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l Paper IF Citations

112 ussociationMgeneticsMofMcoastalMxouglasMfirMUPseudotsugaMmenziesiiMvarbMmenziesii]MPinaceaeVbM–bM
woldahardinessMrelatedMtraitsbMGenetics]M2009]Melf]Meflmagdf 4 168

111 zorestatreeMpopulationMgenomicsMandMadaptiveMevolutionbMNewcPhytologist]M2006]Mekd]Mffkagl 9.8 168

110 NucleotideMdiversityMandMlinkageMdisequilibriumMinMcoldahardinessaMandMwoodMqualityarelatedM
candidateMgenesMinMxouglasMfirbMGenetics]M2005]Meke]Mfdfmahe 4 132

109 womparativeMmappingMinMtheMPinaceaebMGenetics]M2004]Mejl]Mhhkaje 4 103

108 MixedaspeciesMversusMmonoculturesMinMplantationMforestrynMxevelopment]Mbenefits]MecosystemM
servicesMandMperspectivesMforMtheMfuturebMGlobalcEcologycandcConservation]M2018]Mei]Meddhem 2.8 100

107 RuPxsMandMallozymesMexhibitMsimilarMlevelsMofMdiversityMandMdifferentiationMamongMpopulationsMandM
racesMofMxouglasafirbMHeredity]M1998]Mle]Mjmakl 3.6 93

106
MultilocusMpatternsMofMnucleotideMdiversityMandMdivergenceMrevealMpositiveMselectionMatMcandidateM
genesMrelatedMtoMcoldMhardinessMinMcoastalMxouglasMzirMUPseudotsugaMmenziesiiMvarbMmenziesiiVbM
Genetics]M2009]Melg]Mflmaml

4 79

105 –ntrogressiveMhybridizationMandMphylogeneticMrelationshipsMbetweenMNorway]MPiceaMabiesMULbVMKarstb]M
andMSiberian]MPbMobovataMLedebb]MspruceMspeciesMstudiedMbyMisozymeMlocibMHeredity]M1995]Mkh]Mhjhahld 3.6 66

104 StructureMandMexpressionMofMduplicateMu…uMOUSMorthologuesMinMpoplarbMPlantcMolecularcBiology]M
2000]Mhh]Mjemagh 4.6 65

103 NuclearMxNuMdiversity]MpopulationMdifferentiation]MandMphylogeneticMrelationshipsMinMtheMwaliforniaM
closedaconeMpinesMbasedMonMRuPxMandMallozymeMmarkersbMGenome]M1999]Mhf]Mlmgamdl 2.4 65

102 uMxyz–w–yNSMhomologMfromMtheMdioeciousMtreeMblackMcottonwoodMisMexpressedMinMfemaleMandMmaleM
floralMmeristemsMofMtheMtwoawhorled]MunisexualMflowersbMPlantcPhysiology]M2000]Mefh]Mjfkahd 6.6 51

101 unMannotatedMgeneticMmapMofMloblollyMpineMbasedMonMmicrosatelliteMandMcxNuMmarkersbMBMCcGenetics
]M2011]Mef]Mek 2.6 50

100 yvolutionMofMexonaintronMstructureMandMalternativeMsplicingbMPLoScONE]M2011]Mj]Meeldii 3.7 50

99 MappingMofMquantitativeMtraitMlociMcontrollingMadaptiveMtraitsMinMcoastalMxouglasafirbM–VbM
woldahardinessMQTLMverificationMandMcandidateMgeneMmappingbMMolecularcBreeding]M2005]Mei]Mehiaeij 3.4 46

98 ’ighlyMvariableMSSRMmarkersMinMxouglasafirnMMendelianMinheritanceMandMmapMlocationsbMTheoreticalc
andcAppliedcGenetics]M2004]Medl]Mlkgald 6 39

97 …eneticMstructureMandMassociationMmappingMofMadaptiveMandMselectiveMtraitsMinMtheMeastMTexasMloblollyM
pineMUPinusMtaedaMLbVMbreedingMpopulationsbMTreecGeneticscandcGenomes]M2013]Mm]Meejeaeekl 2.1 36

