJournalloflBonelandlMinerallResearchWK2009WKdfWKdbekYfk 6.3 54

82 zaplotypeKfineKmappingKbyKevolutionaryKtreesZKAmericanlJournalloflHumanlGeneticsWK2000WKhhWKhgkYie 11 53

81  odelingKUncertaintyKinK”atentKulassK embershiplKsKuaseKStudyKinKuriminology 53

80 ResidualKviagnosticsKforK ixtureK odelsZKJournalloflthelAmericanlStatisticallAssociationWK1992WKjiWKijgYikf2.8 49

79 vNsKxingerprintinglKsKReviewKofKtheKuontroversyZKStatisticallScienceWK1994WKkWK 2.4 46

78 snKinteractomeKperturbationKframeworkKprioritizesKdamagingKmissenseKmutationsKforK
developmentalKdisordersZKNaturelGeneticsWK2018WKgbWKcbedYcbfb 36.3 44

77 uandidateKgeneKanalysisKofKfemoralKneckKtrabecularKandKcorticalKvolumetricKboneKmineralKdensityKinK
olderKmenZKJournalloflBonelandlMinerallResearchWK2010WKdgWKeebYj 6.3 44

76  ixtureKmodelsKforKlinkageKanalysisKofKaffectedKsiblingKpairsKandKcovariatesZKGeneticlEpidemiologyWK
2002WKddWKgdYhg 2.6 44

75 yenomicKcontrolKforKassociationKstudieslKaKsemiparametricKtestKtoKdetectKexcessYhaplotypeKsharingZK
BiostatisticsWK2000WKcWKehkYji 3.7 44

74 WholeYyenomeKandKRNsKSequencingKRevealKVariationKandKTranscriptomicKuoordinationKinKtheK
vevelopingKzumanKPrefrontalKuortexZKCelllReportsWK2020WKecWKcbifjk 10.6 43

73 sKUNIxIwvKSTsTISTIus”KxRs wWOR“KxORKSINy”wKuw””KsNvKtU”“KRNsKSwQUwNuINyKvsTsZK
AnnalsloflAppliedlStatisticsWK2018WKcdWKhbkYhed 2.1 42

72 xorensicKInferenceKfromKvNsKxingerprintsZKJournalloflthelAmericanlStatisticallAssociationWK1992WKjiWKeeiYegb2.8 38

71 SemisoftKclusteringKofKsingleYcellKdataZKProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericaWK2019WKcchWKfhhYfic 11.5 36

70 uommonKriskKvariantsKidentifiedKinKautismKspectrumKdisorder 32

69 TheKYinKandKYangKofKsutismKyeneticslKzowKRareKveKNovoKandKuommonKVariationsKsffectK”iabilityZK
AnnuallReviewloflGenomicslandlHumanlGeneticsWK2017WKcjWKchiYcji 9.7 31

68 sPOwKandKTRw dKregulateKamyloidYresponsiveKmicrogliaKinKslzheimerRsKdiseaseZKActal
NeuropathologicaWK2020WKcfbWKfiiYfke 14.3 31
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67 vepressionKandKmentalKhealthKhelpYseekingKbehaviorsKinKaKpredominantlyKsfricanKsmericanK
populationKofKchildrenKandKadolescentsKwithKepilepsyZKEpilepsiaWK2009WKgbWKckfeYgd 6.4 30

66 zeritableKVariationWKWithK”ittleKorKNoK aternalKwffectWKsccountsKforKRecurrenceKRiskKtoKsutismK
SpectrumKvisorderKinKSwedenZKBiologicallPsychiatryWK2018WKjeWKgjkYgki 7.9 28

65 TO  fbKpolyYTKrepeatKlengthsWKageKofKonsetKandKpsychosisKriskKinKslzheimerKdiseaseZKNeurobiologyl
oflAgingWK2011WKedWKdedjZecYk 5.6 28

64 yenomeYwideKdistributionKofKlinkageKdisequilibriumKinKtheKpopulationKofKPalauKandKitsKimplicationsK
forKgeneKflowKinKRemoteKOceaniaZKHumanlGeneticsWK2001WKcbjWKgdcYj 6.3 28

63 sKUnifiedKTreatmentKofKIntegerKParameterK odelsZKJournalloflthelAmericanlStatisticallAssociationWK
1987WKjdWKigjYihf 2.8 28

