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Fully codon-optimized luciferase uncovers novel temperature characteristics of the Neurospora
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activity. Applied and Environmental Microbiology, 2003, 69, 6257-63 4 5
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neurospora clock protein FRQ. Molecular Cell, 2013, 52, 832-43
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Heterologous expression of laccase cDNA from Ceriporiopsis subvermispora yields
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Oxidation reactions catalyzed by manganese peroxidase isoenzymes from Ceriporiopsis 3 L
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Circadian rhythms synchronize mitosis in Neurospora crassa. Proceedings of the National Academy of
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4 Neurospora and Other Fungi. Advances in Genetics, 2015, 92, 107-84 33 32

High-resolution spatiotemporal analysis of gene expression in real time: in vivo analysis of circadian
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Optogenetic switches for light-controlled gene expression in yeast. Applied Microbiology and
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The bZIP Transcription Factor HAC-1 Is Involved in the Unfolded Protein Response and Is Necessary
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Fungal Light-Oxygen-Voltage Domains for Optogenetic Control of Gene Expression and

3 Flocculation in Yeast. MBio, 2018, 9, 78 22

A developmental cycle masks output from the circadian oscillator under conditions of choline

deficiency in Neurospora. Proceedings of the National Academy of Sciences of the United States of
America, 2007, 104, 20102-7




Luis F LARRONDO

Environmental responses and the control of iron homeostasis in fungal systems. Applied 18
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Molecular and structural modeling of the Phanerochaete flavido-alba extracellular laccase reveals
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Incomplete processing of peroxidase transcripts in the lignin degrading fungus Phanerochaete
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16 Phanerochaete chrysosporium Genomics. Applied Mycology and Biotechnology, 2005, 5, 315-352 6

The Clock Keeps on Ticking: Emerging Roles for Circadian Regulation in the Control of Fungal
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