96 SelfacitationMcanMinflateMhaindexbMScientometrics]M2008]Mkk]Mgkgagki 3 36
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95 yxomeMgenotyping]MlinkageMdisequilibriumMandMpopulationMstructureMinMloblollyMpineMUPinusMtaedaMLbVbM
BMCcGenomics]M2016]Mek]Mkgd 4.5 35

94 RuPxM…enomeMmapsMofMxouglasafirM1998]Mlm]Memkafdi 35

93 ystimationMofMpopulationMstructureMinMcoastalMxouglasafirM[PseudotsugaMmenziesiiMUMirbbVMzrancoMvarbM
menziesii]MusingMallozymeMandMmicrosatelliteMmarkersbMTreecGeneticscandcGenomes]M2009]Mi]Mjheajil 2.1 34

92 RelationshipsMamongMtheMSprucesMUPicea]MPinaceaeVMofMSouthwesternMNorthMumericabMSystematicc
Botany]M2004]Mfm]Mfkiafmi 0.7 33

91 uMReferenceM…enomeMSequenceMforMtheMyuropeanMSilverMzirMUMMillbVnMuMwommunitya…eneratedM
…enomicMResourcebMGy:cGenespcGenomespcGenetics]M2019]Mm]Mfdgmafdhm 3.2 29

90 RuPxMmarkersMofMmitochondrialMoriginMexhibitMlowerMpopulationMdiversityMandMhigherMdifferentiationM
thanMRuPxsMofMnuclearMoriginMinMxouglasMfirbMMolecularcEcology]M1998]Mk]Mldealef 5.7 25

89 MobileMgeneticMelementsMexplainMsizeMvariationMinMtheMmitochondrialMgenomesMofMfourM
closelyarelatedMurmillariaMspeciesbMBMCcGenomics]M2019]Mfd]Mgie 4.5 24

88 StepwiseMlargeMgenomeMassemblyMapproachnMaMcaseMofMSiberianMlarchMULarixMsibiricaMLedebVbMBMCc
Bioinformatics]M2019]Mfd]Mgk 3.6 24

87 xevelopmentMofMgeneticMmarkersMinMyucalyptusMspeciesMbyMtargetMenrichmentMandMexomeM
sequencingbMPLoScONE]M2015]Med]Medeejifl 3.7 24

86 LandscapeM…enomicsnMUnderstandingMRelationshipsMvetweenMynvironmentalM’eterogeneityMandM
…enomicMwharacteristicsMofMPopulationsbMPopulationcGenomics]M2017]Mfjeagff 1.4 23

85 ussociationMgeneticsMofMgrowthMandMadaptiveMtraitsMinMloblollyMpineMUPinusMtaedaMLbVMusingM
wholeaexomeadiscoveredMpolymorphismsbMTreecGeneticscandcGenomes]M2017]Meg]Me 2.1 21

84 SeedMdispersalMatMalpineMtreelinenManMassessmentMofMseedMmovementMwithinMtheMalpineMtreelineM
ecotonebMEcosphere]M2017]Ml]Medejhm 3.1 20

83 LandscapeMgenomicMinsightsMintoMtheMhistoricMmigrationMofMmountainMhemlockMinMresponseMtoM
’oloceneMclimateMchangebMAmericancJournalcofcBotany]M2017]Medh]Mhgmahid 2.7 20

82 –solationMofMaMfullalengthMwwâ��NvSâ��LRRMresistanceMgeneManalogMcandidateMfromMsugarMpineMshowingM
lowMnucleotideMdiversitybMTreecGeneticscandcGenomes]M2006]Mf]Mkjali 2.1 20

81 …eneticMvariationMandMsignaturesMofMnaturalMselectionMinMpopulationsMofMyuropeanMbeechMUzagusM
sylvaticaMLbVMalongMprecipitationMgradientsbMTreecGeneticscandcGenomes]M2018]Meh]Me 2.1 20

80 wonservedMorthologMsetsMinMforestMtreesbMTreecGeneticscandcGenomes]M2006]Mg]Mjeakd 2.1 18

79 ResponseMofMzourMTreeMSpeciesMtoMwhangingMwlimateMinMaMMoistureaLimitedMureaMofMSouthMSiberiabM
Forests]M2019]Med]Mmmm 2.8 15