62 sKyraphicalKTechniqueKforKveterminingKtheKNumberKofKuomponentsKinKaK ixtureKofKNormals 28

61 UniquenessKofKestimationKandKidentifiabilityKinKmixtureKmodelsZKCanadianlJournalloflStatisticsWK1993WK
dcWKcekYcfi 0.4 25

60 NwTWOR“KsSSISTwvKsNs”YSISKTOKRwVws”KTzwKywNwTIuKtsSISKOxKsUTIS ZKAnnalsloflAppliedl
StatisticsWK2015WKkWKcgicYchbb 2.1 24

59 uopyKnumberKvariantsKforKschizophreniaKandKrelatedKpsychoticKdisordersKinKOceanicKPalaulKriskKandK
transmissionKinKextendedKpedigreesZKBiologicallPsychiatryWK2011WKibWKcccgYdc 7.9 23

58 OutlierKvetectionKandKxalseKviscoveryKRatesKforKWholeYyenomeKvNsK atchingZKJournalloflthel
AmericanlStatisticallAssociationWK2003WKkjWKdehYdfh 2.8 23

57 IntegrationKofKassociationKstatisticsKoverKgenomicKregionsKusingKtayesianKadaptiveKregressionK
splinesZKHumanlGenomicsWK2003WKcWKdbYk 6.8 22

56 ”argeYscaleKexomeKsequencingKstudyKimplicatesKbothKdevelopmentalKandKfunctionalKchangesKinKtheK
neurobiologyKofKautism 21

55 vifferentialKactivityKofKtranscribedKenhancersKinKtheKprefrontalKcortexKofKgeiKcasesKwithK
schizophreniaKandKcontrolsZKMolecularlPsychiatryWK2019WKdfWKchjgYchkg 15.1 20

54 PositiveKSemidefiniteKRankYbasedKuorrelationK atrixKwstimationKwithKspplicationKtoK
SemiparametricKyraphKwstimationZKJournalloflComputationallandlGraphicallStatisticsWK2014WKdeWKjkgYkdd 1.4 20

53 sKSemiparametricK ixtureKspproachKtoKuaseYuontrolKStudiesKwithKwrrorsKinKuovariables 20

52 sKSPwuTRs”KyRsPzKsPPROsuzKTOKvISuOVwRINyKywNwTIuKsNuwSTRYZKAnnalsloflAppliedlStatisticsWK
2010WKfWKcikYdbd 2.1 19

51 ResidualKviagnosticsKforK ixtureK odels 19

50 sKtayesianKhierarchicalKmodelKforKalleleKfrequenciesZKGeneticlEpidemiologyWK2001WKdbWKciYee 2.6 18

(2001-2009)
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49 OverdispersionKviagnosticsKforKyeneralizedK”inearK odelsZKJournalloflthelAmericanlStatisticall
AssociationWK1995WKkbWKcddgYcdeh 2.8 17

48 SearchingKforKdiseaseKsusceptibilityKvariantsKinKstructuredKpopulationsZKGenomicsWK2009WKkeWKcYf 4.3 14

47 sK ethodKtoKwxploitKtheKStructureKofKyeneticKsncestryKSpaceKtoKwnhanceKuaseYuontrolKStudiesZK
AmericanlJournalloflHumanlGeneticsWK2016WKkjWKjgiYjhj 11 14

46 UsingKancestryKmatchingKtoKcombineKfamilyYbasedKandKunrelatedKsamplesKforKgenomeYwideK
associationKstudiesZKStatisticslinlMedicineWK2010WKdkWKdkedYfg 2.3 13

45 UsingKmultipleKmeasurementsKofKtissueKtoKestimateKsubjectYKandKcellYtypeYspecificKgeneKexpressionZK
BioinformaticsWK2020WKehWKijdYijj 7.2 13

44 xunctionalKconnectomeKfingerprintingKaccuracyKinKyouthsKandKadultsKisKsimilarKwhenKexaminedKonK
theKsameKdayKandKcZgYyearsKapartZKHumanlBrainlMappingWK2020WKfcWKfcjiYfckk 5.9 11

43 WholeKexomeKsequencingKrevealsKminimalKdifferencesKbetweenKcellKlineKandKwholeKbloodKderivedK
vNsZKGenomicsWK2013WKcbdWKdibYi 4.3 11

42 uommentsKonKtheKStatisticalKsspectsKofKtheKNRuRsKReportKonKvNsKTypingZKJournalloflForensicl
SciencesWK1994WKekWKceghjJ 1.8 11