78 –ntegratingMxNuMvarcodingMandMTraditionalMTaxonomyMforMtheM–dentificationMofMxipterocarpsMinM
RemnantMLowlandMzorestsMofMSumatrabMPlants]M2019]Ml]M 4.5 14

(2019-2016)
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77
xetectingMtheMgeneticMbasisMofMlocalMadaptationMinMloblollyMpineMUMLbVMusingMwholeMexomeawideM
genotypingMandManMintegrativeMlandscapeMgenomicsManalysisMapproachbMEcologycandcEvolution]M2019]M
m]Mjkmlajldm

2.8 12

76 …eneMzlow]MSpatialMStructure]MLocalMudaptation]MandMussistedMMigrationMinMTreesM2012]Mkeaeej 12

75 TransferabilityMandMPolymorphismMofMSSRMMarkersMLocatedMinMzlavonoidMPathwayM…enesMinMandM
SpeciesbMGenes]M2019]Mee]M 4.2 12

74 PopulationMypigenomicsnMudvancingMUnderstandingMofMPhenotypicMPlasticity]Mucclimation]M
udaptationMandMxiseasesbMPopulationcGenomics]M2018]Mekmafjd 1.4 12

73 wolonizationMhistoryMofMScotsMpineMinMyasternMyuropeMandMNorthMusiaMbasedMonMmitochondrialMxNuM
variationbMTreecGeneticscandcGenomes]M2018]Meh]Me 2.1 10

72
TheMeffectMofMindividualMgeneticMheterozygosityMonMgeneralMhomeostasis]MheterosisMandMresilienceMinM
SiberianMlarchMULarixMsibiricaMLedebbVMusingMdendrochronologyMandMmicrosatelliteMlociMgenotypingbM
Dendrochronologia]M2016]Mgl]Mfjagk

2.8 10

71
SomaclonalMvariationMofMhaploidMinMvitroMtissueMcultureMobtainedMfromMSiberianMlarchMULarixMsibiricaM
LedebbVMmegagametophytesMforMwholeMgenomeMdeMnovoMsequencingbMIncVitrocCellularcandc
DevelopmentalcBiologycrcPlant]M2014]Mid]Mjiiajjh

2.3 10

70 SavingMtheMworldTsMashMforestsMcallsMforMinternationalMcooperationMnowbMNaturecEcologycandcEvolution
]M2019]Mg]Meheaehh 12.3 10

69 PredictingMudaptiveM…eneticMVariationMofMLoblollyMPineMUPinusMtaedaMLbVMPopulationsMUnderMProjectedM
zutureMwlimatesMvasedMonMMultivariateMModelsbMJournalcofcHeredity]M2019]Meed]Mlikalji 2.4 9

68 xeMnovoMassemblingMandMprimaryManalysisMofMgenomeMandMtranscriptomeMofMgrayMwhaleMyschrichtiusM
robustusbMBMCcEvolutionarycBiology]M2017]Mek]Mfil 3 9

67 xevelopmentMofMnewMmitochondrialMxNuMmarkersMinMScotsMpineMUPinusMsylvestrisMLbVMforMpopulationM
andMphylogeographicMstudiesbMRussiancJournalcofcGenetics]M2015]Mie]Meemmaefdg 0.6 9

66
…eneticMdiversityMandMdifferentiationMofMintroducedMredMoakMUQuercusMrubraVMinM…ermanyMinM
comparisonMwithMreferenceMnativeMNorthMumericanMpopulationsbMEuropeancJournalcofcForestcResearch
]M2019]Megl]Mfkiafli

2.7 8

65 zromMpopulationMgeneticsMtoMpopulationMgenomicsMofMforestMtreesnM–ntegratedMpopulationMgenomicsM
approachbMRussiancJournalcofcGenetics]M2006]Mhf]Medllaeedd 0.6 8

64 yxploringMtheMgeneticMbasisMofMgeneMtranscriptMabundanceMandMmetaboliteMlevelsMinMloblollyMpineM
UPinusMtaedaMLbVMusingMassociationMmappingMandMnetworkMconstructionbMBMCcGenetics]M2018]Mem]Medd 2.6 8

63 SiberianMlarchMULarixMsibiricaMLedebbVMchloroplastMgenomeMandMdevelopmentMofMpolymorphicM
chloroplastMmarkersbMBMCcBioinformatics]M2019]Mfd]Mgl 3.6 7

62 MorphologicalMandMgeneticMdiversityMofMsheaMtreeMUVitellariaMparadoxaVMinMtheMsavannahMregionsMofM
…hanabMGeneticcResourcescandcCropcEvolution]M2017]Mjh]Mefigaefjl 2 7

61
…rowthMandM–tsMRelationshipMtoM–ndividualM…eneticMxiversityMofMMountainM’emlockMUTsugaM
mertensianaVMatMulpineMTreelineMinMulaskanMwombiningMxendrochronologyMandM…enomicsbMForests]M
2017]Ml]Mhel

2.8 7

60 ullozymeMevidenceMforMpolyzygoticMpolyembryonyMinMSiberianMstoneMpineMUPinusMsibiricaMxuMTourVbM
TheoreticalcandcAppliedcGenetics]M1995]Mmd]Mleeal 6 7
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59
…eneticMstructureMofMcoastMredwoodMUSequoiaMsempervirensM[xbMxon]MyndlbVMpopulationsMinMandM
outsideMofMtheMnaturalMdistributionMrangeMbasedMonMnuclearMandMchloroplastMmicrosatelliteMmarkersbM
PLoScONE]M2020]Mei]Medfhgiij

3.7 7

58 ’ighMMorphologicalMxifferentiationMinMwrownMurchitectureMwontrastsMwithMLowMPopulationM…eneticM
StructureMofM…ermanMNorwayMSpruceMStandsbMForests]M2018]Mm]Mkif 2.8 7

57 â�ƒzellMUpasMSits]MtheM’ydraaTreeMofMxeathM]MorMtheMPhytotoxicityMofMTreesbMMolecules]M2019]Mfh]M 4.8 6

56 wonservationMgeneticsMandMevolutionaryMhistoryMofM…leditsiaMcaspicanM–nferencesMfromMallozymeM
diversityMinMpopulationsMfromMuzerbaijanbMConservationcGenetics]M2004]Mi]Memiafdh 2.6 6

55 SiberianMlarchMULarixMsibiricaMLedebbVMmitochondrialMgenomeMassembledMusingMbothMshortMandMlongM
nucleotideMsequenceMreadsMisMcurrentlyMtheMlargestMknownMmitogenomebMBMCcGenomics]M2020]Mfe]Mjih 4.5 6

54 xevelopmentMofMmicrosatelliteMgeneticMmarkersMinMSiberianMstoneMpineMUPinusMsibiricaMxuMTourVMbasedM
onMtheMdeMnovoMwholeMgenomeMsequencingbMRussiancJournalcofcGenetics]M2016]Mif]Mefjgaefke 0.6 6

53 PlantMresponsesMtoMglobalMchangenMnextMgenerationMbiogeographybMPhysicalcGeography]M2016]Mgk]Mmgaeem 1.8 6

52 xifferentialMexpressionMofMfloweringMgenesMinMurabidopsisMthalianaMunderMchronicMandMacuteMionizingM
radiationbMInternationalcJournalcofcRadiationcBiology]M2019]Mmi]Mjfjajgh 2.9 6

51 MorphologicalMandM…eneticMxiversityMofMSeaMvuckthornMU’ippophaeMrhamnoidesMLbVMinMtheMKarakoramM
MountainsMofMNorthernMPakistanbMDiversity]M2018]Med]Mkj 2.5 6

50 …eneticMvariationMofMintroducedMredMoakMUQuercusMrubraVMstandsMinM…ermanyMcomparedMtoMNorthM
umericanMpopulationsbMEuropeancJournalcofcForestcResearch]M2020]Megm]Mgfeagge 2.7 5

49
wrownMmorphologyMinMNorwayMspruceMUPiceaMabiesM[Karstb]MLbVMasMadaptationMtoMmountainousM
environmentsMisMassociatedMwithMsingleMnucleotideMpolymorphismsMUSNPsVMinMgenesMregulatingM
seasonalMgrowthMrhythmbMTreecGeneticscandcGenomes]M2020]Mej]M