41 xorensicKInferenceKfromKvNsKxingerprints 11

40 TwSTINyKzIyzYvI wNSIONs”KuOVsRIsNuwK sTRIuwSWKWITzKsPP”IusTIONKTOKvwTwuTINyK
SuzIZOPzRwNIsKRIS“KywNwSZKAnnalsloflAppliedlStatisticsWK2017WKccWKcjcbYcjec 2.1 10

39 yeneticKliabilityKtoKschizophreniaKinKOceanicKPalaulKaKsearchKinKtheKaffectedKandKmaternalK
generationZKHumanlGeneticsWK2007WKcdcWKhigYjf 6.3 10

38 OverdispersionKviagnosticsKforKyeneralizedK”inearK odels 9

37 RwxININyKywNwTIus””YKINxwRRwvKRw”sTIONSzIPSKUSINyKTRww”wTKuOVsRIsNuwKS OOTzINyZK
AnnalsloflAppliedlStatisticsWK2013WKiWKhhkYhkb 2.1 8

36 veKnovoKmissenseKvariantsKdisruptingKproteinYproteinKinteractionsKaffectKriskKforKautismKthroughK
geneKcoYexpressionKandKproteinKnetworksKinKneuronalKcellKtypesZKMolecularlAutismWK2020WKccWKih 6.5 8

35 zY sy sWKinheritingKaKshakyKstatisticalKfoundationWKyieldsKexcessKfalseKpositivesZKAnnalsloflHumanl
GeneticsWK2021WKjgWKkiYcbb 2.2 7

34 IntegrationKandKtransferKlearningKofKsingleYcellKtranscriptomesKviaKcxITZKProceedingsloflthelNationall
AcademyloflSciencesloflthelUnitedlStatesloflAmericaWK2021WKccjWK 11.5 7

33 ulusteringKandKalignmentKofKpolymorphicKsequencesKforKz”sYvRtcKgenotypingZKPLoSlONEWK2013WKjWKegkjeg3.7 6

32 ”imitedKcontributionKofKrareWKnoncodingKvariationKtoKautismKspectrumKdisorderKfromKsequencingKofK
dWbihKgenomesKinKquartetKfamilies 6
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31 NotKsllKsutismKyenesKsreKureatedKwquallKsKResponseKtoK yersKet´ alZKAmericanlJournalloflHumanl
GeneticsWK2020WKcbiWKcbbbYcbbe 11 5

30 STRUuTURwvWKSPsRSwKRwyRwSSIONKWITzKsPP”IusTIONKTOKzIVKvRUyKRwSISTsNuwZKAnnalslofl
AppliedlStatisticsWK2011WKgWKhdjYhff 2.1 5

29 RefiningKtheKroleKofKdeKnovoKproteinKtruncatingKvariantsKinKneurodevelopmentalKdisordersKusingK
populationKreferenceKsamples 5

28 uonditionalKresamplingKimprovesKcalibrationKandKsensitivityKinKsingleYcellKuRISPRKscreenKanalysis 5

27 xunctionalKconnectomeKfingerprintingKaccuracyKinKyouthsKandKadultsKisKsimilarKwhenKexaminedKonK
theKsameKdayKandKcZgKyearsKapart 5

26 viscoveryKofKtargetKgenesKandKpathwaysKofKbloodKtraitKlociKusingKpooledKuRISPRKscreensKandKsingleK
cellKRNsKsequencing 5

25
sKselectiveKinferenceKapproachKforKfalseKdiscoveryKrateKcontrolKusingKmultiomicsKcovariatesKyieldsK
insightsKintoKdiseaseKriskZKProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaWK2020WKcciWKcgbdjYcgbeg

11.5 4

24 uharacterizingKrunsKofKhomozygosityKandKtheirKimpactKonKriskKforKpsychosisKinKaKpopulationKisolateZK
AmericanlJournalloflMedicallGeneticslPartlB:lNeuropsychiatriclGeneticsWK2014WKchgtWKgdcYeb 3.5 4

23 RareKcodingKvariationKilluminatesKtheKallelicKarchitectureWKriskKgenesWKcellularKexpressionKpatternsWK
andKphenotypicKcontextKofKautism 4

22 PrevalenceKandKphenotypicKimpactKofKrareKpotentiallyKdamagingKvariantsKinKautismKspectrumK
disorderZKMolecularlAutismWK2021WKcdWKhg 6.5 4