2.1 5

48 SeleniumMNanocompositesMinMNaturalMMatricesMasMPotatoMRecoveryMugentbMInternationalcJournalcofc
MolecularcSciences]M2021]Mff]M 6.3 5

47 xevelopmentMofMnovelMpolymorphicMnuclearMandMchloroplastMmicrosatelliteMmarkersMinMcoastM
redwoodMUSequoiaMsempervirensVbMPlantcGeneticcResources:cCharacterisationcandcUtilisation]M2019]Mek]Mfmgafmk1 5

46 uMcandidateMgeneMassociationManalysisMidentifiesMSNPsMpotentiallyMinvolvedMinMdroughtMtoleranceMinM
yuropeanMbeechMUzagusMsylvaticaMLbVbMScientificcReports]M2021]Mee]Mfglj 4.9 5

45 …eneticMVariationMofMyuropeanMveechMPopulationsMandMTheirMProgenyMfromMNortheastM…ermanyMtoM
SouthwestMSwitzerlandbMForests]M2018]Mm]Mhjm 2.8 5

44 ussessmentMofM…eneticMxiversityMinMxifferentlyMwoloredMRaspberryMwultivarsMUsingMSSRMMarkersM
LocatedMinMzlavonoidMviosynthesisM…enesbMAgronomy]M2019]Mm]Miel 3.6 4

43 MitochondrialMxNuMinMSiberianMconifersMindicatesMmultipleMpostglacialMcolonizationMcentersbMCanadianc
JournalcofcForestcResearch]M2019]Mhm]Mlkiallg 1.9 4

42 …eneaspecificMsexalinkedMgeneticMmarkersMinMdateMpalmMUPhoenixMdactyliferaMLbVbMGeneticcResourcesc
andcCropcEvolution]M2018]Mji]Meaed 2 4

(2018-2020)
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41 udvancingMviogeographyMThroughMPopulationM…enomicsbMPopulationcGenomics]M2018]Migmaili 1.4 4

40 MolecularMevolutionMofMdroughtMtoleranceMandMwoodMstrengthMrelatedMcandidateMgenesMinMloblollyM
pineMUPinusMtaedaMLbVbMSilvaecGenetica]M2014]Mjg]Mimajj 1.1 4

39 xevelopmentMofMnovelMQuercusMrubraMchloroplastMgenomeMwuPSMmarkersMforMhaplotypeM
identificationbMSilvaecGenetica]M2020]Mjm]Mklali 1.1 4

38 MassMspectrometryMrevealsMtheMpresenceMofMspecificMsetMofMepigeneticMxNuMmodificationsMinMtheM
NorwayMspruceMgenomebMScientificcReports]M2019]Mm]Memgeh 4.9 4

37 xevelopmentMofMmicrosatelliteMgeneticMmarkersMinMSiberianMlarchMULarixMsibiricaMLedebbVMbasedMonMtheM
deMnovoMwholeMgenomeMsequencingbMRussiancJournalcofcGenetics]M2017]Mig]Meemhaeemm 0.6 3

36 womparativeM…eneticMMappingMinMTreesnMTheM…roupMofMwonifersbMBiotechnologycincAgriculturecandc
Forestry]M2004]Mfjkafkk 3

35 NovelMNanobiocompositesMvasedMonMNaturalMPolysaccharidesMasMUniversalMTrophicMLowaxoseM
MicronutrientsbMInternationalcJournalcofcMolecularcSciences]M2021]Mff]M 6.3 3

34 ussignmentMofMfrostMtolerantMcoastMredwoodMtreesMofMunknownMoriginMtoMpopulationsMwithinMtheirM
naturalMrangeMusingMnuclearMandMchloroplastMmicrosatelliteMgeneticMmarkers 3

33 xeMnovoMtranscriptomeMassemblyMofMcoldMstressedMclonesMofMtheMhexaploidMSequoiaMsempervirensMUxbM
xonVMyndlbMScientificcData]M2020]Mk]Mfgm 8.2 3

32 xeMnovoMsequencing]MassemblyMandMfunctionalMannotationMofMurmillariaMborealisMgenomebMBMCc
Genomics]M2020]Mfe]Migh 4.5 3

31 yarlyMxetectionMandM–dentificationMofMtheMMainMzungalMPathogensMforMResistanceMyvaluationMofMNewM
…enotypesMofMzorestMTreesbMForests]M2018]Mm]Mkgf 2.8 3

30 yffectMofMNaturalMPolysaccharideMMatrixavasedMSeleniumMNanocompositesMonMandMRhizosphericM
MicroorganismsbMNanomaterials]M2021]Mee]M 5.4 3

29 StructuralMandMzunctionalMOrganizationMofMtheMMitochondrialMxNuMwontrolMRegionMinMtheMWoollyM
MammothMUMammuthusMprimigeniusVbMMolecularcBiology]M2019]Mig]Mijdaikd 1.2 2

28
TaxonomyMofMdarkaMandMwhiteabarkedMbirchesMrelatedMtoMvetulaMpendulaMandMvbMpubescensM
UvetulaceaeVMinMUkraineMbasedMonMbothMmorphologicalMtraitsMandMxNuMmarkersbMBotanicalcJournalcofc
thecLinneancSociety]M2019]Meme]Mehfaeih

2.2 2

27 yffectsMofMmegagametophyteMremovalMonMxNuMyieldMandMearlyMseedlingMgrowthMinMcoastalM
xouglasafirbMCanadiancJournalcofcForestcResearch]M1997]Mfk]Mmjhamjl 1.9 2

26 VariousMeffectsMofMtheMexpressionMofMtheMxyloglucanaseMgeneMfromMPenicilliumMcanescensMinM
transgenicMaspenMunderMsemianaturalMconditionsbMBMCcPlantcBiology]M2020]Mfd]Mfie 5.3 2

25 …eneticMdiversityMofMcommonMguavaMinMKenyanManMunderutilizedMnaturalizedMfruitMspeciesbMFruits]M2019]M
kh]Mfgjafhl 0.3 2

24 TargetedMreasequencingMandMgenomeawideMassociationManalysisMforMwoodMpropertyMtraitsMinMbreedingM
populationMofMyucalyptusMtereticornisMˆ�MybMgrandisbMGenomics]M2021]Meeg]Mhfkjahfmf 4.3 2
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23 wonflictingMgenomicMsignalsMaffectMphylogeneticMinferenceMinMfourMspeciesMofMNorthMumericanMpinesbM
AoBcPLANTS]M2016]Ml]M 2.9 2

22 xeMNovoMussemblyMandMwlusterMunalysisMofMSiberianMLarchMTranscriptomeMandM…enomebMLecturecNotesc
incComputercScience]M2016]Mhiiahjh 0.9 2

21 yffectMofMPhosphinothricinMonMTransgenicMxownyMvirchMUvetulaMpubescensMyhrhbVMwontainingMbarMorM
…SeM…enesbMForests]M2019]Med]Medjk 2.8 2

20
wompleteMmitochondrialMgenomeMofMaMwoollyMmammothMUVMfromMMalyMLyakhovskyM–slandMUNewM
SiberianM–slands]MRussiaVMandMitsMphylogeneticMassessmentbMMitochondrialcDNAcPartcB:cResources]M
2018]Mg]Mimjaiml

0.5 2

19 ’ybridMandMynvironmentalMyffectsMonM…eneMyxpressionMinMPoplarMwlonesMinMPureMandMMixedMwithM
vlackMLocustMStandsbMForests]M2020]Mee]Medki 2.8 1

18 …eneticMdiversityMandMparentageManalysisMofMaspenMdemesbMNewcForests]M2016]Mhk]Mehgaejf 2.6 1

17 MechanicalMstressMeffectsMonMtranscriptionalMregulationMofMgenesMencodingMmicrotubuleaMandM
actinaassociatedMproteinsbbMPhysiologycandcMolecularcBiologycofcPlants]M2022]Mfl]Mekagd 2.8 1

16 …eneticMmechanismsMofMagingMinMplantsnMWhatMcanMweMlearnMfromMthemsbMAgeingcResearchcReviews]M
2022]Medejde 12 1