21 wSuOlKsingleKcellKexpressionKsimulationKincorporatingKgeneKcoYexpressionZKBioinformaticsWK2021WK 7.2 4

20  IRslKmutualKinformationYbasedKreporterKalgorithmKforKmetabolicKnetworksZKBioinformaticsWK2014WK
ebWKicigYjf 7.2 3

19 zY sy sWKinheritingKaKshakyKstatisticalKfoundationWKyieldsKexcessKfalseKpositives 3

18 RestingYStateKxunctionalKNetworkKOrganizationKIsKStableKscrossKsdolescentKvevelopmentKforK
TypicalKandKPsychosisKSpectrumKYouthZKSchizophrenialBulletinWK2020WKfhWKekgYfbi 1.3 2

17 tinningKclonesKbyKhybridizationKwithKcomplexKprobeslKstatisticalKrefinementKofKanKinnerKproductK
mappingKmethodZKGenomicsWK1997WKfcWKcfcYgf 4.3 2

16 â��ReplyKtoKOlsonâ��ZKGeneticlEpidemiologyWK2002WKdeWKffkYfgg 2.6 2

15  omentYbasedKoscillationKpropertiesKofKmixtureKmodelsZKAnnalsloflStatisticsWK1997WKdgWK 3.2 2

14 TheKyeneticKsrchitectureKofKObsessiveYuompulsiveKvisorderlKuontributionKofK”iabilityKtoKOuvKxromK
sllelesKscrossKtheKxrequencyKSpectrumZKAmericanlJournalloflPsychiatryWK2021WKappiajpdbdcdcbcbcbc 11.9 2

(2021-2020)
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13 zowKrareKandKcommonKriskKvariationKjointlyKaffectKliabilityKforKautismKspectrumKdisorderZKMolecularl
AutismWK2021WKcdWKhh 6.5 2

12 tayesianKestimationKofKcellYtypeYspecificKgeneKexpressionKperKbulkKsampleKwithKpriorKderivedKfromK
singleYcellKdata 2

11 wxponentialYxamilyKwmbeddingKWithKspplicationKtoKuellKvevelopmentalKTrajectoriesKforKSingleYuellK
RNsYSeqKvataZKJournalloflthelAmericanlStatisticallAssociationWK2021WKcchWKfgiYfib 2.8 2

10 SuwPTRwKimprovesKcalibrationKandKsensitivityKinKsingleYcellKuRISPRKscreenKanalysisZZKGenomelBiologyWK
2021WKddWKeff 18.3 2

9 snalysisKofKSharedKzaplotypesKamongstKPalauansK apsK”ociKforKPsychoticKvisordersKtoKfqdjKandK
gqdeYqecZKMolecularlNeuropsychiatryWK2017WKdWKcieYcjf 4.9 1

8 zowKrareKandKcommonKriskKvariationKjointlyKaffectKliabilityKforKautismKspectrumKdisorder 1

7 NewKmutationsWKoldKstatisticalKchallenges 1

6 sKUnitedKStatisticalKxrameworkKforKSingleKuellKandKtulkKSequencingKvata 1

5 uellKtypeKhierarchyKreconstructionKviaKreconciliationKofKmultiYresolutionKclusterKtreeZKNucleiclAcidsl
ResearchWK2021WKfkWKekc 20.1 1

4 uovarianceYbasedKsampleKselectionKforKheterogeneousKdatalKspplicationsKtoKgeneKexpressionKandK
autismKriskKgeneKdetectionZKJournalloflthelAmericanlStatisticallAssociationWK2021WKcchWKgfYhi 2.8 1

3 TheKgeneticKarchitectureKofKobsessiveYcompulsiveKdisorderlKallelesKacrossKtheKfrequencyKspectrumK
contributeKliabilityKtoKOuv 1

2 tayesianKestimationKofKcellKtypeYspecificKgeneKexpressionKwithKpriorKderivedKfromKsingleYcellKdataZK
GenomelResearchWK2021WKecWKcjbiYcjcj 9.7 0

1 RejoinderKforKâ��wxponentialYxamilyKwmbeddingKWithKspplicationKtoKuellKvevelopmentalKTrajectoriesK
forKSingleYuellKRNsYSeqKvataâ��ZKJournalloflthelAmericanlStatisticallAssociationWK2021WKcchWKfijYfjb 2.8
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