15 TreeMRingsMRevealMtheM–mpactMofMSoilMTemperatureMonMLarchM…rowthMinMtheMzorestaSteppeMofMSiberiabM
Forests]M2021]Mef]Mekji 2.8 1

14 yffectMofMSeleniumMNanocompositesMvasedMonMNaturalMPolymerMMatricesMonMtheMviomassMandM
StorageMofMPotatoMTubersMinMaMzieldMyxperimentbMAgronomy]M2022]Mef]Mefle 3.6 1

13
xevelopmentMofMNuclearMMicrosatelliteMMarkersMwithMLongMUTria]MTetraa]MPentaa]MandM’exanucleotideVM
MotifsMforMThreeMLarchMSpeciesMvasedMonMtheMdeMnovoMWholeM…enomeMSequencingMofMSiberianMLarchM
ULarixMsibiricaMLedebbVbMRussiancJournalcofcGenetics]M2019]Mii]Mhhhahid

0.6 0

12 ResponseMofMPoplarMLeafMTranscriptomeMtoMwhangedMManagementMandMynvironmentalMwonditionsMinM
PureMandMMixedMwithMvlackMLocustMStandsbMForests]M2022]Meg]Mehk 2.8 0

11 PostgenomicMtechnologiesMinMpracticalMforestrynMdevelopmentMofMgenomeawideMmarkersMforMtimberM
originMidentificationMandMotherMapplicationsbMForestrycEngineeringcJournal]M2019]Mm]Mmaej 0.3 0

10 whloroplastM’aplotypesMofMNorthernMRedMOakMUQuercusMrubraMLbVMStandsMinM…ermanyMSuggestMTheirM
OriginMfromMNortheasternMwanadabMForests]M2020]Mee]Medfi 2.8 0

9
MatingMSystemMinMaMNativeMNorwayMSpruceMUPiceaMabiesM[Lb]MKuRSTbVMStandaRelatednessMandMyffectiveM
PollenMPopulationMSizeMShowManMussociationMwithMtheM…erminationMPercentageMofMSingleMTreeM
ProgeniesbMDiversity]M2020]Mef]Mfjj

2.5 0

8 –TSMsecondaryMstructureMreconstructionMtoMresolveMtaxonomyMandMphylogenyMofMtheMLbMgenusbMPeerJ]M
2021]Mm]Meedllm 3.1 0

7 …eographicMPatternsMofM…eneticMVariationMamongMwacaoMUTheobromaMcacaoMLbVMPopulationsMvasedMonM
whloroplastMMarkersbMDiversity]M2021]Meg]Mfhm 2.5 0

6 …eneticMdiversityMandMdifferentiationMofMOleaMeuropaeaMsubspbMcuspidataMUWallbMSM…bxonVMwifbMinMtheM
’ajarMMountainsMofMOmanbMGeneticcResourcescandcCropcEvolution]M2021]Mjl]Mljiallg 2 0

(2021-2016)
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5 womparativeManalysisMofMalignmentafreeMgenomeMclusteringMandMwholeMgenomeMalignmentabasedM
phylogenomicMrelationshipMofMcoronavirusesbbMPLoScONE]M2022]Mek]Medfjhjhd 3.7 0

4 SymmetryMinMaMzourawlusterMTriangleMStructureMofMtheMSiberianMStoneMPineMUPinusMsibiricaMxuMTourVM
TranscriptomebMProceedingsclmdpim]M2018]Mf]Mii 0.3

3 SymmetryMinMtheMTranscriptomeMandM…enomeMSequencesMofMSiberianMLarchMULarixMsibiricaMLedebbVbM
Proceedingsclmdpim]M2018]Mf]Mij 0.3

2 StructureMandMPhylogenyMofMtheMwurlyMvirchMwhloroplastM…enomebMFrontierscincGenetics]M2021]Mef]Mjfikjh 4.5

1 TheMroleMofMjasmonateMsignalingMpathwayMinMplantâ��sMfloweringMgenesMresponseMtoMionizingMradiationbM
VisnikcUkrainscKogocTovaristvacGenetikivcIcSelekcioneriv]M2019]Mek]Mhiaid 0.3
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